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injMedicineaM2016aMfmaMnlibmf 8.1 60

71 MicrosatelliteMinstabilityMinMprostateMcancerMbyMPxRMorMnextbgenerationMsequencingM2018aMkaMgn 58

Stephen J Salipante

2



70 énadequaciesMofMminimumMspanningMtreesMinMmolecularMepidemiologycMJournaljofjClinicalj
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61 MSéplusMforMéntegratedMxolorectalMxancerMMolecularMTestingMbyMNextb enerationMSequencingcM
JournaljofjMolecularjDiagnosticsaM2015aMflaMlejbfi 5.1 33
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CanceraM2016aMjjaMglmbml 5 22
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52 WholebgenomeMsequencingMforMhighbresolutionMinvestigationMofMmethicillinbresistantMStaphylococcusM
aureusMepidemiologyMandMgenomeMplasticitycMJournaljofjClinicaljMicrobiologyaM2014aMjgaMglmlbnk 9.7 21
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44 xomprehensiveMevaluationMofMcomplexMpolymicrobialMspecimensMusingMnextMgenerationMsequencingM
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42 émprovedMSpeciesbLevelMxlinicalMédentificationMofMznterobacteriaceaeMthroughMwroadbRangeMPxRMandM
SequencingcMJournaljofjClinicaljMicrobiologyaM2019aMjlaM 9.7 10

41 TheMVaginalMMicrobiomeMofMTransgenderMMencMClinicaljChemistryaM2019aMkjaMfnnbgel 5.5 10

40 yiscoveryMandMxharacterizationMofMSpikeMNbTerminalMyomainbwindingMvptamersMforMRapidM
SvRSbxoVbgMyetectioncMAngewandtejChemiej-jInternationaljEditionaM2021aMkeaMgfgffbgfgfj 16.4 9

39 TargetingMLigandsMyeliverMModelMyrugMxargoMintoMtheMxentralMNervousMSystemMalongMvutonomicM
NeuronscMACSjNanoaM2019aMfhaMfenkfbfenlf 16.7 8

38 énternationalMSpreadMofMMultidrugbResistantMxampylobacterMcoliMinMMenMWhoMHaveMSexMWithMMenMinM
WashingtonMStateMandMQuˆ'becaMgefjbgefmcMClinicaljInfectiousjDiseasesaM2020aMlfaMfmnkbfnei 11.6 8

37 SensitiveMédentificationMofMwacterialMyNvMinMxlinicalMSpecimensMbyMwroadbRangeMfkSMrRNvM eneM
znrichmentcMJournaljofjClinicaljMicrobiologyaM2020aMjmaM 9.7 8
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yalbavancinMexposureMin´ vitroMselectsMforMdalbavancinbnonbsusceptibleMandM
vancomycinbintermediateMstrainsMofMmethicillinbresistantMStaphylococcusMaureuscMClinicalj
MicrobiologyjandjInfectionaM2021aMglaMnfecefbnfecem

9.5 8

35 PolyclonalityaMSharedMStrainsaMandMxonvergentMzvolutionMinMxhronicMxysticM–ibrosisMvirwayMénfectioncM
AmericanjJournaljofjRespiratoryjandjCriticaljCarejMedicineaM2021aMgehaMffglbffhl 10.2 8

Stephen J Salipante

4



34 xellMfreeMyNvMfromMrespiratoryMpathogensMisMdetectableMinMtheMbloodMplasmaMofMxysticM–ibrosisM
patientscMScientificjReportsaM2020aMfeaMkneh 4.9 7
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JournaljofjMedicaljMicrobiologyaM2014aMheiaMfeefbfe
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32  enomicMvnalysisMédentifiesMNovelMPseudomonasMaeruginosaMResistanceM enesMunderMSelectionM
duringMénhaledMvztreonamMTherapycMAntimicrobialjAgentsjandjChemotherapyaM2019aMkhaM 5.9 6
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ChemistryaM2020aMhfaMfmnnbfnel 6.3 5
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SequencingcMAmericanjJournaljofjClinicaljPathologyaM2016aMfijaMhembfj 1.9 5
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26 OpenbSourcedMxéVixMvnnotationMPipelineMtoMédentifyMandMvnnotateMxlinicallyMRelevantMVariantsM
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SeesawMzffectMinMMethicillinbResistantcMFrontiersjinjMolecularjBiosciencesaM2021aMmaMkmmhjl 5.6 4

24 zvolutionMofMcefiderocolMresistanceMinMusingMserialMpassageMtechniquesccMJAC-AntimicrobialjResistanceaM
2022aMiaMdlaceff 2.9 3

23 xaseMReportoMxomparisonMofMPlasmaMMetagenomicsMtoMwacterialMPxRMinMaMxaseMofMProstheticMValveM
zndocarditiscMFrontiersjinjPediatricsaM2020aMmaMjljkli 3.4 3

22 HighMxlinicalMémpactMofMwroadbRangeM–ungalMPxRMinMSuspectedM–ungalMSinusitiscMJournaljofjClinicalj
MicrobiologyaM2021aMjnaMeeenjjgf 9.7 3

21 xombiningMévacaftorMandMéntensiveMvntibioticsMvchievesMLimitedMxlearanceMofMxysticM–ibrosisM
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UltrasensitiveMyetectionMofMxhimerismMbyMSinglebMoleculeMMolecularMénversionMProbeMxaptureMandM
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5.5 2

19 édentifyingMOptimalMLociMforMtheMMolecularMyiagnosisMofMMicrosatelliteMénstabilitycMClinicaljChemistryaM
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WholebgenomeMsequencingMofMclinicalMxlostridioidesMdifficileMisolatesMrevealsMmolecularM
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6.9 2

15 vptamerMSandwichMLateralM–lowMvssayMUvpta–lowVMforMvntibodyb–reeMSvRSbxoVbgMyetectionccM
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9 yiscoveryMandMxharacterizationMofMSpikeMNbTerminalMyomainbwindingMvptamersMforMRapidM
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yNvbspecificMcytosineMdeaminasecMNaturejMicrobiologyaM2022aMlaMmiibmjj 26.6 0
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