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l Paper IF Citations

133 IntegratingOmultipleOVomicsVOanalysisOforOmicrobialObiologyqOapplicationOandOmethodologieseO
MicrobiologyisUnitediKingdomtcO2010cOhlmcOiondjgh 2.9 363

132 MetabolicOflexibilityOofOsulfatedreducingObacteriaeOFrontiersiiniMicrobiologycO2011cOicOoh 5.7 194

131 IntegrativeOanalysisOofOtranscriptomicOandOproteomicOdataqOchallengescOsolutionsOandOapplicationseO
CriticaliReviewsiiniBiotechnologycO2007cOincOmjdnl 9.4 178

130
zorrelationOofOmRNxOexpressionOandOproteinOabundanceOaffectedObyOmultipleOsequenceOfeaturesO
relatedOtoOtranslationalOefficiencyOinODesulfovibrioOvulgarisqOaOquantitativeOanalysiseOGeneticscO2006cO
hnkcOiiipdkj

4 151

129 zorrelationObetweenOmRNxOandOproteinOabundanceOinODesulfovibrioOvulgarisqOaOmultipleOregressionO
toOidentifyOsourcesOofOvariationseOBiochemicaliandiBiophysicaliResearchiCommunicationscO2006cOjjpcOmgjdhg3.4 143

128 EngineeringOcyanobacteriaOforOphotosyntheticOproductionOofOjdhydroxybutyrateOdirectlyOfromOzOieO
MetaboliciEngineeringcO2013cOhmcOmodnn 9.7 128

127 xpplicationOofOsyntheticObiologyOinOcyanobacteriaOandOalgaeeOFrontiersiiniMicrobiologycO2012cOjcOjkk 5.7 128

126 QuantitativeOiTRxQOLzdMSfMSOproteomicsOrevealsOmetabolicOresponsesOtoObiofuelOethanolOinO
cyanobacterialOSynechocystisOspeOPzzOmogjeOJournaliofiProteomeiResearchcO2012cOhhcOliomdjgg 5.6 114

125 PredictedOhighlyOexpressedOgenesOinOtheOgenomesOofOStreptomycesOcoelicolorOandOStreptomycesO
avermitilisOandOtheOimplicationsOforOtheirOmetabolismeOMicrobiologyisUnitediKingdomtcO2005cOhlhcOihnldihon2.9 105

124 zhemicalsOtoOenhanceOmicroalgalOgrowthOandOaccumulationOofOhighdvalueObioproductseOFrontiersiini
MicrobiologycO2015cOmcOlm 5.7 89

123 QuantitativeOproteomicsOrevealsOdynamicOresponsesOofOSynechocystisOspeOPzzOmogjOtoO
nextdgenerationObiofuelObutanoleOJournaliofiProteomicscO2013cOnocOjimdkl 3.9 85

122 yiosynthesisOofOplatformOchemicalOjdhydroxypropionicOacidOWjdHPXOdirectlyOfromOzOiOinO
cyanobacteriumOSynechocystisOspeOPzzOmogjeOMetaboliciEngineeringcO2016cOjkcOmgdng 9.7 84

121 MetabolomicOandOnetworkOanalysisOofOastaxanthindproducingOHaematococcusOpluvialisOunderO
variousOstressOconditionseOBioresourceiTechnologycO2014cOhngcOliidlip 11 72

120 ProteomicOanalysisOrevealsOresistanceOmechanismOagainstObiofuelOhexaneOinOSynechocystisOspeOPzzO
mogjeOBiotechnologyiforiBiofuelscO2012cOlcOmo 7.8 67

119
DistributionOandOevolutionOofOmultipledstepOphosphorelayOinOprokaryotesqOlateralOdomainO
recruitmentOinvolvedOinOtheOformationOofOhybriddtypeOhistidineOkinaseseOMicrobiologyisUnitedi
KingdomtcO2005cOhlhcOihlpdihnj

