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i Paper IF Citations

118 GutMRuminococcaceaeMlevelsMatMbaselineMcorrelateMwithMriskMofMantibioticaassociatedMdiarrheabbM
IScienceZM2022ZMfiZMedgkhh 6.1 3

117 zffectMofMantibioticMpretreatmentMonMbacterialMengraftmentMafterMFecalMMicrobiotaMTransplantMUFMTVM
inMIwSaybbMGutlMicrobesZM2022ZMehZMfdfddkl 8.8 5

116 MetricsMtoMrelateMxOVIyaenMwastewaterMdataMtoMclinicalMtestingMdynamicsbbMWaterlResearchZM2022ZM
fefZMeemdld 12.5 3

115 vnatomyMpromotesMneutralMcoexistenceMofMstrainsMinMtheMhumanMskinMmicrobiomebbMCelllHostlandl
MicrobeZM2022ZM 23.4 6

114 SvRSaxoVafMRNvMconcentrationsMinMwastewaterMforeshadowMdynamicsMandMclinicalMpresentationMofM
newMxOVIyaenMcasesbMScienceloflthelTotallEnvironmentZM2022ZMmdiZMeidefe 10.2 51

113 yevelopmentMofManMefficientMwastewaterMtestingMprotocolMforMhighathroughputMcountryawideM
SvRSaxoVafMmonitoringbbMScienceloflthelTotallEnvironmentZM2022ZMmfkZMeihdfh 10.2 0

112 MakingMWavesoMWastewaterMSurveillanceMofMSvRSaxoVafMinManMzndemicMFuturebMWaterlResearchZM2022
ZMeemigi 12.5 4

111 WastewaterMnetworkMinfrastructureMinMpublicMhealthoMvpplicationsMandMlearningsMfromMtheMxOVIyaenM
pandemicbbMPLOSlGloballPubliclHealthZM2021ZMeZMedddddke 5

110 zlevatedMratesMofMhorizontalMgeneMtransferMinMtheMindustrializedMhumanMmicrobiomebMCellZM2021ZMemhZMfdigafdklbeem56.2 32

109 zcogenomicsMofMGroundwaterMPhagesMSuggestsMNicheMyifferentiationMLinkedMtoMSpecificM
znvironmentalMTolerancebMMSystemsZM2021ZMeddiglfe 7.6 3

108 MetricsMtoMrelateMxOVIyaenMwastewaterMdataMtoMclinicalMtestingMdynamicsM2021ZM 3

107 QuantitativeMSvRSaxoVafMvlphaMVariantMwbebeblMTrackingMinMWastewaterMbyMvlleleaSpecificMRTaqPxRbM
EnvironmentallSciencelandlTechnologylLettersZM2021ZMmZMkliakmf 11 17

106 FunctionalMheterogeneityMinMtheMfermentationMcapabilitiesMofMtheMhealthyMhumanMgutMmicrobiotabM
PLoSlONEZM2021ZMekZMedfihddh 3.7 1

105 yailyZMoralMFMTMforMlongatermMmaintenanceMtherapyMinMulcerativeMcolitisoMresultsMofMaMsingleacenterZM
prospectiveZMrandomizedMpilotMstudybMBMClGastroenterologyZM2021ZMfeZMfme 3 14

104 WastewaterMSurveillanceMofMSvRSaxoVafMacrossMhdMUbSbMstatesM2021ZM 12

103 vnMomicsabasedMframeworkMforMassessingMtheMhealthMriskMofMantimicrobialMresistanceMgenesbMNaturel
CommunicationsZM2021ZMefZMhlki 17.4 25

102 OWasteMNotZMWantMNotOMaMLeveragingMSewerMSystemsMandMWastewaterawasedMzpidemiologyMforMyrugM
UseMTrendsMandMPharmaceuticalMMonitoringbMJournalloflMedicallToxicologyZM2021ZMelZMgnlahed 2.6 3
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101 PersistenceMofMyengueMUSerotypesMfMandMgVZMZikaZMYellowMFeverZMandMMurineMHepatitisMVirusMRNvMinM
UntreatedMWastewaterbMEnvironmentallSciencelandlTechnologylLettersZM2021ZMmZMlmialne 11 5

