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m Paper IF Citations

298 rrabidopsisJrt−YtcJSby¶yTJandJrt−YscJS−YsTJfunctionJasJtranscriptionalJactivatorsJinJabscisicJ
acidJsignalingYJPlantcCellWJ2003WJbfWJgdXhi 11.6 1552

297 −onitoringJtheJexpressionJprofilesJofJhaaaJrrabidopsisJgenesJunderJdroughtWJcoldJandJhighXsalinityJ
stressesJusingJaJfullXlengthJcuβrJmicroarrayYJPlantcJournalWJ2002WJdbWJchjXjc 6.9 1501

296 RegulatoryJnetworkJofJgeneJexpressionJinJtheJdroughtJandJcoldJstressJresponsesYJCurrentcOpinioncinc
PlantcBiologyWJ2003WJgWJebaXh 9.9 1398

295 OsuRvsJgenesJinJriceWJOryzaJsativaJ¶YWJencodeJtranscriptionJactivatorsJthatJfunctionJinJdroughtXWJ
highXsaltXJandJcoldXresponsiveJgeneJexpressionYJPlantcJournalWJ2003WJddWJhfbXgd 6.9 1152

294
zsolationJandJfunctionalJanalysisJofJrrabidopsisJstressXinducibleJβrtJtranscriptionJfactorsJthatJbindJ
toJaJdroughtXresponsiveJcisXelementJinJtheJearlyJresponsiveJtoJdehydrationJstressJbJpromoterYJPlantc
CellWJ2004WJbgWJceibXji

11.6 1040

293 −onitoringJtheJexpressionJpatternJofJbdaaJrrabidopsisJgenesJunderJdroughtJandJcoldJstressesJbyJ
usingJaJfullXlengthJcuβrJmicroarrayYJPlantcCellWJ2001WJbdWJgbXhc 11.6 910

292 RegulationJofJdroughtJtoleranceJbyJgeneJmanipulationJofJjXcisXepoxycarotenoidJdioxygenaseWJaJkeyJ
enzymeJinJabscisicJacidJbiosynthesisJinJrrabidopsisYJPlantcJournalWJ2001WJchWJdcfXdd 6.9 896

291 zmportantJrolesJofJdroughtXJandJcoldXinducibleJgenesJforJgalactinolJsynthaseJinJstressJtoleranceJinJ
rrabidopsisJthalianaYJPlantcJournalWJ2002WJcjWJebhXcg 6.9 835

290
−onitoringJexpressionJprofilesJofJriceJgenesJunderJcoldWJdroughtWJandJhighXsalinityJstressesJandJ
abscisicJacidJapplicationJusingJcuβrJmicroarrayJandJRβrJgelXblotJanalysesYJPlantcPhysiologyWJ2003WJ
bddWJbhffXgh

6.6 799

289 vmpiricalJanalysisJofJtranscriptionalJactivityJinJtheJrrabidopsisJgenomeYJScienceWJ2003WJdacWJiecXg 33.3 782

288 wunctionalJanalysisJofJanJrrabidopsisJtranscriptionJfactorWJuRvscrWJinvolvedJinJdroughtXresponsiveJ
geneJexpressionYJPlantcCellWJ2006WJbiWJbcjcXdaj 11.6 780

287 zdentificationJofJtRvbJasJaJcytokininJreceptorJfromJrrabidopsisYJNatureWJ2001WJeajWJbagaXd 50.4 759

286 rJdehydrationXinducedJβrtJproteinWJRucgWJisJinvolvedJinJaJnovelJrsrXdependentJstressXsignalingJ
pathwayYJPlantcJournalWJ2004WJdjWJigdXhg 6.9 693

285 wunctionalJanalysisJofJriceJuRvsbZtswXtypeJtranscriptionJfactorsJinvolvedJinJcoldXresponsiveJgeneJ
expressionJinJtransgenicJriceYJPlantcandcCellcPhysiologyWJ2006WJehWJbebXfd 4.9 671

284 rRvsbJisJaJtranscriptionJactivatorJofJnovelJrsRvXdependentJrsrJsignalingJthatJenhancesJdroughtJ
stressJtoleranceJinJrrabidopsisYJPlantcCellWJ2005WJbhWJdehaXii 11.6 638

283 RegulatoryJmetabolicJnetworksJinJdroughtJstressJresponsesYJCurrentcOpinioncincPlantcBiologyWJ2007WJ
baWJcjgXdac 9.9 636

282 wunctionalJannotationJofJaJfullXlengthJrrabidopsisJcuβrJcollectionYJScienceWJ2002WJcjgWJbebXf 33.3 588
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281 βrtJtranscriptionJfactorsWJβSTbJandJβSTdWJareJkeyJregulatorsJofJtheJformationJofJsecondaryJwallsJ
inJwoodyJtissuesJofJrrabidopsisYJPlantcCellWJ2007WJbjWJchaXia 11.6 576