2.9 66

118 ToolboxesOforOcyanobacteriaqORecentOadvancesOandOfutureOdirectioneOBiotechnologyiAdvancescO2018cO
jmcOhipjdhjgn 17.8 65

117 EngineeringObiofuelOtoleranceOinOnondnativeOproducingOmicroorganismseOBiotechnologyiAdvancescO
2014cOjicOlkhdo 17.8 62
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116 IntegratedOOMIzSOguidedOengineeringOofObiofuelObutanoldtoleranceOinOphotosyntheticOSynechocystisO
speOPzzOmogjeOBiotechnologyiforiBiofuelscO2013cOmcOhgm 7.8 62

115 RNxdseqObasedOidentificationOandOmutantOvalidationOofOgeneOtargetsOrelatedOtoOethanolOresistanceOinO
cyanobacterialOSynechocystisOspeOPzzOmogjeOBiotechnologyiforiBiofuelscO2012cOlcOop 7.8 62

114 zyanobacterialOchassisOengineeringOforOenhancingOproductionOofObiofuelsOandOchemicalseOAppliedi
MicrobiologyiandiBiotechnologycO2016cOhggcOjkghdhj 5.7 60

113
zomplementaryOiTRxQOproteomicsOandORNxdseqOtranscriptomicsOrevealOmultipleOlevelsOofO
regulationOinOresponseOtoOnitrogenOstarvationOinOSynechocystisOspeOPzzOmogjeOMoleculariBioSystemscO
2013cOpcOilmldnk

58

112 RNxdseqObasedOtranscriptomicOanalysisOofOsingleObacterialOcellseOIntegrativeiBiologyisUnitediKingdomtcO
2015cOncOhkmmdnm 3.7 56

111
IntegratedOproteomicOandOtranscriptomicOanalysisOrevealsOnovelOgenesOandOregulatoryOmechanismsO
involvedOinOsaltOstressOresponsesOinOSynechocystisOspeOPzzOmogjeOAppliediMicrobiologyiandi
BiotechnologycO2013cOpncOoiljdmk

5.7 55

110 GlobalOtranscriptomicOanalysisOofODesulfovibrioOvulgarisOonOdifferentOelectronOdonorseOAntonieiVani
LeeuwenhoekcO2006cOopcOiihdjn 2.1 54

109 OxidativeOstressOandOheatdshockOresponsesOinODesulfovibrioOvulgarisObyOgenomedwideOtranscriptomicO
analysiseOAntonieiVaniLeeuwenhoekcO2006cOpgcOkhdll 2.1 53

108 DevelopmentOandOoptimizationOofOgeneticOtoolboxesOforOaOfastdgrowingOcyanobacteriumO
SynechococcusOelongatusOUTEXOipnjeOMetaboliciEngineeringcO2018cOkocOhmjdhnk 9.7 52

107
EvolutionOofOtheOsyntrophicOinteractionObetweenODesulfovibrioOvulgarisOandOMethanosarcinaObarkeriqO
InvolvementOofOanOancientOhorizontalOgeneOtransfereOBiochemicaliandiBiophysicaliResearchi
CommunicationscO2007cOjlicOkodlk

3.4 51

106 MetabolomicObasisOofOlaboratoryOevolutionOofObutanolOtoleranceOinOphotosyntheticOSynechocystisOspeO
PzzOmogjeOMicrobialiCelliFactoriescO2014cOhjcOhlh 6.4 50

105 IntegratedOanalysisOofOtranscriptomicOandOproteomicOdataOofODesulfovibrioOvulgarisqOzerodinflatedO
PoissonOregressionOmodelsOtoOpredictOabundanceOofOundetectedOproteinseOBioinformaticscO2006cOiicOhmkhdn7.2 46

104 RTdqPzRObasedOquantitativeOanalysisOofOgeneOexpressionOinOsingleObacterialOcellseOJournaliofi
MicrobiologicaliMethodscO2011cOolcOiihdn 2.8 45

