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l Paper IF Citations

137 womprehensiveNmolecularNportraitsNofNhumanNbreastNtumoursbNNature]N2012]Nhmd]Njeakd 50.4 8025

136 womprehensiveNgenomicNcharacterizationNdefinesNhumanNglioblastomaNgenesNandNcoreNpathwaysbN
Nature]N2008]Nhii]Nedjeal 50.4 5669

135 womprehensiveNmolecularNcharacterizationNofNhumanNcolonNandNrectalNcancerbNNature]N2012]Nhlk]Nggdak 50.4 5640

134 IntegratedNgenomicNanalysesNofNovarianNcarcinomabNNature]N2011]Nhkh]Njdmaei 50.4 5210

133 womprehensiveNmolecularNcharacterizationNofNgastricNadenocarcinomabNNature]N2014]Nieg]Nfdfam 50.4 3659

132 womprehensiveNmolecularNprofilingNofNlungNadenocarcinomabNNature]N2014]Niee]Nihgaid 50.4 3310

131 γenomicNandNepigenomicNlandscapesNofNadultNdeNnovoNacuteNmyeloidNleukemiabNNewgEnglandg
JournalgofgMedicine]N2013]Ngjl]Nfdimakh 59.2 3137

130 TheNsomaticNgenomicNlandscapeNofNglioblastomabNCell]N2013]Neii]Nhjfakk 56.2 2900

129 IntegratedNgenomicNcharacterizationNofNendometrialNcarcinomabNNature]N2013]Nhmk]Njkakg 50.4 2800

128 womprehensiveNmolecularNcharacterizationNofNclearNcellNrenalNcellNcarcinomabNNature]N2013]Nhmm]Nhgam 50.4 2184

127 womprehensiveNmolecularNcharacterizationNofNurothelialNbladderNcarcinomabNNature]N2014]Nidk]Ngeiaff 50.4 1963

126 womprehensive]NIntegrativeNγenomicNunalysisNofNxiffuseNLoweraγradeNγliomasbNNewgEnglandg
JournalgofgMedicine]N2015]Ngkf]Nfhleaml 59.2 1828

125 γenomicNwlassificationNofNwutaneousNMelanomabNCell]N2015]Neje]Nejleamj 56.2 1807

124 IdentificationNofNaNwpγNislandNmethylatorNphenotypeNthatNdefinesNaNdistinctNsubgroupNofNgliomabN
CancergCell]N2010]Nek]Niedaff 24.3 1754

123 TheNMolecularNTaxonomyNofNPrimaryNProstateNwancerbNCell]N2015]Nejg]Nedeeafi 56.2 1713

122 IntegratedNgenomicNcharacterizationNofNpapillaryNthyroidNcarcinomabNCell]N2014]Neim]Njkjamd 56.2 1660

121 wpγNislandNmethylatorNphenotypeNunderliesNsporadicNmicrosatelliteNinstabilityNandNisNtightlyN
associatedNwithNvRuzNmutationNinNcolorectalNcancerbNNaturegGenetics]N2006]Ngl]Nklkamg 36.3 1514
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120 womprehensiveNandNIntegrativeNγenomicNwharacterizationNofNHepatocellularNwarcinomabNCell]N2017]N
ejm]Negfkaeghebefg 56.2 1125

119 OncogenicNSignalingNPathwaysNinNTheNwancerNγenomeNutlasbNCell]N2018]Nekg]Ngfeaggkbeed 56.2 1124

118 unNIntegratedNTwγuNPanawancerNwlinicalNxataNResourceNtoNxriveNHighaQualityNSurvivalNOutcomeN
unalyticsbNCell]N2018]Nekg]Nhddahejbeee 56.2 1072

117 womprehensiveNMolecularNwharacterizationNofNMuscleaInvasiveNvladderNwancerbNCell]N2017]Neke]Nihdaiijbefi56.2 961

116 ypigeneticNstemNcellNsignatureNinNcancerbNNaturegGenetics]N2007]Ngm]Neikal 36.3 909

115 IntegratedNγenomicNwharacterizationNofNPancreaticNxuctalNudenocarcinomabNCancergCell]N2017]Ngf]Neliafdgbeeg24.3 896

114 wellaofaOriginNPatternsNxominateNtheNMolecularNwlassificationNofNed]dddNTumorsNfromNggNTypesNofN
wancerbNCell]N2018]Nekg]Nfmeagdhbej 56.2 888