280 znJplantaJfunctionsJofJtheJrrabidopsisJcytokininJreceptorJfamilyYJProceedingscofcthecNationalc
AcademycofcSciencescofcthecUnitedcStatescofcAmericaWJ2004WJbabWJiicbXg 11.5 529

279 TheJβrtJtranscriptionJfactorsJβSTbJandJβSTcJofJrrabidopsisJregulateJsecondaryJwallJthickeningsJ
andJareJrequiredJforJantherJdehiscenceYJPlantcCellWJ2005WJbhWJcjjdXdaag 11.6 514

278 tomparativeJgenomicsJinJsaltJtoleranceJbetweenJrrabidopsisJandJaRabidopsisXrelatedJhalophyteJ
saltJcressJusingJrrabidopsisJmicroarrayYJPlantcPhysiologyWJ2004WJbdfWJbgjhXhaj 6.6 497

277 zdentificationJofJcoldXinducibleJdownstreamJgenesJofJtheJrrabidopsisJuRvsbrZtswdJtranscriptionalJ
factorJusingJtwoJmicroarrayJsystemsYJPlantcJournalWJ2004WJdiWJjicXjd 6.9 479

276
uerepressionJofJethyleneXstabilizedJtranscriptionJfactorsJSvzβdZvz¶bTJmediatesJjasmonateJandJ
ethyleneJsignalingJsynergyJinJrrabidopsisYJProceedingscofcthecNationalcAcademycofcSciencescofcthec
UnitedcStatescofcAmericaWJ2011WJbaiWJbcfdjXee

11.5 474

275 rJtransmembraneJhybridXtypeJhistidineJkinaseJinJrrabidopsisJfunctionsJasJanJosmosensorYJPlantcCell
WJ1999WJbbWJbhedXfe 11.6 464

274 rrabidopsisJtranscriptomeJanalysisJunderJdroughtWJcoldWJhighXsalinityJandJrsrJtreatmentJconditionsJ
usingJaJtilingJarrayYJPlantcandcCellcPhysiologyWJ2008WJejWJbbdfXej 4.9 407

273 ROmicsRJanalysesJofJregulatoryJnetworksJinJplantJabioticJstressJresponsesYJCurrentcOpinioncincPlantc
BiologyWJ2010WJbdWJbdcXi 9.9 371

272 PositiveJregulatoryJroleJofJstrigolactoneJinJplantJresponsesJtoJdroughtJandJsaltJstressYJProceedingsc
ofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaWJ2014WJbbbWJifbXg 11.5 370

271 −olecularJresponsesJtoJdroughtWJsalinityJandJfrostkJcommonJandJdifferentJpathsJforJplantJ
protectionYJCurrentcOpinioncincBiotechnologyWJ2003WJbeWJbjeXj 11.4 368

270 rntagonisticJinteractionJbetweenJsystemicJacquiredJresistanceJandJtheJabscisicJacidXmediatedJ
abioticJstressJresponseJinJrrabidopsisYJPlantcCellWJ2008WJcaWJbghiXjc 11.6 367

269 −onitoringJtheJexpressionJpatternJofJaroundJhWaaaJrrabidopsisJgenesJunderJrsrJtreatmentsJusingJ
aJfullXlengthJcuβrJmicroarrayYJFunctionalcandcIntegrativecGenomicsWJ2002WJcWJcicXjb 3.8 353

268 TwoJdifferentJnovelJcisXactingJelementsJofJerdbWJaJclprJhomologousJrrabidopsisJgeneJfunctionJinJ
inductionJbyJdehydrationJstressJandJdarkXinducedJsenescenceYJPlantcJournalWJ2003WJddWJcfjXha 6.9 334

267
tomparativeJgenomicsJofJPhyscomitrellaJpatensJgametophyticJtranscriptomeJandJrrabidopsisJ
thalianakJimplicationJforJlandJplantJevolutionYJProceedingscofcthecNationalcAcademycofcSciencescofcthec
UnitedcStatescofcAmericaWJ2003WJbaaWJiaahXbc

11.5 301

266
OrganizationJandJexpressionJofJtwoJrrabidopsisJuRvscJgenesJencodingJuRvXbindingJproteinsJ
involvedJinJdehydrationXJandJhighXsalinityXresponsiveJgeneJexpressionYJPlantcMolecularcBiologyWJ
2000WJecWJgfhXgf

4.6 291

265
rnJrrabidopsisJgeneJfamilyJencodingJuRvZtRTJbindingJproteinsJinvolvedJinJ
lowXtemperatureXresponsiveJgeneJexpressionYJBiochemicalcandcBiophysicalcResearchc
CommunicationsWJ1998WJcfaWJbgbXha

3.4 267

264 TtPJtranscriptionJfactorsJregulateJtheJactivitiesJofJrSY−−vTRztJ¶vrVvSbJandJmiRbgeWJasJwellJasJ
theJauxinJresponseWJduringJdifferentiationJofJleavesJinJrrabidopsisYJPlantcCellWJ2010WJccWJdfheXii 11.6 266