100 yynamicMxolonizationMofMMicrobesMandMTheirMFunctionsMafterMFecalMMicrobiotaMTransplantationMforM
InflammatoryMwowelMyiseasebMMBioZM2021ZMefZMeddnlife 7.8 5

99 WastewaterMsurveillanceMofMSvRSaxoVafMacrossMhdMUbSbMstatesMfromMFebruaryMtoMJuneMfdfdbMWaterl
ResearchZM2021ZMfdfZMeelhdd 12.5 35

98 GenomeMandMsequenceMdeterminantsMgoverningMtheMexpressionMofMhorizontallyMacquiredMyNvMinM
bacteriabMISMElJournalZM2020ZMehZMfghlafgil 11.9 4

97 LongitudinalMwastewaterMsamplingMinMbuildingsMrevealsMtemporalMdynamicsMofMmetabolitesbMPLoSl
ComputationallBiologyZM2020ZMekZMeeddmdde 5 1

96 TheMVaginalMMicrobiomeMasMaMToolMtoMPredictMrvSRMMStageMofMyiseaseMinMzndometriosisoMaMPilotM
StudybMReproductivelSciencesZM2020ZMflZMedkhaedlg 3 13

95 ekSMrRNvMsequencingManalysisoMtheMdevilMisMinMtheMdetailsbMGutlMicrobesZM2020ZMeeZMeegnaeehf 8.8 1

94 xulturingMofMOUnculturableOMSubsurfaceMMicrobesoMNaturalMOrganicMxarbonMSourceMFuelsMtheMGrowthM
ofMyiverseMandMyistinctMwacteriaMFromMGroundwaterbMFrontierslinlMicrobiologyZM2020ZMeeZMkeddde 5.7 5

93 SvRSaxoVafMtitersMinMwastewaterMforeshadowMdynamicsMandMclinicalMpresentationMofMnewMxOVIyaenM
casesM2020ZM 56

92 PredictingMhumanMhealthMfromMbiofluidabasedMmetabolomicsMusingMmachineMlearningbMScientificl
ReportsZM2020ZMedZMelkgi 4.9 8

91 MakingMwavesoMWastewaterMsurveillanceMofMSvRSaxoVafMforMpopulationabasedMhealthMmanagementbM
WaterlResearchZM2020ZMemhZMeekeme 12.5 80

90 xoaevolutionMandMxoaspeciationMofMHostaGutMwacteriaMSystemsbMCelllHostlandlMicrobeZM2020ZMfmZMefaff 23.4 42

89 SvRSaxoVafMTitersMinMWastewaterMvreMHigherMthanMzxpectedMfromMxlinicallyMxonfirmedMxasesbM
MSystemsZM2020ZMiZM 7.6 385

88 PrebioticsMandMxommunityMxompositionMInfluenceMGasMProductionMofMtheMHumanMGutMMicrobiotabM
MBioZM2020ZMeeZM 7.8 8

87 SmallMandMmightyoMadaptationMofMsuperphylumMPatescibacteriaMtoMgroundwaterMenvironmentMdrivesM
theirMgenomeMsimplicitybMMicrobiomeZM2020ZMmZMie 16.6 64

86 vMlibraryMofMhumanMgutMbacterialMisolatesMpairedMwithMlongitudinalMmultiomicsMdataMenablesM
mechanisticMmicrobiomeMresearchbMNaturelMedicineZM2019ZMfiZMehhfaehif 50.5 125

85 LongitudinalMimmunosequencingMinMhealthyMpeopleMrevealsMpersistentMTMcellMreceptorsMrichMinMhighlyM
publicMreceptorsbMBMClImmunologyZM2019ZMfdZMen 3.7 21

84 vMpracticalMguideMtoMmethodsMcontrollingMfalseMdiscoveriesMinMcomputationalMbiologybMGenomel
BiologyZM2019ZMfdZMeem 18.3 64

