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j Paper IF Citations

87 zvolutionMofMcefiderocolMresistanceMinMusingMserialMpassageMtechniquesccMJAC-AntimicrobialjResistanceaM
2022aMiaMdlaceff 2.9 3

86 yiscoveryMofMcoordinatelyMregulatedMpathwaysMthatMprovideMinnateMprotectionMagainstMinterbacterialM
antagonismccMELifeaM2022aMffaM 8.9 1

85 vptamerMSandwichMLateralM–lowMvssayMUvpta–lowVMforMvntibodyb–reeMSvRSbxoVbgMyetectionccM
AnalyticaljChemistryaM2022aM 7.8 2

84
zmergenceMofMdalbavancinaMvancomycinaMandMdaptomycinMnonbsusceptibleMStaphylococcusMaureusMinM
aMpatientMtreatedMwithMdalbavancinoMxaseMreportMandMisolateMcharacterizationccMClinicaljInfectiousj
DiseasesaM2022aM

11.6 1

83 RecombineeringMinMStaphylococcusMaureusccMMethodsjinjMolecularjBiologyaM2022aMgilnaMfhjbfjl 1.4

82 MolecularMMicrobiologyMforMyiagnosingMénfectiousMvrthritisM2022aMjnble

81  enomebwideMproteinâ��yNvMinteractionMsiteMmappingMinMbacteriaMusingMaMdoublebstrandedM
yNvbspecificMcytosineMdeaminasecMNaturejMicrobiologyaM2022aMlaMmiibmjj 26.6 0

80 NeutrophilicMinflammationMinMgallbladderMcarcinomaMcorrelatesMwithMpatientMsurvivaloMvMcasebcontrolM
studycMAnnalsjofjDiagnosticjPathologyaM2021aMjkaMfjfmij 2.2 0

79
yalbavancinMexposureMin´ vitroMselectsMforMdalbavancinbnonbsusceptibleMandM
vancomycinbintermediateMstrainsMofMmethicillinbresistantMStaphylococcusMaureuscMClinicalj
MicrobiologyjandjInfectionaM2021aMglaMnfecefbnfecem

9.5 8

78 édentificationMofMaMnovelMtedizolidMresistanceMmutationMinMrpowMofMMRSvMafterMinMvitroMserialMpassagecM
JournaljofjAntimicrobialjChemotherapyaM2021aMlkaMgngbgnk 5.1 2

77
WholebgenomeMsequencingMofMclinicalMxlostridioidesMdifficileMisolatesMrevealsMmolecularM
epidemiologyMandMdiscrepanciesMwithMconventionalMlaboratoryMdiagnosticMtestingcMJournaljofjHospitalj
InfectionaM2021aMfemaMkiblf

6.9 2

76 RepeatedMisolationMofManMantibioticbdependentMandMtemperaturebsensitiveMmutantMofMPseudomonasM
aeruginosaMfromMaMcysticMfibrosisMpatientcMJournaljofjAntimicrobialjChemotherapyaM2021aMlkaMkfkbkgj 5.1 1

75 PolyclonalityaMSharedMStrainsaMandMxonvergentMzvolutionMinMxhronicMxysticM–ibrosisMvirwayMénfectioncM
AmericanjJournaljofjRespiratoryjandjCriticaljCarejMedicineaM2021aMgehaMffglbffhl 10.2 8

74 yiscoveryMandMxharacterizationMofMSpikeMNbTerminalMyomainbwindingMvptamersMforMRapidM
SvRSbxoVbgMyetectioncMAngewandtejChemieaM2021aMfhhaMgfhmfbgfhmj 3.6 1

73 HighMxlinicalMémpactMofMwroadbRangeM–ungalMPxRMinMSuspectedM–ungalMSinusitiscMJournaljofjClinicalj
MicrobiologyaM2021aMjnaMeeenjjgf 9.7 3

72 yiscoveryMandMxharacterizationMofMSpikeMNbTerminalMyomainbwindingMvptamersMforMRapidM
SvRSbxoVbgMyetectioncMAngewandtejChemiej-jInternationaljEditionaM2021aMkeaMgfgffbgfgfj 16.4 9

71 SynergyMwetweenMwetabLactamsMandMLipobaM lycobaMandMLipoglycopeptidesaMésMéndependentMofMtheM
SeesawMzffectMinMMethicillinbResistantcMFrontiersjinjMolecularjBiosciencesaM2021aMmaMkmmhjl 5.6 4
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70
xharacterizingMtheMmolecularMcompositionMandMdiagnosticMpotentialMofMMycobacteriumMtuberculosisM
urinaryMcellbfreeMyNvMusingMnextbgenerationMsequencingcMInternationaljJournaljofjInfectiousjDiseasesaM
2021aMffgaMhhebhhl