(2010-2007)
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263 rrabidopsisJysfrbJtranscriptionJfactorsJfunctionJasJtheJmainJpositiveJregulatorsJinJheatJ
shockXresponsiveJgeneJexpressionYJMolecularcGeneticscandcGenomicsWJ2011WJcigWJdcbXdc 3.1 253

262 TranscriptionalJregulationJofJrszdXJandJrsrXresponsiveJgenesJincludingJRucjsJandJRucjrJinJ
seedsWJgerminatingJembryosWJandJseedlingsJofJrrabidopsisYJPlantcMolecularcBiologyWJ2006WJgaWJfbXgi 4.6 249

261 rlterationsJofJlysineJmodificationsJonJtheJhistoneJydJβXtailJunderJdroughtJstressJconditionsJinJ
rrabidopsisJthalianaYJPlantcandcCellcPhysiologyWJ2008WJejWJbfiaXi 4.9 248

260 TheJrPcZvRwJtranscriptionJfactorJWzβubJcontrolsJcellJdedifferentiationJinJrrabidopsisYJCurrentc
BiologyWJ2011WJcbWJfaiXbe 6.3 246

259 thromatinJchangesJinJresponseJtoJdroughtWJsalinityWJheatWJandJcoldJstressesJinJplantsYJFrontierscinc
PlantcScienceWJ2015WJgWJbbe 6.2 245

258 ¶eucineXrichJrepeatJreceptorXlikeJkinasebJisJaJkeyJmembraneXboundJregulatorJofJabscisicJacidJearlyJ
signalingJinJrrabidopsisYJPlantcCellWJ2005WJbhWJbbafXbj 11.6 239

257 tYPhahrdWJaJmajorJrsrJiRXhydroxylaseJinvolvedJinJdehydrationJandJrehydrationJresponseJinJ
rrabidopsisJthalianaYJPlantcJournalWJ2006WJegWJbhbXic 6.9 233

256 −onitoringJexpressionJprofilesJofJrrabidopsisJgeneJexpressionJduringJrehydrationJprocessJafterJ
dehydrationJusingJcaJhaaaJfullXlengthJcuβrJmicroarrayYJPlantcJournalWJ2003WJdeWJigiXih 6.9 223

255 SpecificJinteractionsJbetweenJuicerXlikeJproteinsJandJyY¶bZuRsXfamilyJdsRβrXbindingJproteinsJinJ
rrabidopsisJthalianaYJPlantcMolecularcBiologyWJ2005WJfhWJbhdXii 4.6 221

254 vpigeneticJmemoryJforJstressJresponseJandJadaptationJinJplantsYJPlantcandcCellcPhysiologyWJ2014WJ
ffWJbifjXgd 4.9 218

253 PlantsJtolerantJofJhighJboronJlevelsYJScienceWJ2007WJdbiWJbebh 33.3 207

252 uroughtJtoleranceJestablishedJbyJenhancedJexpressionJofJtheJttXβsSX¶RRJgeneWJruRbWJrequiresJ
salicylicJacidWJvuSbJandJrszbYJPlantcJournalWJ2004WJdiWJibaXcc 6.9 203

251 turatedJgenomeJannotationJofJOryzaJsativaJsspYJjaponicaJandJcomparativeJgenomeJanalysisJwithJ
rrabidopsisJthalianaYJGenomecResearchWJ2007WJbhWJbhfXid 9.7 200

250 TheJwOXJhuntingJsystemkJanJalternativeJgainXofXfunctionJgeneJhuntingJtechniqueYJPlantcJournalWJ
2006WJeiWJjheXif 6.9 199

249 xenomeXwideJanalysisJofJalternativeJpreXmRβrJsplicingJinJrrabidopsisJthalianaJbasedJonJfullXlengthJ
cuβrJsequencesYJNucleiccAcidscResearchWJ2004WJdcWJfajgXbad 20.1 195

248 yighXefficiencyJcloningJofJrrabidopsisJfullXlengthJcuβrJbyJbiotinylatedJtrPJtrapperYJPlantcJournalWJ
1998WJbfWJhahXca 6.9 189

247 yighJhumidityJinducesJabscisicJacidJiRXhydroxylaseJinJstomataJandJvasculatureJtoJregulateJlocalJandJ
systemicJabscisicJacidJresponsesJinJrrabidopsisYJPlantcPhysiologyWJ2009WJbejWJicfXde 6.6 188

246 trosstalkJinJtheJresponsesJtoJabioticJandJbioticJstressesJinJrrabidopsiskJanalysisJofJgeneJexpressionJ
inJcytochromeJPefaJgeneJsuperfamilyJbyJcuβrJmicroarrayYJPlantcMolecularcBiologyWJ2004WJffWJdchXec 4.6 184
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245 rJnovelJzincXbindingJmotifJrevealedJbyJsolutionJstructuresJofJuβrXbindingJdomainsJofJrrabidopsisJ
SsPXfamilyJtranscriptionJfactorsYJJournalcofcMolecularcBiologyWJ2004WJddhWJejXgd 6.5 178