(2019-2021)
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83 UsingMfecalMmicrobiotaMasMbiomarkersMforMpredictionsMofMperformanceMinMtheMselectiveMbreedingM
processMofMpedigreeMbroilerMbreedersbMPLoSlONEZM2019ZMehZMedfekdmd 3.7 13

82 vdaptiveMzvolutionMwithinMGutMMicrobiomesMofMHealthyMPeoplebMCelllHostlandlMicrobeZM2019ZMfiZMkikakklbem23.4 133

81 TransmissionMofMhumanaassociatedMmicrobiotaMalongMfamilyMandMsocialMnetworksbMNaturel
MicrobiologyZM2019ZMhZMnkhanle 26.6 85

80 ReproducibleZMinteractiveZMscalableMandMextensibleMmicrobiomeMdataMscienceMusingMQIIMzMfbMNaturel
BiotechnologyZM2019ZMglZMmifamil 44.5 4050

79 FrameworkMforMrationalMdonorMselectionMinMfecalMmicrobiotaMtransplantMclinicalMtrialsbMPLoSlONEZM2019
ZMehZMedfffmme 3.7 20

78 InteractionsMinMselfaassembledMmicrobialMcommunitiesMsaturateMwithMdiversitybMISMElJournalZM2019ZM
egZMekdfaekel 11.9 26

77 xomprehensiveManalysisMofMchromosomalMmobileMgeneticMelementsMinMtheMgutMmicrobiomeMrevealsM
phylumalevelMnicheaadaptiveMgeneMpoolsbMPLoSlONEZM2019ZMehZMedffgkmd 3.7 26

76 InvertibleMpromotersMmediateMbacterialMphaseMvariationZMantibioticMresistanceZMandMhostMadaptationM
inMtheMgutbMScienceZM2019ZMgkgZMemeaeml 33.3 42

75 vnalysisMofMeegiMgutMmetagenomesMidentifiesMsexaspecificMresistomeMprofilesbMGutlMicrobesZM2019ZM
edZMgimagkk 8.8 65

74 MicrobialMFunctionalMGeneMyiversityMPredictsMGroundwaterMxontaminationMandMzcosystemM
FunctioningbMMBioZM2018ZMnZM 7.8 37

73 RandomMsequencesMrapidlyMevolveMintoMdeMnovoMpromotersbMNaturelCommunicationsZM2018ZMnZMeigd 17.4 51

72 zvolutionMofMaMVegetarianMVibriooMMetabolicMSpecializationMofMVibrioMbreoganiiMtoMMacroalgalM
SubstratesbMJournalloflBacteriologyZM2018ZMfddZM 3.5 9

71 StrainMTrackingMRevealsMtheMyeterminantsMofMwacterialMzngraftmentMinMtheMHumanMGutMFollowingM
FecalMMicrobiotaMTransplantationbMCelllHostlandlMicrobeZM2018ZMfgZMffnafhdbei 23.4 177

70 HighMresolutionMtimeMseriesMrevealsMcohesiveMbutMshortalivedMcommunitiesMinMcoastalMplanktonbM
NaturelCommunicationsZM2018ZMnZMfkk 17.4 62

69 SearchingMforMsuperstooloMmaximizingMtheMtherapeuticMpotentialMofMFMTbMNaturelReviewsl
GastroenterologylandlHepatologyZM2018ZMeiZMgmlagmm 24.2 16

68 MetagenomicMminingMofMregulatoryMelementsMenablesMprogrammableMspeciesaselectiveMgeneM
expressionbMNaturelMethodsZM2018ZMeiZMgfgagfn 21.6 46

67 yesigningMfecalMmicrobiotaMtransplantMtrialsMthatMaccountMforMdifferencesMinMdonorMstoolMefficacybM
StatisticallMethodslinlMedicallResearchZM2018ZMflZMfndkafnel 2.3 12

66 yefiningMtheMgutMmicrobiotaMinMindividualsMwithMperiodontalMdiseasesoManMexploratoryMstudybMJournall
oflOrallMicrobiologyZM2018ZMedZMehmllhe 6.3 55
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65 PredictabilityMandMpersistenceMofMprebioticMdietaryMsupplementationMinMaMhealthyMhumanMcohortbM
ScientificlReportsZM2018ZMmZMefknn 4.9 27