103 GlobalOmetabolomicOandOnetworkOanalysisOofOEscherichiaOcoliOresponsesOtoOexogenousObiofuelseO
JournaliofiProteomeiResearchcO2013cOhicOljgidhi 5.6 44

102 xOproteomicOviewOofODesulfovibrioOvulgarisOmetabolismOasOdeterminedObyOliquidOchromatographyO
coupledOwithOtandemOmassOspectrometryeOProteomicscO2006cOmcOkiomdpp 4.8 43

101 SyntheticObiologyqORecentOprogresscObiosafetyOandObiosecurityOconcernscOandOpossibleOsolutionseO
JournaliofiBiosafetyiandiBiosecuritycO2019cOhcOiidjg 1.4 42

100 MetabolomicOanalysisOrevealsOmechanismOofOantioxidantObutylatedOhydroxyanisoleOonOlipidO
accumulationOinOzrypthecodiniumOcohniieOJournaliofiAgriculturaliandiFoodiChemistrycO2014cOmicOhiknndok 5.7 42

99 IdentificationOandOmetabolomicOanalysisOofOchemicalOmodulatorsOforOlipidOaccumulationOinO
zrypthecodiniumOcohniieOBioresourceiTechnologycO2015cOhphcOjmido 11 41
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98 MetabolicOengineeringOtoOenhanceObiosynthesisOofObothOdocosahexaenoicOacidOandOodddchainOfattyO
acidsOinOspeOSjheOBiotechnologyiforiBiofuelscO2019cOhicOhkh 7.8 39

97 ReddirectionOofOcarbonOfluxOtoOkeyOprecursorOmalonyldzoxOviaOartificialOsmallORNxsOinOphotosyntheticO
speOPzzOmogjeOBiotechnologyiforiBiofuelscO2018cOhhcOim 7.8 38

96 RewiringOmetabolicOnetworkObyOchemicalOmodulatorObasedOlaboratoryOevolutionOdoublesOlipidO
productionOinOzrypthecodiniumOcohniieOMetaboliciEngineeringcO2019cOlhcOoodpo 9.7 37

95 MetabolomicOanalysisOandOlipidOaccumulationOinOaOglucoseOtolerantOzrypthecodiniumOcohniiOstrainO
obtainedObyOadaptiveOlaboratoryOevolutioneOBioresourceiTechnologycO2017cOijlcOondpl 11 36

94 IdentificationOandOmechanismOanalysisOofOchemicalOmodulatorsOenhancingOastaxanthinOaccumulationO
inOHaematococcusOpluvialiseOAlgaliResearchcO2015cOhhcOiokdipj 5 36

93 GlobalOtranscriptomicsOanalysisOofOtheODesulfovibrioOvulgarisOchangeOfromOsyntrophicOgrowthOwithO
MethanosarcinaObarkeriOtoOsulfidogenicOmetabolismeOMicrobiologyisUnitediKingdomtcO2010cOhlmcOinkmdinlm2.9 36

92 EvolutionOofOtheOPPMdfamilyOproteinOphosphatasesOinOStreptomycesqOduplicationOofOcatalyticOdomainO
andOlateralOrecruitmentOofOadditionalOsensoryOdomainseOMicrobiologyisUnitediKingdomtcO2004cOhlgcOkhopdkhpn2.9 33

91 IdentificationOofOaOtransporterOSlrgpoiOinvolvedOinOethanolOtoleranceOinOcyanobacteriumO
SynechocystisOspeOPzzOmogjeOFrontiersiiniMicrobiologycO2015cOmcOkon 5.7 30

90 RealdtimeOPzROofOsingleObacterialOcellsOonOanOarrayOofOadheringOdropletseOLabioniAiChipcO2011cOhhcOiinmdoh7.2 30

89
MetabolomicOanalysisOofOtheOsaltdsensitiveOmutantsOrevealsOchangesOinOaminoOacidOandOfattyOacidO
compositionOimportantOtoOlongdtermOsaltOstressOinOSynechocystisOspeOPzzOmogjeOFunctionaliandi
IntegrativeiGenomicscO2014cOhkcOkjhdkg