244 uβrXbindingJdomainsJofJplantXspecificJtranscriptionJfactorskJstructureWJfunctionWJandJevolutionYJ
TrendscincPlantcScienceWJ2013WJbiWJcghXhg 13.1 167

243 zdentificationJofJrrabidopsisJgenesJregulatedJbyJhighJlightXstressJusingJcuβrJmicroarrayYJ
PhotochemistrycandcPhotobiologyWJ2003WJhhWJccgXdd 3.6 166

242 thromatinJregulationJfunctionsJinJplantJabioticJstressJresponsesYJPlantrcCellcandcEnvironmentWJ2010WJ
ddWJgaeXbb 8.4 163

241 tharacterizationJofJrrabidopsisJgenesJinvolvedJinJbiosynthesisJofJpolyaminesJinJabioticJstressJ
responsesJandJdevelopmentalJstagesYJPlantrcCellcandcEnvironmentWJ2003WJcgWJbjbhXbjcg 8.4 161

240 VacuolarJprocessingJenzymesJareJessentialJforJproperJprocessingJofJseedJstorageJproteinsJinJ
rrabidopsisJthalianaYJJournalcofcBiologicalcChemistryWJ2003WJchiWJdccjcXj 5.4 160

239 xenomeXwideJsuppressionJofJaberrantJmRβrXlikeJnoncodingJRβrsJbyJβ−uJinJrrabidopsisYJ
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaWJ2009WJbagWJcefdXi 11.5 145

238 SolutionJstructureJofJanJrrabidopsisJWR YJuβrJbindingJdomainYJPlantcCellWJ2005WJbhWJjeeXfg 11.6 143

237 TransitionJofJchromatinJstatusJduringJtheJprocessJofJrecoveryJfromJdroughtJstressJinJrrabidopsisJ
thalianaYJPlantcandcCellcPhysiologyWJ2012WJfdWJiehXfg 4.9 142

236
rJsingleJaminoJacidJinsertionJinJtheJWR YJdomainJofJtheJrrabidopsisJTzRXβsSX¶RRXWR YXtypeJ
diseaseJresistanceJproteinJS¶ybJSsensitiveJtoJlowJhumidityJbTJcausesJactivationJofJdefenseJ
responsesJandJhypersensitiveJcellJdeathYJPlantcJournalWJ2005WJedWJihdXii

6.9 140

235
rrabidopsisJryPcWJryPdWJandJryPfJhistidineJphosphotransferJproteinsJfunctionJasJredundantJ
negativeJregulatorsJofJdroughtJstressJresponseYJProceedingscofcthecNationalcAcademycofcSciencescofc
thecUnitedcStatescofcAmericaWJ2013WJbbaWJeieaXf

11.5 137

234 ToxicityJofJfreeJprolineJrevealedJinJanJarabidopsisJTXuβrXtaggedJmutantJdeficientJinJprolineJ
dehydrogenaseYJPlantcandcCellcPhysiologyWJ2003WJeeWJfebXi 4.9 136

233
TheJeffectJofJoverexpressionJofJtwoJsrassicaJtswZuRvsbXlikeJtranscriptionJfactorsJonJ
photosyntheticJcapacityJandJfreezingJtoleranceJinJsrassicaJnapusYJPlantcandcCellcPhysiologyWJ2005WJ
egWJbfcfXdj

4.9 136

232 uifferentialJgeneJexpressionJinJsoybeanJleafJtissuesJatJlateJdevelopmentalJstagesJunderJdroughtJ
stressJrevealedJbyJgenomeXwideJtranscriptomeJanalysisYJPLoScONEWJ2012WJhWJeejfcc 3.7 133

231 rtTtrTWJaJnovelJcisXactingJelementJforJprolineXJandJhypoosmolarityXresponsiveJexpressionJofJtheJ
ProuyJgeneJencodingJprolineJdehydrogenaseJinJrrabidopsisYJPlantcPhysiologyWJ2002WJbdaWJhajXbj 6.6 133

230 rcetateXmediatedJnovelJsurvivalJstrategyJagainstJdroughtJinJplantsYJNaturecPlantsWJ2017WJdWJbhajh 11.5 129

229 tlassificationJandJexpressionJanalysisJofJrrabidopsisJwXboxXcontainingJproteinJgenesYJPlantcandcCellc
PhysiologyWJ2002WJedWJbahdXif 4.9 129

228 rrabidopsisJyurgJregulatesJlocusXdirectedJheterochromatinJsilencingJinJcooperationJwithJ−vTbYJ
PLoScGeneticsWJ2011WJhWJebaacaff 6 119

(2011-2004)
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227
rrabidopsisJtypeJsJcytokininJresponseJregulatorsJrRRbWJrRRbaWJandJrRRbcJnegativelyJregulateJ
plantJresponsesJtoJdroughtYJProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofc
AmericaWJ2016WJbbdWJdajaXf