64 OrthogonalMyietaryMNicheMznablesMReversibleMzngraftmentMofMaMGutMwacterialMxommensalbMCelll
ReportsZM2018ZMfhZMemhfaemie 10.6 52

63 zndosporesMandMotherMlysisaresistantMbacteriaMcompriseMaMwidelyMsharedMcoreMcommunityMwithinMtheM
humanMmicrobiotabMISMElJournalZM2018ZMefZMfhdgafhek 11.9 22

62 GutMmicrobiotaMcompositionMandMfunctionalMchangesMinMinflammatoryMbowelMdiseaseMandMirritableM
bowelMsyndromebMSciencelTranslationallMedicineZM2018ZMedZM 17.5 159

61 xorrectingMforMbatchMeffectsMinMcaseacontrolMmicrobiomeMstudiesbMPLoSlComputationallBiologyZM2018ZM
ehZMeeddkedf 5 55

60 UnravelingMtheMprocessesMshapingMmammalianMgutMmicrobiomesMoverMevolutionaryMtimebMNaturel
CommunicationsZM2017ZMmZMehgen 17.4 195

59 vMMobileMzlementMinMmutSMyrivesMHypermutationMinMaMMarineMVibriobMMBioZM2017ZMmZM 7.8 14

58 InoculumMcompositionMdeterminesMmicrobialMcommunityMandMfunctionMinManManaerobicMsequentialM
batchMreactorbMPLoSlONEZM2017ZMefZMedelegkn 3.7 17

57 dbOTUgoMvMnewMimplementationMofMdistributionabasedMOTUMcallingbMPLoSlONEZM2017ZMefZMedelkggi 3.7 13

56 TwoMdynamicMregimesMinMtheMhumanMgutMmicrobiomebMPLoSlComputationallBiologyZM2017ZMegZMeeddigkh 5 56

55 MetaaanalysisMofMgutMmicrobiomeMstudiesMidentifiesMdiseaseaspecificMandMsharedMresponsesbMNaturel
CommunicationsZM2017ZMmZMelmh 17.4 425

54 IdentifyingMpredictiveMfeaturesMofMxlostridiumMdifficileMinfectionMrecurrenceMbeforeZMduringZMandMafterM
primaryMantibioticMtreatmentbMMicrobiomeZM2017ZMiZMehm 16.6 20

53 SaltaresponsiveMgutMcommensalMmodulatesMTelMaxisMandMdiseasebMNatureZM2017ZMiieZMimiaimn 50.4 553

52 MicrobialMlysateMupregulatesMhostMoxytocinbMBrainylBehaviorylandlImmunityZM2017ZMkeZMgkahn 16.6 62

51 ProfilingMLivingMwacteriaMInformsMPreparationMofMFecalMMicrobiotaMTransplantationsbMPLoSlONEZM2017ZM
efZMedeldnff 3.7 55

50 MassivelyMparallelMsequencingMofMsingleMcellsMbyMepicPxRMlinksMfunctionalMgenesMwithMphylogeneticM
markersbMISMElJournalZM2016ZMedZMhflagk 11.9 125

49 yysbiosisMisMnotManManswerbMNaturelMicrobiologyZM2016ZMeZMekffm 26.6 66

48 MobileMgenesMinMtheMhumanMmicrobiomeMareMstructuredMfromMglobalMtoMindividualMscalesbMNatureZM
2016ZMigiZMhgiahgn 50.4 148

(2016-2018)
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47 SurveysZMsimulationMandMsingleacellMassaysMrelateMfunctionMandMphylogenyMinMaMlakeMecosystembMNaturel
MicrobiologyZM2016ZMeZMekegd 26.6 24

46 vdaptiveMradiationMbyMwavesMofMgeneMtransferMleadsMtoMfineascaleMresourceMpartitioningMinMmarineM
microbesbMNaturelCommunicationsZM2016ZMlZMefmkd 17.4 81

45 xorrelationMdetectionMstrategiesMinMmicrobialMdataMsetsMvaryMwidelyMinMsensitivityMandMprecisionbMISMEl
JournalZM2016ZMedZMekkname 11.9 365