3.8 29

88 DeOnovoOtranscriptomicOandOmetabolomicOanalysisOofOdocosahexaenoicOacidOWDHxXdproducingO
zrypthecodiniumOcohniiOduringOfeddbatchOfermentationeOAlgaliResearchcO2017cOimcOjogdjph 5 29

87 yutanolOtoleranceOregulatedObyOaOtwodcomponentOresponseOregulatorOSlrhgjnOinOphotosyntheticO
SynechocystisOspeOPzzOmogjeOBiotechnologyiforiBiofuelscO2014cOncOop 7.8 28

86 HeterologousOxyloseOisomeraseOpathwayOandOevolutionaryOengineeringOimproveOxyloseOutilizationOinO
SaccharomycesOcerevisiaeeOFrontiersiiniMicrobiologycO2015cOmcOhhml 5.7 27

85 xOtranscriptionalOregulatorOSllgnpkOregulatesOtoleranceOtoObiofuelOethanolOinOphotosyntheticO
SynechocystisOspeOPzzOmogjeOMoleculariandiCellulariProteomicscO2014cOhjcOjlhpdji 7.6 27

84 MicrobialOdynamicsOinOupflowOanaerobicOsludgeOblanketOWUxSyXObioreactorOgranulesOinOresponseOtoO
shortdtermOchangesOinOsubstrateOfeedeOMicrobiologyisUnitediKingdomtcO2010cOhlmcOikhodikin 2.9 27

83 zrossdspeciesOtranscriptionalOnetworkOanalysisOrevealsOconservationOandOvariationOinOresponseOtoO
metalOstressOinOcyanobacteriaeOBMCiGenomicscO2013cOhkcOhhi 4.5 26

82 zomparativeOtranscriptomeOanalysisOofODesulfovibrioOvulgarisOgrownOinOplanktonicOcultureOandO
matureObiofilmOonOaOsteelOsurfaceeOAppliediMicrobiologyiandiBiotechnologycO2007cOnmcOkkndln 5.7 26

81 DNxOmicroarrayOanalysisOofOanaerobicOMethanosarcinaObarkeriOrevealsOresponsesOtoOheatOshockOandO
airOexposureeOJournaliofiIndustrialiMicrobiologyiandiBiotechnologycO2006cOjjcOnokdpg 4.2 26
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80 SystematicOcharacterizationOofOhypotheticalOproteinsOinOSynechocystisOspeOPzzOmogjOrevealsOproteinsO
functionallyOrelevantOtoOstressOresponseseOGenecO2013cOlhicOmdhl 3.8 25

79 ToolsOforOGenomicOandOTranscriptomicOxnalysisOofOMicrobesOatOSingledzellOLeveleOFrontiersiini
MicrobiologycO2017cOocOhojh 5.7 24

78 FromOGenesOtoOEcosystemsOinOMicrobiologyqOModelingOxpproachesOandOtheOImportanceOofO
IndividualityeOFrontiersiiniMicrobiologycO2017cOocOiipp 5.7 24

77 ProteomicOandOmetabolomicOanalysesOrevealOmetabolicOresponsesOtoOjdhydroxypropionicOacidO
synthesizedOinternallyOinOcyanobacteriumOspeOPzzOmogjeOBiotechnologyiforiBiofuelscO2016cOpcOigp 7.8 24

76 zodoverexpressionOofOresponseOregulatorOgenesOslrhgjnOandOsllggjpOimprovesOtoleranceOofO
SynechocystisOspeOPzzOmogjOtoOhdbutanoleOBioresourceiTechnologycO2017cOiklcOhknmdhkoj 11 23

75 VersatilityOofOhydrocarbonOproductionOinOcyanobacteriaeOAppliediMicrobiologyiandiBiotechnologycO
2017cOhghcOpgldphp 5.7 23