10.5 0

69 xombiningMévacaftorMandMéntensiveMvntibioticsMvchievesMLimitedMxlearanceMofMxysticM–ibrosisM
énfectionsccMMBioaM2021aMeehfimgf 7.8 3

68 vMpopulationblevelMstrainMgenotypingMmethodMtoMstudyMpathogenMstrainMdynamicsMinMhumanM
infectionsccMJCIjInsightaM2021aMkaM 9.9 1

67 édentificationMofMaMyNvMvptamerMThatMwindsMtoMHumanMMonocytesMandMMacrophagescMBioconjugatej
ChemistryaM2020aMhfaMfmnnbfnel 6.3 5

66 HighbresolutionMprofilingMofMhumanMcytomegalovirusMcellbfreeMyNvMinMhumanMplasmaMhighlightsMitsM
exceptionallyMfragmentedMnaturecMScientificjReportsaM2020aMfeaMhlhi 4.9 1

65 ValidationMandMimplementationMofMaMmodularMtargetedMcaptureMassayMforMtheMdetectionMofMclinicallyM
significantMmolecularMoncologyMalterationscMPracticaljLaboratoryjMedicineaM2020aMfnaMeeefjh 1.7 18

64
OccurrenceMofMcrossbresistanceMandM˛†blactamMseesawMeffectMinMglycopeptidebaMlipopeptidebMandM
lipoglycopeptidebresistantMMRSvMcorrelatesMwithMmembraneMphosphatidylglycerolMlevelscMJournaljofj
AntimicrobialjChemotherapyaM2020aMljaMffmgbffmk

5.1 15

63 xomprehensiveMevaluationMofMcomplexMpolymicrobialMspecimensMusingMnextMgenerationMsequencingM
andMstandardMmicrobiologicalMculturecMScientificjReportsaM2020aMfeaMjiik 4.9 11

62 xellMfreeMyNvMfromMrespiratoryMpathogensMisMdetectableMinMtheMbloodMplasmaMofMxysticM–ibrosisM
patientscMScientificjReportsaM2020aMfeaMkneh 4.9 7

61  enomeMzditingMinMStaphylococcusMaureusMbyMxonditionalMRecombineeringMandM
xRéSPRdxasnbMediatedMxounterselectioncMMethodsjinjMolecularjBiologyaM2020aMgejeaMfglbfih 1.4 1

60 yigitalMPxRbvnMzmergingMTechnologyMwithMwroadMvpplicationsMinMMicrobiologycMClinicaljChemistryaM
2020aMkkaMfflbfgh 5.5 47

59 énternationalMSpreadMofMMultidrugbResistantMxampylobacterMcoliMinMMenMWhoMHaveMSexMWithMMenMinM
WashingtonMStateMandMQuˆ'becaMgefjbgefmcMClinicaljInfectiousjDiseasesaM2020aMlfaMfmnkbfnei 11.6 8

58 SensitiveMédentificationMofMwacterialMyNvMinMxlinicalMSpecimensMbyMwroadbRangeMfkSMrRNvM eneM
znrichmentcMJournaljofjClinicaljMicrobiologyaM2020aMjmaM 9.7 8

57 édentifyingMOptimalMLociMforMtheMMolecularMyiagnosisMofMMicrosatelliteMénstabilitycMClinicaljChemistryaM
2020aMkkaMfhfebfhfm 5.5 2

56 WholeM enomeMSequencingMofMPeruvianMédentifiesMNovelMPlasmidMVectorsMwearingMxarbapenemM
ResistanceM enecMOpenjForumjInfectiousjDiseasesaM2020aMlaMofaagkk 1 6

55 xaseMReportoMxomparisonMofMPlasmaMMetagenomicsMtoMwacterialMPxRMinMaMxaseMofMProstheticMValveM
zndocarditiscMFrontiersjinjPediatricsaM2020aMmaMjljkli 3.4 3

54 TargetingMLigandsMyeliverMModelMyrugMxargoMintoMtheMxentralMNervousMSystemMalongMvutonomicM
NeuronscMACSjNanoaM2019aMfhaMfenkfbfenlf 16.7 8