113 womprehensiveNMolecularNwharacterizationNofNPapillaryNRenalawellNwarcinomabNNewgEnglandgJournalg
ofgMedicine]N2016]Ngkh]Negiahi 59.2 753

112 ugeadependentNxNuNmethylationNofNgenesNthatNareNsuppressedNinNstemNcellsNisNaNhallmarkNofNcancerbN
GenomegResearch]N2010]Nfd]Nhhdaj 9.7 638

111 unalysisNofNrepetitiveNelementNxNuNmethylationNbyNMethyLightbNNucleicgAcidsgResearch]N2005]Ngg]Njlfgagj20.1 588

110 MachineNLearningNIdentifiesNStemnessNzeaturesNussociatedNwithNOncogenicNxedifferentiationbNCell]N
2018]Nekg]Ngglagihbeei 56.2 560

109 TheNsomaticNgenomicNlandscapeNofNchromophobeNrenalNcellNcarcinomabNCancergCell]N2014]Nfj]Ngemaggd 24.3 521

108 RegionsNofNfocalNxNuNhypermethylationNandNlongarangeNhypomethylationNinNcolorectalNcancerN
coincideNwithNnuclearNlaminaaassociatedNdomainsbNNaturegGenetics]N2011]Nhh]Nhdaj 36.3 474

107 γenomeascaleNanalysisNofNaberrantNxNuNmethylationNinNcolorectalNcancerbNGenomegResearch]N2012]N
ff]Nfkealf 9.7 466

106 womprehensiveNandNIntegratedNγenomicNwharacterizationNofNudultNSoftNTissueNSarcomasbNCell]N2017]N
eke]Nmidamjibefl 56.2 451

105 ScreeningNethnicallyNdiverseNhumanNembryonicNstemNcellsNidentifiesNaNchromosomeNfdNminimalN
ampliconNconferringNgrowthNadvantagebNNaturegBiotechnology]N2011]Nfm]Neegfahh 44.5 406

104 γenomicNandNMolecularNLandscapeNofNxNuNxamageNRepairNxeficiencyNacrossNTheNwancerNγenomeN
utlasbNCellgReports]N2018]Nfg]Nfgmafihbej 10.6 405

103 LowalevelNprocessingNofNIlluminaNInfiniumNxNuNMethylationNveadurraysbNNucleicgAcidsgResearch]N
2013]Nhe]Nemd 20.1 393

(2013-2017)
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102 γenomicNandNzunctionalNupproachesNtoNUnderstandingNwancerNuneuploidybNCancergCell]N2018]Ngg]Njkjajlmbeg24.3 377

101
xistinctNlocalizationNofNhistoneNHgNacetylationNandNHgaKhNmethylationNtoNtheNtranscriptionNstartNsitesN
inNtheNhumanNgenomebNProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
America]N2004]Nede]Nkgikajf

11.5 374

100 SpatialNOrganizationNandNMolecularNworrelationNofNTumoraInfiltratingNLymphocytesNUsingNxeepN
LearningNonNPathologyNImagesbNCellgReports]N2018]Nfg]Neleaemgbek 10.6 366

99 PrecisionNandNperformanceNcharacteristicsNofNbisulfiteNconversionNandNrealatimeNPwRNVMethyLightWN
forNquantitativeNxNuNmethylationNanalysisbNJournalgofgMoleculargDiagnostics]N2006]Nl]Nfdmaek 5.1 336

98 xNuNmethylationNinNtheNhumanNcerebralNcortexNisNdynamicallyNregulatedNthroughoutNtheNlifeNspanN
andNinvolvesNdifferentiatedNneuronsbNPLoSgONE]N2007]Nf]Nelmi 3.7 330

97 TheNwancerNγenomeNutlasNwomprehensiveNMolecularNwharacterizationNofNRenalNwellNwarcinomabNCellg
Reports]N2018]Nfg]Ngegagfjbei 10.6 295

96 ulterationsNofNimmuneNresponseNofNNonaSmallNwellNLungNwancerNwithNuzacytidinebNOncotarget]N2013]N
h]Nfdjkakm 3.3 285