74 xnOorphanOresponseOregulatorOSllgmkpOinvolvedOinOcadmiumOtoleranceOandOmetalOhomeostasisOinO
photosyntheticOSynechocystisOspeOPzzOmogjeOJournaliofiProteomicscO2014cOhgjcOondhgi 3.9 23

73
IntegratedOproteomicOandOmetabolomicOcharacterizationOofOaOnovelOtwodcomponentOresponseO
regulatorOSlrhpgpOinvolvedOinOacidOtoleranceOinOSynechocystisOspeOPzzOmogjeOJournaliofiProteomicscO
2014cOhgpcOnmdop

3.9 22

72
ScreeningOandOtranscriptomicOanalysisOofOzrypthecodiniumOcohniiOmutantsOwithOhighOgrowthOandO
lipidOcontentOusingOtheOacetyldzoxOcarboxylaseOinhibitorOsethoxydimeOAppliediMicrobiologyiandi
BiotechnologycO2017cOhghcOmhnpdmhph

5.7 22

71
MetabolomicOanalysisOrevealsOfunctionalOoverlappingOofOthreeOsignalOtransductionOproteinsOinO
regulatingOethanolOtoleranceOinOcyanobacteriumOSynechocystisOspeOPzzOmogjeOMoleculariBioSystemscO
2015cOhhcOnngdoi

22

70 ElucidatingObutanolOtoleranceOmediatedObyOaOresponseOregulatorOSllggjpOinOSynechocystisOspeOPzzO
mogjOusingOaOmetabolomicOapproacheOAppliediMicrobiologyiandiBiotechnologycO2015cOppcOhokldln 5.7 21

69
xnOorphanOtwodcomponentOresponseOregulatorOSlrhlooOinvolvesOsaltOtoleranceObyOdirectlyO
regulatingOsynthesisOofOcompatibleOsolutesOinOphotosyntheticOSynechocystisOspeOPzzOmogjeOMoleculari
BioSystemscO2014cOhgcOhnmldnk

20

68 TailoringOcyanobacteriaOasOaOnewOplatformOforOhighlyOefficientOsynthesisOofOastaxanthineOMetabolici
EngineeringcO2020cOmhcOinldion 9.7 20

67 xdaptiveOlaboratoryOevolutionOofOcadmiumOtoleranceOinOspeOPzzOmogjeOBiotechnologyiforiBiofuelscO
2018cOhhcOigl 7.8 20

66 SystematicOandOfunctionalOidentificationOofOsmallOnondcodingORNxsOassociatedOwithOexogenousO
biofuelOstressOinOcyanobacteriumOspeOPzzOmogjeOBiotechnologyiforiBiofuelscO2017cOhgcOln 7.8 19

65 MonitoringOtheOsingledcellOstressOresponseOofOtheOdiatomOThalassiosiraOpseudonanaObyOquantitativeO
realdtimeOreverseOtranscriptiondPzReOAppliediandiEnvironmentaliMicrobiologycO2013cOnpcOholgdo 4.8 19

64 FattyOacidOandOmetabolomicOprofilingOapproachesOdifferentiateOheterotrophicOandOmixotrophicO
cultureOconditionsOinOaOmicroalgalOfoodOsupplementOVEuglenaVeOBMCiBiotechnologycO2016cOhmcOkp 3.5 19

63 PremethylationOofOforeignODNxOimprovesOintegrativeOtransformationOefficiencyOinOSynechocystisOspeO
strainOPzzOmogjeOAppliediandiEnvironmentaliMicrobiologycO2015cOohcOolggdm 4.8 18
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62 zellularOengineeringOstrategiesOtowardOsustainableOomegadjOlongOchainOpolyunsaturatedOfattyOacidsO
productionqOStateOofOtheOartOandOperspectiveseOBiotechnologyiAdvancescO2020cOkgcOhgnkpn 17.8 18