53 TracelessMaptamerbmediatedMisolationMofMxymMTMcellsMforMchimericMantigenMreceptorMTbcellMtherapycM
NaturejBiomedicaljEngineeringaM2019aMhaMlmhblnj 19 34

(2019-2021)
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52 émprovedMSpeciesbLevelMxlinicalMédentificationMofMznterobacteriaceaeMthroughMwroadbRangeMPxRMandM
SequencingcMJournaljofjClinicaljMicrobiologyaM2019aMjlaM 9.7 10

51  enomicMvnalysisMédentifiesMNovelMPseudomonasMaeruginosaMResistanceM enesMunderMSelectionM
duringMénhaledMvztreonamMTherapycMAntimicrobialjAgentsjandjChemotherapyaM2019aMkhaM 5.9 6

50 LetterMtoMtheMzditorMregardingMQuiMet´ aloMOxutibacteriumMacnesMandMtheMshoulderMmicrobiomeOcM
JournaljofjShoulderjandjElbowjSurgeryaM2019aMgmaMegljbeglk 4.3 4

49 OpenbSourcedMxéVixMvnnotationMPipelineMtoMédentifyMandMvnnotateMxlinicallyMRelevantMVariantsM
UsingMSinglebMoleculeMMolecularMénversionMProbescMJCOjClinicaljCancerjInformaticsaM2019aMhaMfbfg 5.2 4

48 TheMVaginalMMicrobiomeMofMTransgenderMMencMClinicaljChemistryaM2019aMkjaMfnnbgel 5.5 10

47
PatternMassociatedMleukemiaMimmunophenotypesMandMmeasurableMdiseaseMdetectionMinMacuteM
myeloidMleukemiaMorMmyelodysplasticMsyndromeMwithMmutatedMNPMfcMCytometryjPartjBj-jClinicalj
CytometryaM2019aMnkaMklblg

3.4 14

46 vrtificialMSelectionMforMPathogenicityMMutationsMinMédentifiesMNovelM–actorsMRelevantMtoMxhronicM
énfectioncMInfectionjandjImmunityaM2019aMmlaM 3.7 5

45  eneticMMechanismsMofMémmuneMzvasionMinMxolorectalMxancercMCancerjDiscoveryaM2018aMmaMlheblin 24.4 235

44 zfficientMandMScalableMPrecisionM enomeMzditingMinMthroughMxonditionalMRecombineeringMandM
xRéSPRdxasnbMediatedMxounterselectioncMMBioaM2018aMnaM 7.8 29

43 vccurateMPanbxancerMMolecularMyiagnosisMofMMicrosatelliteMénstabilityMbyMSinglebMoleculeMMolecularM
énversionMProbeMxaptureMandMHighbThroughputMSequencingcMClinicaljChemistryaM2018aMkiaMnjebnjm 5.5 34

42
UltrasensitiveMyetectionMofMxhimerismMbyMSinglebMoleculeMMolecularMénversionMProbeMxaptureMandM
HighbThroughputMSequencingMofMxopyMNumberMyeletionMPolymorphismscMClinicaljChemistryaM2018aM
kiaMnhmbnin

5.5 2

41 MicrosatelliteMinstabilityMinMprostateMcancerMbyMPxRMorMnextbgenerationMsequencingM2018aMkaMgn 58

40  alliumMdisruptsMbacterialMironMmetabolismMandMhasMtherapeuticMeffectsMinMmiceMandMhumansMwithM
lungMinfectionscMSciencejTranslationaljMedicineaM2018aMfeaM 17.5 127

39 UltrasensitiveMdetectionMofMacuteMmyeloidMleukemiaMminimalMresidualMdiseaseMusingMsingleMmoleculeM
molecularMinversionMprobescMHaematologicaaM2017aMfegaMfjinbfjjl 6.6 19

38 xharacterizationMofMtheMMechanismsMofMyaptomycinMResistanceMamongM rambPositiveMwacterialM
PathogensMbyMMultidimensionalMLipidomicscMMSphereaM2017aMgaM 5 52

37 zvolvedMvztreonamMResistanceMésMMultifactorialMandMxanMProduceMHypervirulenceMincMMBioaM2017aMmaM 7.8 40

36 fkSMrRNvMdeepMsequencingMidentifiesMasMtheMmajorMcomponentMofMaMpolymicrobialMintrababdominalM
infectionMandMimplicatesMaMurinaryMsourcecMJMMjCasejReportsaM2017aMiaMeeejenf 0.5 1