95 lncRNuNypigeneticNLandscapeNunalysisNIdentifiesNyPIweNasNanNOncogenicNlncRNuNthatNInteractsNwithN
MYwNandNPromotesNwellawycleNProgressionNinNwancerbNCancergCell]N2018]Ngg]Nkdjakfdbem 24.3 275

94 wpγNislandNmethylatorNphenotypeNVwIMPWNofNcolorectalNcancerNisNbestNcharacterisedNbyNquantitativeN
xNuNmethylationNanalysisNandNprospectiveNcohortNstudiesbNGut]N2006]Nii]Nedddaj 19.2 274

93 HistoneNHgalysineNmNmethylationNisNassociatedNwithNaberrantNgeneNsilencingNinNcancerNcellsNandNisN
rapidlyNreversedNbyNiaazaafUadeoxycytidinebNCancergResearch]N2002]Njf]Njhijaje 10.1 274

92 ussociationNbetweenNmolecularNsubtypesNofNcolorectalNcancerNandNpatientNsurvivalbNGastroenterology
]N2015]Nehl]Nkkalkbef 13.3 273

91 TheNrelationshipNofNxNuNmethylationNwithNage]NgenderNandNgenotypeNinNtwinsNandNhealthyNcontrolsbN
PLoSgONE]N2009]Nh]Nejkjk 3.7 262

90 PreferentialNresponseNofNcancerNcellsNtoNzebularinebNCancergCell]N2004]Nj]Neieal 24.3 255

89 IntegrativeNγenomicNunalysisNofNwholangiocarcinomaNIdentifiesNxistinctNIxHaMutantNMolecularN
ProfilesbNCellgReports]N2017]Nel]Nfkldafkmh 10.6 247

88 womparativeNMolecularNunalysisNofNγastrointestinalNudenocarcinomasbNCancergCell]N2018]Ngg]Nkfeakgibel 24.3 228

87 wigaretteNsmokingNandNcolorectalNcancerNriskNbyNmolecularlyNdefinedNsubtypesbNJournalgofgtheg
NationalgCancergInstitute]N2010]Nedf]Nedefaff 9.7 224

86 ypigeneticNprofilingNofNsomaticNtissuesNfromNhumanNautopsyNspecimensNidentifiesNtissueaNandN
individualaspecificNxNuNmethylationNpatternsbNHumangMoleculargGenetics]N2009]Nel]Nhldlaek 5.6 206

85 QuantitativeNcomparisonNofNxNuNmethylationNassaysNforNbiomarkerNdevelopmentNandNclinicalN
applicationsbNNaturegBiotechnology]N2016]Ngh]Nkfjagk 44.5 204
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84 IntegratedNMolecularNwharacterizationNofNTesticularNγermNwellNTumorsbNCellgReports]N2018]Nfg]Nggmfaghdj10.6 200

83 SomaticNMutationalNLandscapeNofNSplicingNzactorNγenesNandNTheirNzunctionalNwonsequencesNacrossN
ggNwancerNTypesbNCellgReports]N2018]Nfg]Nflfafmjbeh 10.6 188

82 xetectionNofNmethylatedNapoptosisaassociatedNgenesNinNurineNsedimentsNofNbladderNcancerNpatientsbN
ClinicalgCancergResearch]N2004]Ned]Nkhikaji 12.9 186

81 wontinuousNzebularineNtreatmentNeffectivelyNsustainsNdemethylationNinNhumanNbladderNcancerNcellsbN
MoleculargandgCellulargBiology]N2004]Nfh]Nefkdal 4.8 183

80
MolecularNcharacterizationNofNMSIaHNcolorectalNcancerNbyNMLHINpromoterNmethylation]N
immunohistochemistry]NandNmismatchNrepairNgermlineNmutationNscreeningbNCancergEpidemiologyg
BiomarkersgandgPrevention]N2008]Nek]Ngfdlaei

4 171

79 PerspectiveNonNOncogenicNProcessesNatNtheNyndNofNtheNveginningNofNwancerNγenomicsbNCell]N2018]N
ekg]Ngdiagfdbeed 56.2 166