44 vMNovelMvnalysisMMethodMforMPairedaSampleMMicrobialMzcologyMzxperimentsbMPLoSlONEZM2016ZMeeZMedeihmdh3.7 5

43 VirtualMmicrofluidicsMforMdigitalMquantificationMandMsingleacellMsequencingbMNaturelMethodsZM2016ZMegZMlinakf21.6 58

42 yetectionMofMlowaabundanceMbacterialMstrainsMinMmetagenomicMdatasetsMbyMeigengenomeM
partitioningbMNaturelBiotechnologyZM2015ZMggZMedigakd 44.5 111

41 NaturalMbacterialMcommunitiesMserveMasMquantitativeMgeochemicalMbiosensorsbMMBioZM2015ZMkZMeddgfkaei 7.8 113

40 yietaryMmicrobesMmodulateMtransgenerationalMcancerMriskbMCancerlResearchZM2015ZMliZMeenlafdh 10.1 31

39 ImprovedMgeneMtreeMerrorMcorrectionMinMtheMpresenceMofMhorizontalMgeneMtransferbMBioinformaticsZM
2015ZMgeZMefeeam 7.2 37

38
FecalMmicrobiotaMtransplantMforMrelapsingMxlostridiumMdifficileMinfectionMusingMaMfrozenMinoculumM
fromMunrelatedMdonorsoMaMrandomizedZMopenalabelZMcontrolledMpilotMstudybMClinicallInfectiouslDiseasesZM
2014ZMimZMeieiaff

11.6 313

37 TransferMofMnoncodingMyNvMdrivesMregulatoryMrewiringMinMbacteriabMProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmericaZM2014ZMeeeZMekeefal 11.5 47

36 ProbioticMmicrobesMsustainMyouthfulMserumMtestosteroneMlevelsMandMtesticularMsizeMinMagingMmicebM
PLoSlONEZM2014ZMnZMemhmll 3.7 77

35 HostMlifestyleMaffectsMhumanMmicrobiotaMonMdailyMtimescalesbMGenomelBiologyZM2014ZMeiZMRmn 18.3 548

34 THygienicTMlymphocytesMconveyMincreasedMcancerMriskbMJournalloflAnalyticallOncologyZM2014ZMgZMeegaefe 4

33 xomputationalMmethodsMforMhighathroughputMcomparativeManalysesMofMnaturalMmicrobialM
communitiesbMMethodslinlEnzymologyZM2013ZMigeZMgigald 1.7 23

32 HorizontalMgeneMtransferMandMtheMevolutionMofMbacterialMandMarchaealMpopulationMstructurebMTrendslinl
GeneticsZM2013ZMfnZMeldai 8.5 273

31 yistributionabasedMclusteringoMusingMecologyMtoMrefineMtheMoperationalMtaxonomicMunitbMAppliedlandl
EnvironmentallMicrobiologyZM2013ZMlnZMkingakdg 4.8 102

30 PopulationMgenomicsMofMearlyMeventsMinMtheMecologicalMdifferentiationMofMbacteriabMScienceZM2012ZM
ggkZMhmaie 33.3 366
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29 NonainvasiveMmappingMofMtheMgastrointestinalMmicrobiotaMidentifiesMchildrenMwithMinflammatoryM
bowelMdiseasebMPLoSlONEZM2012ZMlZMegnfhf 3.7 198

28 InferringMcorrelationMnetworksMfromMgenomicMsurveyMdatabMPLoSlComputationallBiologyZM2012ZMmZMeeddfkml5 1037

27 zcologyMdrivesMaMglobalMnetworkMofMgeneMexchangeMconnectingMtheMhumanMmicrobiomebMNatureZM2011
ZMhmdZMfheah 50.4 573

26 MetapopulationMstructureMofMVibrionaceaeMamongMcoastalMmarineMinvertebratesbMEnvironmentall
MicrobiologyZM2011ZMegZMfkiafli 5.2 65

25 LocalMgeneMregulationMdetailsMaMrecognitionMcodeMwithinMtheMLacIMtranscriptionalMfactorMfamilybMPLoSl
ComputationallBiologyZM2010ZMkZMeedddnmn 5 19