35 –requentMPéKhxvMMutationsMinMxolorectalMandMzndometrialMTumorsMWithMgMorMMoreMSomaticM
MutationsMinMMismatchMRepairM enescMGastroenterologyaM2016aMfjfaMiiebiilcef 13.3 29
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34 émprovingMperformanceMofMmultigeneMpanelsMforMgenomicManalysisMofMcancerMpredispositioncMGeneticsj
injMedicineaM2016aMfmaMnlibmf 8.1 60

33 RecurrentMsomaticMlossMofMTN–RS–fiMinMclassicalMHodgkinMlymphomacMGenesjChromosomesjandj
CanceraM2016aMjjaMglmbml 5 22

32
éncidentalMidentificationMofMStrongyloidesMstercoralisMinfectionMbyMbroadbrangeMgmSMryNvMgeneM
sequencingMinMaMpatientMwithMaMhematolymphoidMmalignancycMDiagnosticjMicrobiologyjandjInfectiousj
DiseaseaM2016aMmkaMhkgbhki

2.9 2

31 xlinicalMNextM enerationMSequencingMOutperformsMStandardMMicrobiologicalMxultureMforM
xharacterizingMPolymicrobialMSamplescMClinicaljChemistryaM2016aMkgaMfikjbfilh 5.5 44

30 énMVitroMvctivityMofMyelafloxacinMagainstMxlinicalMNeisseriaMgonorrhoeaeMésolatesMandMSelectionMofM
 onococcalMyelafloxacinMResistancecMAntimicrobialjAgentsjandjChemotherapyaM2016aMkeaMhfekbff 5.9 22

29 vpplyingMvncestryMandMSexMxomputationMasMaMQualityMxontrolMToolMinMTargetedMNextb enerationM
SequencingcMAmericanjJournaljofjClinicaljPathologyaM2016aMfijaMhembfj 1.9 5

28 xvyyMscoreMhasMlimitedMclinicalMvalidityMforMtheMidentificationMofMpathogenicMvariantsMinMnoncodingM
regionsMinMaMhereditaryMcancerMpanelcMGeneticsjinjMedicineaM2016aMfmaMfgknbfglj 8.1 30

27 xlassificationMandMcharacterizationMofMmicrosatelliteMinstabilityMacrossMfmMcancerMtypescMNaturej
MedicineaM2016aMggaMfhigbfhje 50.5 432

26 xharacterizationMofMaMmultidrugbresistantaMnovelMwacteroidesMgenomospeciescMEmergingjInfectiousj
DiseasesaM2015aMgfaMnjbm 10.2 17

25 MSéplusMforMéntegratedMxolorectalMxancerMMolecularMTestingMbyMNextb enerationMSequencingcM
JournaljofjMolecularjDiagnosticsaM2015aMflaMlejbfi 5.1 33

24 LargebscaleMgenomicMsequencingMofMextraintestinalMpathogenicMzscherichiaMcoliMstrainscMGenomej
ResearchaM2015aMgjaMffnbgm 9.7 116

23  enomicManalysisMofMboneMmarrowMfailureMandMmyelodysplasticMsyndromesMrevealsMphenotypicMandM
diagnosticMcomplexitycMHaematologicaaM2015aMfeeaMigbm 6.6 81

22 vMYearMofMénfectionMinMtheMéntensiveMxareMUnitoMProspectiveMWholeM enomeMSequencingMofMwacterialM
xlinicalMésolatesMRevealsMxrypticMTransmissionsMandMNovelMMicrobiotacMPLoSjGeneticsaM2015aMffaMefeejifh 6 125

21 vpplicationMofMwholebgenomeMsequencingMforMbacterialMstrainMtypingMinMmolecularMepidemiologycM
JournaljofjClinicaljMicrobiologyaM2015aMjhaMfelgbn 9.7 185

20
ValidationMandMimplementationMofMtargetedMcaptureMandMsequencingMforMtheMdetectionMofMactionableM
mutationaMcopyMnumberMvariationaMandMgeneMrearrangementMinMclinicalMcancerMspecimenscMJournaljofj
MolecularjDiagnosticsaM2014aMfkaMjkbkl

5.1 203

19
WholeMgenomeMsequencingMindicatesMxorynebacteriumMjeikeiumMcomprisesMiMseparateM
genomospeciesMandMidentifiesMaMdominantMgenomospeciesMamongMclinicalMisolatescMInternationalj
JournaljofjMedicaljMicrobiologyaM2014aMheiaMfeefbfe