78 zootprintingNofNmammalianNpromotersnNuseNofNaNwpγNxNuNmethyltransferaseNrevealingNnucleosomeN
positionsNatNaNsingleNmoleculeNlevelbNNucleicgAcidsgResearch]N2005]Ngg]Neekj 20.1 158

77 xNuNmethylationNprofilesNofNgastricNcarcinomaNcharacterizedNbyNquantitativeNxNuNmethylationN
analysisbNLaboratorygInvestigation]N2008]Nll]Nejeakd 5.9 139

76 xNuNmethylationNlossNinNlateareplicatingNdomainsNisNlinkedNtoNmitoticNcellNdivisionbNNaturegGenetics]N
2018]Nid]Nimeajdf 36.3 133

75 UniqueNxNuNmethylationNpatternsNdistinguishNnoninvasiveNandNinvasiveNurothelialNcancersNandN
establishNanNepigeneticNfieldNdefectNinNpremalignantNtissuebNCancergResearch]N2010]Nkd]Nlejmakl 10.1 133

74 wharacterizingNxNuNmethylationNalterationsNfromNTheNwancerNγenomeNutlasbNJournalgofgClinicalg
Investigation]N2014]Nefh]Nekafg 15.9 128

73 xNuNmethylationNanalysisNbyNdigitalNbisulfiteNgenomicNsequencingNandNdigitalNMethyLightbNNucleicg
AcidsgResearch]N2008]Ngj]Nhjlmaml 20.1 118

72 QuantitativeNanalysisNofNassociationsNbetweenNxNuNhypermethylation]Nhypomethylation]NandNxNMTN
RNuNlevelsNinNovarianNtumorsbNOncogene]N2006]Nfi]Nfjgjahi 9.2 118

71 unalysisNofNtheNassociationNbetweenNwIMPNandNvRuzNinNcolorectalNcancerNbyNxNuNmethylationN
profilingbNPLoSgONE]N2009]Nh]Nelgik 3.7 116

70 RoleNofNtheNxNuNMethyltransferaseNVariantNxNMTgbgNinNxNuNMethylationbNMoleculargCancerg
Research]N2004]Nf]Njfakf 6.6 108

69 TheNgenomicNlandscapeNofNtuberousNsclerosisNcomplexbNNaturegCommunications]N2017]Nl]Neilej 17.4 104

68 PrognosticNrelevanceNofNmethylationNmarkersNinNpatientsNwithNnonamuscleNinvasiveNbladderN
carcinomabNEuropeangJournalgofgCancer]N2005]Nhe]Nfkjmakl 7.5 101

67 MethyLightbNMethodsgingMoleculargBiology]N2009]Nidk]Ngfiagk 1.4 94

(2009-2018)
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66 IdentificationNofNaNpanelNofNsensitiveNandNspecificNxNuNmethylationNmarkersNforNsquamousNcellNlungN
cancerbNMoleculargCancer]N2008]Nk]Njf 42.1 91

65 TheNRolesNofNHumanNxNuNMethyltransferasesNandNTheirNIsoformsNinNShapingNtheNypigenomebNGenes]N
2019]Ned]N 4.2 89

64 γenomeascaleNdiscoveryNofNxNuamethylationNbiomarkersNforNbloodabasedNdetectionNofNcolorectalN
cancerbNPLoSgONE]N2012]Nk]Neidfjj 3.7 88

63 wombinationNypigeneticNTherapyNinNudvancedNvreastNwancerNwithNiauzacitidineNandNyntinostatnNuN
PhaseNIINNationalNwancerNInstitutecStandNUpNtoNwancerNStudybNClinicalgCancergResearch]N2017]Nfg]Nfjmeafkde12.9 84

62 xNuNmethylationNprofilesNinNdiffuseNlargeNvacellNlymphomaNandNtheirNrelationshipNtoNgeneN
expressionNstatusbNLeukemia]N2008]Nff]Nedgiahg 10.7 78

61
TheNmethylenetetrahydrofolateNreductaseNwjkkTNmutationNinducesNcellaspecificNchangesNinNgenomicN
xNuNmethylationNandNuracilNmisincorporationnNaNpossibleNmolecularNbasisNforNtheNsiteaspecificNcancerN
riskNmodificationbNInternationalgJournalgofgCancer]N2009]Nefh]Nemmmafddi

