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Effect of Polysorbate 20 and Polysorbate 80 on the Higher-Order Structure of a Monoclonal
Antibody and Its Fab and Fc Fragments Probed Using 2D Nuclear Magnetic Resonance Spectroscopy.
Journal of Pharmaceutical Sciences, 2017, 106, 3486-3498.

Biophysical analysis of the effect of chemical modification by 4-oxononenal on the structure,

stability, and function of binding immunoglobulin protein (BiP). PLoS ONE, 2017, 12, e0183975. 11 4

Interdomain Linker Determines Primarily the Structural Stability of Dystrophin and Utrophin Tandem
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Antimicrobial preservatives induce aggregation of interferon alpha-2a: The order in which
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