3.7 7

18 yeepMsequencingMwithMintronicMcaptureMenablesMidentificationMofManMvPxMexonMfeMinversionMinMaM
patientMwithMpolyposiscMGeneticsjinjMedicineaM2014aMfkaMlmhbk 8.1 11

17 PerformanceMcomparisonMofMélluminaMandMionMtorrentMnextbgenerationMsequencingMplatformsMforMfkSM
rRNvbbasedMbacterialMcommunityMprofilingcMAppliedjandjEnvironmentaljMicrobiologyaM2014aMmeaMljmhbnf 4.8 205

(2014-2016)

5



16 xoinfectionMofM–usobacteriumMnucleatumMandMvctinomycesMisraeliiMinMmastoiditisMdiagnosedMbyM
nextbgenerationMyNvMsequencingcMJournaljofjClinicaljMicrobiologyaM2014aMjgaMflmnbng 9.7 22

15 WholebgenomeMsequencingMforMhighbresolutionMinvestigationMofMmethicillinbresistantMStaphylococcusM
aureusMepidemiologyMandMgenomeMplasticitycMJournaljofjClinicaljMicrobiologyaM2014aMjgaMglmlbnk 9.7 21

14 xomplexMMSHgMandMMSHkMmutationsMinMhypermutatedMmicrosatelliteMunstableMadvancedMprostateM
cancercMNaturejCommunicationsaM2014aMjaMinmm 17.4 182

13 MicrosatelliteMinstabilityMdetectionMbyMnextMgenerationMsequencingcMClinicaljChemistryaM2014aMkeaMffngbn 5.5 237

12 yetectionMofMminimalMresidualMdiseaseMinMNPMfbmutatedMacuteMmyeloidMleukemiaMbyM
nextbgenerationMsequencingcMModernjPathologyaM2014aMglaMfihmbik 9.8 45

11 SingleMmoleculeMmolecularMinversionMprobesMforMtargetedaMhighbaccuracyMdetectionMofMlowbfrequencyM
variationcMGenomejResearchaM2013aMghaMmihbji 9.7 221

10 RapidMfkSMrRNvMnextbgenerationMsequencingMofMpolymicrobialMclinicalMsamplesMforMdiagnosisMofM
complexMbacterialMinfectionscMPLoSjONEaM2013aMmaMekjggk 3.7 144

9 MolecularMdiagnosisMofMvctinomaduraMmaduraeMinfectionMbyMfkSMrRNvMdeepMsequencingcMJournaljofj
ClinicaljMicrobiologyaM2013aMjfaMigkgbj 9.7 14

8 xoloSeqMprovidesMcomprehensiveMlynchMandMpolyposisMsyndromeMmutationalManalysisMusingM
massivelyMparallelMsequencingcMJournaljofjMolecularjDiagnosticsaM2012aMfiaMhjlbkk 5.1 163

7 MolecularMdiagnosisMofMsubcutaneousMPythiumMinsidiosumMinfectionMbyMuseMofMPxRMscreeningMandM
yNvMsequencingcMJournaljofjClinicaljMicrobiologyaM2012aMjeaMfimebh 9.7 19

6 énadequaciesMofMminimumMspanningMtreesMinMmolecularMepidemiologycMJournaljofjClinicalj
MicrobiologyaM2011aMinaMhjkmblj 9.7 53

5 PhylogeneticManalysisMofMdevelopmentalMandMpostnatalMmouseMcellMlineagescMEvolutionjrj
DevelopmentaM2010aMfgaMmibni 2.6 25

4
MutationsMinMaMgeneMencodingMaMmidbodyMkelchMproteinMinMfamilialMandMsporadicMclassicalMHodgkinM
lymphomaMleadMtoMbinucleatedMcellscMProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedj
StatesjofjAmericaaM2009aMfekaMfingebj

11.5 46

3 vMphylogeneticMapproachMtoMmappingMcellMfatecMCurrentjTopicsjinjDevelopmentaljBiologyaM2007aMlnaMfjlbmi5.3 24

2 PhylogeneticMfateMmappingcMProceedingsjofjthejNationaljAcademyjofjSciencesjofjthejUnitedjStatesjofj
AmericaaM2006aMfehaMjiimbjh 11.5 73

1 OccurrenceMofMcrossbresistanceMandMbetablactamMseesawMeffectMinMglycopeptideaMlipopeptideaMandM
lipoglycopeptidebresistantMMRSvMcorrelatesMwithMmembraneMphosphatidylglycerolMlevels 1
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