7.5 73

60 TumorNvuddingNinNwolorectalNwarcinomanNwonfirmationNofNPrognosticNSignificanceNandNHistologicN
wutoffNinNaNPopulationabasedNwohortbNAmericangJournalgofgSurgicalgPathology]N2015]Ngm]Neghdaj 6.7 72

59 RoleNofNtheNxNuNmethyltransferaseNvariantNxNMTgbgNinNxNuNmethylationbNMoleculargCancerg
Research]N2004]Nf]Njfakf 6.6 72

58 zrequencyNofNdeletionsNofNyPwuMNVTuwSTxeWNinNMSHfaassociatedNLynchNsyndromeNcasesbNJournalgofg
MoleculargDiagnostics]N2011]Neg]Nmgam 5.1 71

57 xNuNmethylationNaberranciesNasNaNguideNforNsurveillanceNandNtreatmentNofNhumanNcancersbN
Epigenetics]N2017]Nef]Nhejahgf 5.7 66

56 wellNdivisionNisNrequiredNforNdeNnovoNmethylationNofNwpγNislandsNinNbladderNcancerNcellsbNCancerg
Research]N2002]Njf]Nfgklalh 10.1 63

55 ussociationNofNtheNcolorectalNwpγNislandNmethylatorNphenotypeNwithNmolecularNfeatures]NriskN
factors]NandNfamilyNhistorybNCancergEpidemiologygBiomarkersgandgPrevention]N2015]Nfh]Niefaiem 4 59

54 wytosineNmethylationNinNaNwpγNsequenceNleadsNtoNenhancedNreactivityNwithNvenzo[a]pyreneNdiolN
epoxideNthatNcorrelatesNwithNaNconformationalNchangebNJournalgofgBiologicalgChemistry]N1999]Nfkh]Nfgmhlaii5.4 56

53 xNuNmethylationNinNtheNmalignantNtransformationNofNmeningiomasbNPLoSgONE]N2013]Nl]Neiheeh 3.7 53

52 wombinationNepigeneticNtherapyNinNmetastaticNcolorectalNcancerNVmwRwWNwithNsubcutaneousN
iaazacitidineNandNentinostatnNaNphaseNfNconsortiumcstandNupNfNcancerNstudybNOncotarget]N2017]Nl]Ngigfjagiggl3.3 52

51 cisayxpressionNQTLNanalysisNofNestablishedNcolorectalNcancerNriskNvariantsNinNcolonNtumorsNandN
adjacentNnormalNtissuebNPLoSgONE]N2012]Nk]Negdhkk 3.7 52

50 LINyaeNmethylationNinNplasmaNxNuNasNaNbiomarkerNofNactivityNofNxNuNmethylationNinhibitorsNinN
patientsNwithNsolidNtumorsbNEpigenetics]N2009]Nh]Nekjalh 5.7 50

49
IntegratedNanalysisNofNgenomeawideNcopyNnumberNalterationsNandNgeneNexpressionNinNmicrosatelliteN
stable]NwpγNislandNmethylatorNphenotypeanegativeNcolonNcancerbNGenesgChromosomesgandgCancer]N
2013]Nif]Nhidajj

5 46
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48 ussociationsNbetweenNcolorectalNcancerNmolecularNmarkersNandNpathwaysNwithNclinicopathologicN
featuresNinNolderNwomenbNGastroenterology]N2013]Nehi]Nghlaijbeeaf 13.3 45

47 IdentificationNandNcharacterizationNofNalternativelyNsplicedNvariantsNofNxNuNmethyltransferaseNgaNinN
mammalianNcellsbNGene]N2002]Nfml]Nmeam 3.8 45

46 InsightsNintoNtheNPathogenesisNofNunaplasticNLargeawellNLymphomaNthroughNγenomeawideNxNuN
MethylationNProfilingbNCellgReports]N2016]Nek]Nimjajdl 10.6 37

45 γeneticNandNypigeneticNulterationsNinNvladderNwancerbNInternationalgNeurourologygJournal]N2016]Nfd]NSlhamh2.6 36

44 PostmenopausalNhormoneNtherapyNandNcolorectalNcancerNriskNbyNmolecularlyNdefinedNsubtypesN
amongNolderNwomenbNGut]N2012]Nje]Nefmmagdi 19.2 34