61
xOnovelOsmallORNxOzoaROregulatesOcoenzymeOxObiosynthesisOandOtoleranceOofOspeOPzzmogjOtoO
hdbutanolOpossiblyOviaOpromoterddirectedOtranscriptionalOsilencingeOBiotechnologyiforiBiofuelscO2017cO
hgcOki

7.8 17

60 xOyranchOPointOofOStreptomycesOSulfurOxminoOxcidOMetabolismOzontrolsOtheOProductionOofO
xlbomycineOAppliediandiEnvironmentaliMicrobiologycO2016cOoicOkmndnn 4.8 17

59 zomparativeOanalysisOofOeukaryoticdtypeOproteinOphosphatasesOinOtwoOstreptomyceteOgenomeseO
MicrobiologyisUnitediKingdomtcO2004cOhlgcOiikndiilm 2.9 17

58 GeneticOEngineeringOofOtoOIncreaseOGrowthOandOLipidOxccumulationeOFrontiersiiniMicrobiologycO2018cO
pcOkpi 5.7 16

57 StatisticalOapplicationOandOchallengesOinOglobalOgeldfreeOproteomicOanalysisObyOmassOspectrometryeO
CriticaliReviewsiiniBiotechnologycO2008cOiocOipndjgn 9.4 16

56 EngineeringOsaltOtoleranceOofOphotosyntheticOcyanobacteriaOforOseawaterOutilizationeOBiotechnologyi
AdvancescO2020cOkjcOhgnlno 17.8 15

55 zOMetabolicOFluxOxnalysisOofOEnhancedOLipidOxccumulationOModulatedObyOEthanolamineOineOFrontiersi
iniMicrobiologycO2018cOpcOplm 5.7 15

54
zonstructionOandOanalysisOofOanOartificialOconsortiumObasedOonOtheOfastdgrowingOcyanobacteriumO
UTEXOipnjOtoOproduceOtheOplatformOchemicalOjdhydroxypropionicOacidOfromOzOeOBiotechnologyifori
BiofuelscO2020cOhjcOoi

7.8 14

53 ImprovedOSaltOToleranceOandOMetabolomicsOxnalysisOofOUTEXOipnjObyOOverexpressingOMrpO
xntiporterseOFrontiersiiniBioengineeringiandiBiotechnologycO2020cOocOlgg 5.8 14

52 RolesOofOtwodcomponentOsystemOxfsQhfQiOinOregulatingObiosynthesisOofOtheOyellowdpigmentedO
coelimycinOPiOinOStreptomycesOcoelicoloreOFEMSiMicrobiologyiLetterscO2016cOjmjcO 2.9 14

51 MetabolicOdynamicsOofODesulfovibrioOvulgarisObiofilmOgrownOonOaOsteelOsurfaceeOBiofoulingcO2016cOjicOnildjm3.3 14

50 LzdMSfMSObasedOproteomicOanalysisOandOfunctionalOinferenceOofOhypotheticalOproteinsOinO
DesulfovibrioOvulgariseOBiochemicaliandiBiophysicaliResearchiCommunicationscO2006cOjkpcOhkhidp 3.4 14

49 SingledcellOanalysisOrevealsOgenedexpressionOheterogeneityOinOsyntrophicOdualdcultureOofO
DesulfovibrioOvulgarisOwithOMethanosarcinaObarkerieOScientificiReportscO2014cOkcOnkno 4.9 13

48 ScreeningOofOchemicalOmodulatorsOforOlipidOaccumulationOinOSchizochytriumOspeOSjheOBioresourcei
TechnologycO2018cOimgcOhikdhip 11 13

47 zyanobacteriadyasedOyiodOxygenOPumpOPromotingOHypoxiadResistantOPhotodynamicOTherapyeO
FrontiersiiniBioengineeringiandiBiotechnologycO2020cOocOijn 5.8 12

46 MeasuringOgeneOexpressionOinOsingleObacterialOcellsqOrecentOadvancesOinOmethodsOandOmicroddeviceseO
CriticaliReviewsiiniBiotechnologycO2015cOjlcOkkodmg 9.4 11

