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colonization patterns in the Indonesian and Melanesian archipelagos. Journal of Biogeography, 2010,
37, 245-257.

1.4 59
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31 A complete multilocus species phylogeny of the tits and chickadees (Aves: Paridae). Molecular
Phylogenetics and Evolution, 2013, 69, 852-860. 1.2 53

32 Genome-wide analyses reveal drivers of penguin diversification. Proceedings of the National Academy
of Sciences of the United States of America, 2020, 117, 22303-22310. 3.3 47

33
Tracing the colonization history of the Indian Ocean scops-owls (Strigiformes: Otus) with further
insight into the spatio-temporal origin of the Malagasy avifauna. BMC Evolutionary Biology, 2008, 8,
197.

3.2 46
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287, 96-103. 0.8 5
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