11.5 118

226 −onitoringJexpressionJprofilesJofJrrabidopsisJgenesJduringJcoldJacclimationJandJdeacclimationJ
usingJuβrJmicroarraysYJFunctionalcandcIntegrativecGenomicsWJ2006WJgWJcbcXde 3.8 118

225 zdentificationJofJplantJpromoterJconstituentsJbyJanalysisJofJlocalJdistributionJofJshortJsequencesYJ
BMCcGenomicsWJ2007WJiWJgh 4.5 117

224 SmallJopenJreadingJframesJassociatedJwithJmorphogenesisJareJhiddenJinJplantJgenomesYJ
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaWJ2013WJbbaWJcdjfXeaa 11.5 116

223 rnalysisJofJrsrJhypersensitiveJgerminationcJrevealedJtheJpivotalJfunctionsJofJPrRβJinJstressJ
responseJinJrrabidopsisYJPlantcJournalWJ2005WJeeWJjhcXie 6.9 116

222 uvrRbWJaJtranscriptionalJrepressorJofJuRvsJproteinJthatJmediatesJplantJdefenseJandJfreezingJ
stressJresponsesJinJrrabidopsisYJJournalcofcPlantcResearchWJ2009WJbccWJgddXed 2.6 115

221
−onitoringJtheJexpressionJprofilesJofJgenesJinducedJbyJhyperosmoticWJhighJsalinityWJandJoxidativeJ
stressJandJabscisicJacidJtreatmentJinJrrabidopsisJcellJcultureJusingJaJfullXlengthJcuβrJmicroarrayYJ
PlantcMolecularcBiologyWJ2004WJfgWJcjXff

4.6 115

220 RrRTwkJdatabaseJandJtoolsJforJcompleteJsetsJofJrrabidopsisJtranscriptionJfactorsYJDNAcResearchWJ
2005WJbcWJcehXfg 4.5 115

219 TranscriptomeJanalysesJofJaJsaltXtolerantJcytokininXdeficientJmutantJrevealJdifferentialJregulationJ
ofJsaltJstressJresponseJbyJcytokininJdeficiencyYJPLoScONEWJ2012WJhWJedcbce 3.7 112

218 rJplantJlocusJessentialJforJphylloquinoneJSvitaminJ bTJbiosynthesisJoriginatedJfromJaJfusionJofJfourJ
eubacterialJgenesYJJournalcofcBiologicalcChemistryWJ2006WJcibWJbhbijXbhbjg 5.4 101

217
zdentificationJofJstressXtoleranceXrelatedJtranscriptionXfactorJgenesJviaJminiXscaleJwullXlengthJcuβrJ
OverXeXpressorJSwOXTJgeneJhuntingJsystemYJBiochemicalcandcBiophysicalcResearchcCommunicationsWJ
2007WJdgeWJcfaXh

3.4 100

216 SystematicJapproachesJtoJusingJtheJwOXJhuntingJsystemJtoJidentifyJusefulJriceJgenesYJPlantcJournalWJ
2009WJfhWJiidXje 6.9 99

215
wolateJsynthesisJinJplantskJtheJpXaminobenzoateJbranchJisJinitiatedJbyJaJbifunctionalJPabrXPabsJ
proteinJthatJisJtargetedJtoJplastidsYJProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaWJ2004WJbabWJbejgXfab

11.5 99

214 rJgenomeXwideJgainXofJfunctionJanalysisJofJriceJgenesJusingJtheJwOXXhuntingJsystemYJPlantc
MolecularcBiologyWJ2007WJgfWJdfhXhb 4.6 96

213 rrabidopsisJyurgJisJrequiredJforJfreezingJtoleranceYJBiochemicalcandcBiophysicalcResearchc
CommunicationsWJ2011WJeagWJebeXj 3.4 95

212 xenomeXwideJanalysisJofJendogenousJabscisicJacidXmediatedJtranscriptionJinJdryJandJimbibedJseedsJ
ofJrrabidopsisJusingJtilingJarraysYJPlantcJournalWJ2010WJgcWJdjXfb 6.9 95

211 tβzbZrT¶dbWJaJRzβxXtypeJubiquitinJligaseJthatJfunctionsJinJtheJcarbonZnitrogenJresponseJforJ
growthJphaseJtransitionJinJrrabidopsisJseedlingsYJPlantcJournalWJ2009WJgaWJifcXge 6.9 95

210 xroupJrJPPctsJevolvedJinJlandJplantsJasJkeyJregulatorsJofJintrinsicJdesiccationJtoleranceYJNaturec
CommunicationsWJ2013WJeWJccbj 17.4 94
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209 zdentificationJofJphotorespiratoryJglutamatekglyoxylateJaminotransferaseJSxxrTTJgeneJinJ
rrabidopsisYJPlantcJournalWJ2003WJddWJjhfXih 6.9 94

208 RtybWJaJlocusJinJrrabidopsisJthatJconfersJresistanceJtoJtheJhemibiotrophicJfungalJpathogenJ
tolletotrichumJhigginsianumYJMolecularcPlantsMicrobecInteractionsWJ2004WJbhWJhejXgc 3.6 93