45 LuminescenceOmaterialsOforOpHOandOoxygenOsensingOinOmicrobialOcellsOdOstructurescOopticalO
propertiescOandObiologicalOapplicationseOCriticaliReviewsiiniBiotechnologycO2017cOjncOnijdnjo 9.4 10
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44 TwodcomponentOsignalOtransductionOsystemsOofODesulfovibrioOvulgarisqOstructuralOandOphylogeneticO
analysisOandOdeductionOofOputativeOcognateOpairseOJournaliofiMoleculariEvolutioncO2006cOmicOknjdon 3.1 10

43 zomparisonOofOTranscriptionalOHeterogeneityOofOEightOGenesObetweenOyatchODesulfovibrioOvulgarisO
yiofilmOandOPlanktonicOzultureOatOaOSingledzellOLeveleOFrontiersiiniMicrobiologycO2016cOncOlpn 5.7 10

42 DecipheringOandOengineeringOphotosyntheticOcyanobacteriaOforOheavyOmetalObioremediationeO
ScienceiofitheiTotaliEnvironmentcO2021cOnmhcOhkkhhh 10.2 10

41
NitrogenOFeedingOStrategiesOandOMetabolomicOxnalysisOToOxlleviateOHighdNitrogenOInhibitionOonO
DocosahexaenoicOxcidOProductionOinOzrypthecodiniumOcohniieOJournaliofiAgriculturaliandiFoodi
ChemistrycO2018cOmmcOhgmkgdhgmlg

5.7 10

40 DevelopmentOofOaONewOyiocontainmentOStrategyOinOModelOzyanobacteriumOStrainseOACSiSynthetici
BiologycO2019cOocOilnmdilok 5.7 9

39 IdentificationOofOaONewOTargetOofOtheOResponseORegulatorOSllgmkpOInvolvingOzadmiumOToleranceOinO
speOPzzOmogjeOFrontiersiiniMicrobiologycO2017cOocOhloi 5.7 9

38 SyntheticObiologyOapplicationsOinOindustrialOmicrobiologyeOFrontiersiiniMicrobiologycO2014cOlcOklh 5.7 9

37 OmicsOxnalysisOforODinoflagellatesOyiologyOResearcheOMicroorganismscO2019cOncO 4.9 8

36
IntegratedOxnalysisOofOTranscriptomicOandOProteomicODatasetsORevealsOInformationOonOProteinO
ExpressivityOandOFactorsOxffectingOTranslationalOEfficiencyeOMethodsiiniMoleculariBiologycO2016cO
hjnlcOhijdjm

1.4 8

35 TranscriptionalOregulatorOPrqROplaysOaOnegativeOroleOinOglucoseOmetabolismOandOoxidativeOstressO
acclimationOinOSynechocystisOspeOPzzOmogjeOScientificiReportscO2016cOmcOjilgn 4.9 8

34
QuantitativeOProteomicsORevealsOPotentialOzrosstalkObetweenOaOSmallORNxOzoaROandOaO
TwodzomponentORegulatorOSlrhgjnOinOSynechocystisOspeOPzzmogjeOJournaliofiProteomeiResearchcO
2017cOhmcOiplkdipmj

5.6 8

33 ProteinONetworkOSignaturesOxssociatedOwithOExogenousOyiofuelsOTreatmentsOinOzyanobacteriumO
SynechocystisOspeOPzzOmogjeOFrontiersiiniBioengineeringiandiBiotechnologycO2014cOicOko 5.8 8

32
RelationObetweenOmRNxOexpressionOandOsequenceOinformationOinODesulfovibrioOvulgarisqO
combinatorialOcontributionsOofOupstreamOregulatoryOmotifsOandOcodingOsequenceOfeaturesOtoO
variationsOinOmRNxOabundanceeOBiochemicaliandiBiophysicaliResearchiCommunicationscO2006cOjkkcOhhkdih