24 zngineeringMtranscriptionMfactorsMwithMnovelMyNvabindingMspecificityMusingMcomparativeMgenomicsbM
NucleiclAcidslResearchZM2009ZMglZMfhngaidg 20.1 38

23 LookingMforMyarwinTsMfootprintsMinMtheMmicrobialMworldbMTrendslinlMicrobiologyZM2009ZMelZMenkafdh 12.4 71

22 xomparingMpatternsMofMnaturalMselectionMacrossMspeciesMusingMselectiveMsignaturesbMPLoSlGeneticsZM
2008ZMhZMefg 6 32

21 TheMhistidineMoperonMisMancientbMJournalloflMolecularlEvolutionZM2006ZMkfZMmdlam 3.1 7

20 TheMlifeacycleMofMoperonsbMPLoSlGeneticsZM2006ZMfZMenk 6 120

19 vMnovelMmethodMforMaccurateMoperonMpredictionsMinMallMsequencedMprokaryotesbMNucleiclAcidsl
ResearchZM2005ZMggZMmmdanf 20.1 279

18 yissimilatoryMmetabolismMofMnitrogenMoxidesMinMbacteriaoMcomparativeMreconstructionMofM
transcriptionalMnetworksbMPLoSlComputationallBiologyZM2005ZMeZMeii 5 227

17 OperonMformationMisMdrivenMbyMcoaregulationMandMnotMbyMhorizontalMgeneMtransferbMGenomelResearchZM
2005ZMeiZMmdnaen 9.7 112

16 TheMMicrobesOnlineMWebMsiteMforMcomparativeMgenomicsbMGenomelResearchZM2005ZMeiZMedeiaff 9.7 160

15 QuantitativeMdetectionMofMSvRSaxoVafMOmicronMwvbeMandMwvbfMvariantsMinMwastewaterMthroughM
alleleaspecificMRTaqPxR 3

14 TrackingMstrainsMpredictsMpersonalMmicrobiomesMandMrevealsMrecentMadaptiveMevolution 2

13 QIIMzMfoMReproducibleZMinteractiveZMscalableZMandMextensibleMmicrobiomeMdataMscience 36

12 PredictingMhumanMhealthMfromMbiofluidabasedMmetabolomicsMusingMmachineMlearning 1

(-2012)
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11 xorrectingMforMbatchMeffectsMinMcaseacontrolMmicrobiomeMstudies 3

10 FunctionalMheterogeneityMinMtheMfermentationMcapabilitiesMofMtheMhealthyMhumanMgutMmicrobiota 2

9 IndustrializationMisMassociatedMwithMelevatedMratesMofMhorizontalMgeneMtransferMinMtheMhumanMmicrobiome 1

8 MicrobeaseqoMhighathroughputZMsingleamicrobeMgenomicsMwithMstrainMresolutionZMappliedMtoMaMhumanM
gutMmicrobiome 4

7 vdaptiveMevolutionMwithinMtheMgutMmicrobiomeMofMindividualMpeople 17

6 vMpracticalMguideMtoMmethodsMcontrollingMfalseMdiscoveriesMinMcomputationalMbiology 4

5 MultiasiteMsamplingMandMriskMprioritizationMrevealsMtheMpublicMhealthMrelevanceMofMantibioticM
resistanceMgenesMfoundMinMwastewaterMenvironments 1

4 fhahourMmultiaomicsManalysisMofMresidentialMsewageMreflectsMhumanMactivityMandMinformsMpublicMhealth 5

3 QuantitativeMdetectionMofMSvRSaxoVafMwbebeblMvariantMinMwastewaterMbyMalleleaspecificMRTaqPxR 5

2 vnatomyMpromotesMneutralMcoexistenceMofMstrainsMinMtheMhumanMskinMmicrobiome 2

1 QuantitativeMSvRSaxoVafMtrackingMofMvariantsMyeltaZMyeltaMplusZMKappaMandMwetaMinMwastewaterMbyM
alleleaspecificMRTaqPxR 3
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