207 xenomeJsequenceJandJanalysisJofJtheJ–apaneseJmorningJgloryJzpomoeaJnilYJNaturecCommunications
WJ2016WJhWJbdcjf 17.4 91

206 SolutionJstructureJofJtheJsdJuβrJbindingJdomainJofJtheJrrabidopsisJcoldXresponsiveJtranscriptionJ
factorJRrVbYJPlantcCellWJ2004WJbgWJdeeiXfj 11.6 91

205 rJnewJresourceJofJlocallyJtransposedJuissociationJelementsJforJscreeningJgeneXknockoutJlinesJinJ
silicoJonJtheJrrabidopsisJgenomeYJPlantcPhysiologyWJ2002WJbcjWJbgjfXj 6.6 91

204 TheJkarrikinJreceptorJ rzcJpromotesJdroughtJresistanceJinJrrabidopsisJthalianaYJPLoScGeneticsWJ
2017WJbdWJebaahahg 6 87

203 SequencingJandJanalysisJofJapproximatelyJeaWaaaJsoybeanJcuβrJclonesJfromJaJfullXlengthXenrichedJ
cuβrJlibraryYJDNAcResearchWJ2008WJbfWJdddXeg 4.5 86

202 rrmadilloJrepeatXcontainingJkinesinsJandJaJβz−rXrelatedJkinaseJareJrequiredJforJepidermalXcellJ
morphogenesisJinJrrabidopsisYJPlantcJournalWJ2008WJfdWJbfhXhb 6.9 85

201 zdentificationJandJexpressionJanalysisJofJcytokininJmetabolicJgenesJinJsoybeanJunderJnormalJandJ
droughtJconditionsJinJrelationJtoJcytokininJlevelsYJPLoScONEWJ2012WJhWJeecebb 3.7 82

200 uevelopmentJofJfaagJfullXlengthJtuβrsJinJbarleykJaJtoolJforJaccessingJcerealJgenomicsJresourcesYJ
DNAcResearchWJ2009WJbgWJibXj 4.5 81

199 yeterogeneityJofJrrabidopsisJcoreJpromotersJrevealedJbyJhighXdensityJTSSJanalysisYJPlantcJournalWJ
2009WJgaWJdfaXgc 6.9 81

198 xenesJforJtheJpeptidoglycanJsynthesisJpathwayJareJessentialJforJchloroplastJdivisionJinJmossYJ
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaWJ2006WJbadWJghfdXi 11.5 81

197 TheJrrabidopsisJSuxeJcontributesJtoJtheJregulationJofJpollenJtubeJgrowthJbyJmethylationJofJ
histoneJydJlysinesJeJandJdgJinJmatureJpollenYJDevelopmentalcBiologyWJ2008WJdbfWJdffXgi 3.1 80

196 TranscriptomeJanalysisJusingJaJhighXdensityJoligomicroarrayJunderJdroughtJstressJinJvariousJ
genotypesJofJcassavakJanJimportantJtropicalJcropYJDNAcResearchWJ2012WJbjWJddfXef 4.5 79

195 PlastidicJRβrJpolymeraseJsigmaJfactorsJinJrrabidopsisYJPlantcandcCellcPhysiologyWJ1999WJeaWJidcXec 4.9 79

194 SequencingJanalysisJofJcaWaaaJfullXlengthJcuβrJclonesJfromJcassavaJrevealsJlineageJspecificJ
expansionsJinJgeneJfamiliesJrelatedJtoJstressJresponseYJBMCcPlantcBiologyWJ2007WJhWJgg 5.3 78

193 zdentifyingJtheJtargetJgenesJofJSUPPRvSSORJOwJxr−−rJRvSPOβSvJbWJaJmasterJtranscriptionJ
factorJcontrollingJuβrJdamageJresponseJinJrrabidopsisYJPlantcJournalWJ2018WJjeWJedjXefd 6.9 77

192
TheJcoldJsignalingJattenuatorJyzxyJvXPRvSSzOβJOwJOS−OTztr¶¶YJRvSPOβSzVvJxvβvbJactivatesJ
w¶OWvRzβxJ¶OtUSJtJtranscriptionJviaJchromatinJremodelingJunderJshortXtermJcoldJstressJinJ
rrabidopsisYJPlantcCellWJ2013WJcfWJedhiXja

11.6 76

(2013-2003)
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191 TheJcuβrJmicroarrayJanalysisJusingJanJrrabidopsisJpaddJmutantJrevealsJtheJexpressionJprofilesJandJ
classificationJofJgenesJinducedJbyJrlternariaJbrassicicolaJattackYJPlantcandcCellcPhysiologyWJ2003WJeeWJdhhXih4.9 76

190 RegulatingJSubcellularJ−etalJyomeostasiskJTheJ eyJtoJtropJzmprovementYJFrontierscincPlantcScienceWJ
2016WJhWJbbjc 6.2 76