3.4 7

31 xnOinjectableOhydrogelOcodloadingOwithOcyanobacteriaOandOupconversionOnanoparticlesOforOenhancedO
photodynamicOtumorOtherapyeOColloidsiandiSurfacesiB:iBiointerfacescO2021cOighcOhhhmkg 6 7

30 RepeatedOfeddbatchOstrategyOandOmetabolomicOanalysisOtoOachieveOhighOdocosahexaenoicOacidO
productivityOinOzrypthecodiniumOcohniieOMicrobialiCelliFactoriescO2020cOhpcOph 6.4 7

29 EngineeringOaOzentralOzarbonOMetabolismOPathwayOtoOIncreaseOtheOIntracellularOxcetyldzoxOPoolOinO
speOPzzOmogjOGrownOunderOPhotomixotrophicOzonditionseOACSiSyntheticiBiologycO2021cOhgcOojmdokm 5.7 6

28 xOglobalOnetworkdbasedOprotocolOforOfunctionalOinferenceOofOhypotheticalOproteinsOinOSynechocystisO
speOPzzOmogjeOJournaliofiMicrobiologicaliMethodscO2015cOhhmcOkkdli 2.8 5

27 FunctionalODiversityOofOTranscriptionalORegulatorsOinOtheOzyanobacteriumOspeOPzzOmogjeOFrontiersiini
MicrobiologycO2017cOocOiog 5.7 5

(2017-2006)
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26 xOputativeOmagnesiumOtransporterOSlrhihmOinvolvedOinOsodiumOtoleranceOinOcyanobacteriumO
SynechocystisOspeOPzzOmogjeOAlgaliResearchcO2016cOhncOigidihg 5 5

25 MicrobialOproductionOofOmammalianOmelatoninOdOaOpromisingOsolutionOtoOmelatoninOindustryeO
BiotechnologyiJournalcO2016cOhhcOmghdi 5.6 5

24
zrosstalkOofOtwodcomponentOsignalOtransductionOsystemsOinOregulatingOcentralOcarbohydrateOandO
energyOmetabolismOduringOautotrophicOandOphotomixotrophicOgrowthOofOSynechocystisOspeOPzzO
mogjeOIntegrativeiBiologyisUnitediKingdomtcO2017cOpcOkoldkpm

3.7 4

23 RegulationOMechanismOMediatedObyOdEncodedOsRNxONchhnOinOShortOzhainOxlcoholsOToleranceOinOspeO
PzzOmogjeOFrontiersiiniMicrobiologycO2018cOpcOomj 5.7 4

22
IdentificationOandOmetabolomicOanalysisOofOaOstarchddeficientOzrypthecodiniumOcohniiOmutantO
revealsOmultipleOmechanismsOrelevantOtoOenhancedOgrowthOandOlipidOaccumulationeOAlgaliResearchcO
2020cOlgcOhgiggh

5 4

21 xOtransporterOSlrhlhiOinvolvedOinObicarbonateOandOpHddependentOacclimationOmechanismOtoOhighO
lightOstressOinOSynechocystisOspeOPzzOmogjeOBiochimicaiEtiBiophysicaiActaixiBioenergeticscO2021cOhomicOhkojjm4.6 4

20 NIROlightdresponsiveObacteriaOwithOliveObiodglueOcoatingsOforOpreciseOcolonizationOinOtheOguteOCelli
ReportscO2021cOjmcOhgpmpg 10.6 4

19 yiosafetyOandObiosecurityOinOtheOeraOofOsyntheticObiologyqOMeetingOtheOchallengesOinOzhinaOandOtheO
UeSeeOJournaliofiBiosafetyiandiBiosecuritycO2019cOhcOnjdnk 1.4 3

18 LightdDrivenOyiosynthesisOofOdInositolODirectlyOFromOzOOinOspeOPzzOmogjeOFrontiersiiniMicrobiologycO
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