43 IdentifyingNaggressiveNprostateNcancerNfociNusingNaNxNuNmethylationNclassifierbNGenomegBiology]N
2017]Nel]Ng 18.3 31

42 IntegrativeNypigeneticNunalysisNRevealsNTherapeuticNTargetsNtoNtheNxNuNMethyltransferaseN
InhibitorNγuadecitabineNVSγIaeedWNinNHepatocellularNwarcinomabNHepatology]N2018]Njl]Nehefaehfl 11.2 28

41 ussociationsNbetweenNintakeNofNfolateNandNrelatedNmicronutrientsNwithNmolecularlyNdefinedN
colorectalNcancerNrisksNinNtheNIowaNWomenUsNHealthNStudybNNutritiongandgCancer]N2012]Njh]Nlmmamed 2.8 27

40 uNpilotNgenomeascaleNprofilingNofNxNuNmethylationNinNsporadicNpituitaryNmacroadenomasnN
associationNwithNtumorNinvasionNandNhistopathologicalNsubtypebNPLoSgONE]N2014]Nm]Nemjekl 3.7 23

39 RewiringNofNcisplatinaresistantNbladderNcancerNcellsNthroughNepigeneticNregulationNofNgenesNinvolvedN
inNaminoNacidNmetabolismbNTheranostics]N2018]Nl]Nhifdahigh 12.1 23

38 IdentificationNofNxNuNMethylationaIndependentNypigeneticNyventsNUnderlyingNwlearNwellNRenalNwellN
warcinomabNCancergResearch]N2016]Nkj]Nemihajh 10.1 21

37 PromoterNMethylationNunalysisNRevealsNThatNKwNuiNIonNwhannelNSilencingNSupportsNywingNSarcomaN
wellNProliferationbNMoleculargCancergResearch]N2016]Neh]Nfjagh 6.6 20

36 LockingNinNonNtheNhumanNmethylomebNNaturegBiotechnology]N2009]Nfk]Ngheaf 44.5 18

35 γenomicNandNtranscriptomeNanalysisNrevealingNanNoncogenicNfunctionalNmoduleNinNmeningiomasbN
NeurosurgicalgFocus]N2013]Ngi]Nyg 4.2 17

34 wlinicopathologicNRiskNzactorNxistributionsNforNMLHeNPromoterNRegionNMethylationNinN
wIMPaPositiveNTumorsbNCancergEpidemiologygBiomarkersgandgPrevention]N2016]Nfi]Njlaki 4 16

33 ulcoholNintakeNandNcolorectalNcancerNriskNbyNmolecularlyNdefinedNsubtypesNinNaNprospectiveNstudyNofN
olderNwomenbNCancergPreventiongResearch]N2011]Nh]Nfdgiahg 3.2 16

32 womprehensiveNcharacterizationNofNxNuNmethylationNchangesNinNzuchsNendothelialNcornealN
dystrophybNPLoSgONE]N2017]Nef]Nedekieef 3.7 16

31 gaxNxNuNmethylationNphenotypesNcorrelateNwithNcytotoxicityNlevelsNinNprostateNandNliverNcancerNcellN
modelsbNBMCgPharmacologygnamp;gToxicology]N2013]Neh]Nee 2.6 15

(2013-2013)
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30 γeneaspecificNmethylationNandNsubsequentNriskNofNcolorectalNadenomasNamongNparticipantsNofNtheN
polypNpreventionNtrialbNCancergEpidemiologygBiomarkersgandgPrevention]N2005]Neh]Nefemafg 4 15

29 ImprovingNneedleNbiopsyNaccuracyNinNsmallNrenalNmassNusingNtumoraspecificNxNuNmethylationN
markersbNOncotarget]N2017]Nl]Nihgmaihhl 3.3 13

28 yxploringNtheNevidenceNforNepigeneticNregulationNofNenvironmentalNinfluencesNonNchildNhealthNacrossN
generationsbNCommunicationsgBiology]N2021]Nh]Nkjm 6.7 12

27 ypigeneticNsubgroupsNofNesophagealNandNgastricNadenocarcinomaNwithNdifferentialNγuTuiNxNuN
methylationNassociatedNwithNclinicalNandNlifestyleNfactorsbNPLoSgONE]N2011]Nj]Nefimli 3.7 10