189 xeneXspecificJexpressionJandJcalciumJactivationJofJrrabidopsisJthalianaJphospholipaseJtJisoformsYJ
NewcPhytologistWJ2004WJbgcWJgedXgfe 9.8 74

188 zdentificationJofJrS JandJclockXassociatedJproteinsJasJmolecularJpartnersJofJ¶ PcJS¶OVJkelchJ
proteinJcTJinJrrabidopsisYJJournalcofcExperimentalcBotanyWJ2004WJffWJcabfXch 7 73

187 yistoneJ−odificationsJwormJvpigeneticJRegulatoryJβetworksJtoJRegulateJrbioticJStressJResponseYJ
PlantcPhysiologyWJ2020WJbicWJbfXcg 6.6 72

186 Rz vβJrrabidopsisJfullXlengthJSRrw¶TJcuβrJandJitsJapplicationsJforJexpressionJprofilingJunderJ
abioticJstressJconditionsYJJournalcofcExperimentalcBotanyWJ2004WJffWJcbdXcd 7 72

185
OverexpressionJofJrrabidopsisJresponseJregulatorsWJrRReZrTRRbZzsthJandJrRRiZrTRRdWJaltersJ
cytokininJresponsesJdifferentiallyJinJtheJshootJandJinJcallusJformationYJBiochemicalcandcBiophysicalc
ResearchcCommunicationsWJ2002WJcjdWJiagXbf

3.4 72

184 SolutionJstructureJofJtheJmajorJuβrXbindingJdomainJofJrrabidopsisJthalianaJ
ethyleneXinsensitivedXlikedYJJournalcofcMolecularcBiologyWJ2005WJdeiWJcfdXge 6.5 68

183 xeneJdeliveryJintoJculturedJplantJcellsJbyJuβrXcoatedJgoldJparticlesJacceleratedJbyJaJpneumaticJ
particleJgunYJTheoreticalcandcAppliedcGeneticsWJ1990WJiaWJibdXg 6 68

182 rJStressXrctivatedJTransposonJinJrrabidopsisJznducesJTransgenerationalJrbscisicJrcidJznsensitivityYJ
ScientificcReportsWJ2016WJgWJcdbib 4.9 67

181 rJnovelJrrabidopsisJgeneJTOβSO UJisJrequiredJforJproperJcellJarrangementJinJrootJandJshootJ
apicalJmeristemsYJPlantcJournalWJ2004WJdiWJghdXie 6.9 67

180 RrRxvkJaJlargeXscaleJdatabaseJofJRz vβJrrabidopsisJresourcesJrangingJfromJtranscriptomeJtoJ
phenomeYJNucleiccAcidscResearchWJ2005WJddWJugehXfa 20.1 66

179 tharacterizationJofJexpressedJsequenceJtagsJfromJaJfullXlengthJenrichedJcuβrJlibraryJofJ
tryptomeriaJjaponicaJmaleJstrobiliYJBMCcGenomicsWJ2008WJjWJdid 4.5 64

178 vxpressionJandJinteractionJanalysisJofJrrabidopsisJSkpbXrelatedJgenesYJPlantcandcCellcPhysiologyWJ
2004WJefWJidXjb 4.9 64

177 rtXTychJplaysJanJessentialJroleJinJcellJwallJmodificationJduringJtheJdevelopmentJofJtrachearyJ
elementsYJPlantcJournalWJ2005WJecWJfcfXde 6.9 64

176 StructuralJbasisJforJsequenceXspecificJuβrJrecognitionJbyJanJrrabidopsisJWR YJtranscriptionJ
factorYJJournalcofcBiologicalcChemistryWJ2012WJcihWJhgidXjb 5.4 62

175 wolateJsynthesisJinJplantskJtheJlastJstepJofJtheJpXaminobenzoateJbranchJisJcatalyzedJbyJaJplastidialJ
aminodeoxychorismateJlyaseYJPlantcJournalWJ2004WJeaWJefdXgb 6.9 62

174 StructuresJandJevolutionaryJoriginsJofJplantXspecificJtranscriptionJfactorJuβrXbindingJdomainsYJ
PlantcPhysiologycandcBiochemistryWJ2008WJegWJdjeXeab 5.4 58

Motoaki Seki
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173 uβrJmicroarrayJanalysisJofJplastidJgeneJexpressionJinJanJrrabidopsisJmutantJdeficientJinJaJplastidJ
transcriptionJfactorJsigmaWJSzxcYJBiosciencercBiotechnologycandcBiochemistryWJ2004WJgiWJgjeXhae 2.1 58

172 TranscriptomicJrnalysisJofJSoilXxrownJrrabidopsisJthalianaJRootsJandJShootsJinJResponseJtoJaJ
uroughtJStressYJFrontierscincPlantcScienceWJ2016WJhWJbia 6.2 58

171 tatalysisWJsubcellularJlocalizationWJexpressionJandJevolutionJofJtheJtargetingJpeptidesJdegradingJ
proteaseWJrtPrePcYJPlantcandcCellcPhysiologyWJ2005WJegWJjifXjg 4.9 55