26 ˛‡aγlutamylNhydrolaseNmodulationNsignificantlyNinfluencesNglobalNandNgeneaspecificNxNuNmethylationN
andNgeneNexpressionNinNhumanNcolonNandNbreastNcancerNcellsbNGenesgandgNutrition]N2015]Ned]Nhhh 4.3 9

25 wancerNrisksNforNtheNrelativesNofNcolorectalNcancerNcasesNwithNaNmethylatedNMLHeNpromoterNregionnN
dataNfromNtheNwolorectalNwancerNzamilyNRegistrybNCancergPreventiongResearch]N2012]Ni]Ngflagi 3.2 9

24 RacialNxisparitiesNinNypigeneticNugingNofNtheNRightNvsNLeftNwolonbNJournalgofgthegNationalgCancerg
Institute]N2020]N 9.7 9

23 uberrantNxNuNmethylationNofNmiRNusNinNzuchsNendothelialNcornealNdystrophybNScientificgReports]N
2019]Nm]Nejgli 4.9 7

22 MethyLightNandNxigitalNMethyLightbNMethodsgingMoleculargBiology]N2018]Nekdl]Nhmkaieg 1.4 7

21 PromoterNmethylationNofNITzf]NbutNnotNuPw]NisNassociatedNwithNmicrosatelliteNinstabilityNinNtwoN
populationsNofNcolorectalNcancerNpatientsbNBMCgCancer]N2016]Nej]Neeg 4.8 6

20
yffectsNofNfolylpolyglutamateNsynthaseNmodulationNonNglobalNandNgeneaspecificNxNuNmethylationN
andNgeneNexpressionNinNhumanNcolonNandNbreastNcancerNcellsbNJournalgofgNutritionalgBiochemistry]N
2016]Nfm]Nfkagi

6.3 6

19 wellNdeathNandNsurvivalNpathwaysNinNulzheimerUsNdiseasenNanNintegrativeNhypothesisNtestingNapproachN
utilizingNaomicNdataNsetsbNNeurobiologygofgAging]N2020]Nmi]Neiafi 5.6 5

18 ulterationsNinNdeoxyribonucleicNacidNVxNuWNmethylationNpatternsNofNwalca]NTimpg]NMmpf]NandNIgffrN
areNassociatedNwithNchronicNcystitisNinNaNcyclophosphamideainducedNmouseNmodelbNUrology]N2013]Nlf]Nfigbemaei1.6 4

17 ubstractNLvaekgnNγenomeascaleNanalysisNofNaberrantNxNuNmethylationNinNcolorectalNcancerN2011]N 4

16 ImmunogenicNcellNdeathNpathwayNpolymorphismsNforNpredictingNoxaliplatinNefficacyNinNmetastaticN
colorectalNcancerN2020]Nl]N 4

15 uNNovelNxNuNMethylationNSignatureNasNanNIndependentNPrognosticNzactorNinNMuscleaInvasiveN
vladderNwancerbNFrontiersgingOncology]N2021]Nee]Njehmfk 5.3 4

14
ImpactNofNpolymorphismsNwithinNgenesNinvolvedNinNregulatingNxNuNmethylationNinNpatientsNwithN
metastaticNcolorectalNcancerNenrolledNinNthreeNindependent]Nrandomised]NopenalabelNclinicalNtrialsnNaN
metaaanalysisNfromNTRIvy]NMuVyRIwwNandNzIRyagbNEuropeangJournalgofgCancer]N2019]Neee]Neglaehk

7.5 3

13 zluctuatingNmethylationNclocksNforNcellNlineageNtracingNatNhighNtemporalNresolutionNinNhumanN
tissuesbbNNaturegBiotechnology]N2022]N 44.5 3
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12 xifferencesNinNγenomeawideNxNuNMethylationNProfilesNinNvreastNMilkNbyNRaceNandNLactationN
xurationbNCancergPreventiongResearch]N2019]Nef]Nkleakmd 3.2 3

11 ModelingNmeasurementNerrorNinNtumorNcharacterizationNstudiesbNBMCgBioinformatics]N2011]Nef]Nflh 3.6 2
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