170 TranscriptomicJanalysisJofJriceJinJresponseJtoJironJdeficiencyJandJexcessYJRiceWJ2014WJhWJbi 5.8 53

169 rnJepigeneticJintegratorkJnewJinsightsJintoJgenomeJregulationWJenvironmentalJstressJresponsesJandJ
developmentalJcontrolsJbyJhistoneJdeacetylaseJgYJPlantcandcCellcPhysiologyWJ2012WJfdWJhjeXiaa 4.9 52

168 ¶argeXscaleJcollectionJandJannotationJofJfullXlengthJenrichedJcuβrsJfromJaJmodelJhalophyteWJ
ThellungiellaJhalophilaYJBMCcPlantcBiologyWJ2008WJiWJbbf 5.3 52

167 rJresourceJofJfWibeJdissociationJtransposonXtaggedJandJsequenceXindexedJlinesJofJrrabidopsisJ
transposedJfromJstartJlociJonJchromosomeJfYJPlantcandcCellcPhysiologyWJ2005WJegWJbbejXfd 4.9 52

166 RβrJregulationJinJplantJabioticJstressJresponsesYJBiochimicacEtcBiophysicacActacscGenecRegulatoryc
MechanismsWJ2012WJbibjWJbejXfd 6 51

165 zsolationJandJidentificationJofJubiquitinXrelatedJproteinsJfromJrrabidopsisJseedlingsYJJournalcofc
ExperimentalcBotanyWJ2009WJgaWJdaghXhd 7 51

164 OverexpressionJofJ¶SybWJaJmemberJofJanJuncharacterisedJgeneJfamilyWJcausesJenhancedJlightJ
regulationJofJseedlingJdevelopmentYJPlantcJournalWJ2004WJdhWJgjeXhag 6.9 51

163 zdentificationJofJtheJcandidateJgenesJregulatedJbyJRβrXdirectedJuβrJmethylationJinJrrabidopsisYJ
BiochemicalcandcBiophysicalcResearchcCommunicationsWJ2008WJdhgWJffdXh 3.4 49

162 rtPepdJisJaJhormoneXlikeJpeptideJthatJplaysJaJroleJinJtheJsalinityJstressJtoleranceJofJplantsYJ
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaWJ2018WJbbfWJfibaXfibf 11.5 49

161 rrabidopsisJRadfbsJisJimportantJforJdoubleXstrandJuβrJbreaksJrepairJinJsomaticJcellsYJPlantc
MolecularcBiologyWJ2005WJfhWJibjXdd 4.6 48

160 vthanolJvnhancesJyighXSalinityJStressJToleranceJbyJuetoxifyingJReactiveJOxygenJSpeciesJinJandJ
RiceYJFrontierscincPlantcScienceWJ2017WJiWJbaab 6.2 47

159 rnalysisJofJdifferentialJexpressionJpatternsJofJmRβrJandJproteinJduringJcoldXacclimationJandJ
deXacclimationJinJrrabidopsisYJMolecularcandcCellularcProteomicsWJ2014WJbdWJdgacXbb 7.6 47

158
TissueXspecificJtranscriptomeJanalysisJrevealsJcellJwallJmetabolismWJflavonolJbiosynthesisJandJ
defenseJresponsesJareJactivatedJinJtheJendospermJofJgerminatingJrrabidopsisJthalianaJseedsYJPlantc
andcCellcPhysiologyWJ2012WJfdWJbgXch

4.9 47

157 vxpressionJprofilesJofJrrabidopsisJphospholipaseJrJzzrJgeneJinJresponseJtoJbioticJandJabioticJ
stressesYJPlantcandcCellcPhysiologyWJ2003WJeeWJbcegXfc 4.9 47

156 xenomeXscaleWJbiochemicalJannotationJmethodJbasedJonJtheJwheatJgermJcellXfreeJproteinJ
synthesisJsystemYJPhytochemistryWJ2004WJgfWJbfejXff 4 46

(2004-2004)
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155 rJregulatoryJmoduleJcontrollingJstressXinducedJcellJcycleJarrestJinYJELifeWJ2019WJiWJ 8.9 46

154 TheJuistinctJRolesJofJtlassJzJandJzzJRPudX¶ikeJyistoneJueacetylasesJinJSalinityJStressJResponseYJPlantc
PhysiologyWJ2017WJbhfWJbhgaXbhhd 6.6 45

153
tonstructionJofJaJfullXlengthJcuβrJlibraryJfromJyoungJspikeletsJofJhexaploidJwheatJandJitsJ
characterizationJbyJlargeXscaleJsequencingJofJexpressedJsequenceJtagsYJGenescandcGeneticcSystemsWJ
2004WJhjWJcchXdc

1.4 44

152 ¶ossJofJrrabidopsisJfRXdRJvxoribonucleaseJrtXRβeJwunctionJvnhancesJyeatJStressJToleranceJofJ
PlantsJSubjectedJtoJSevereJyeatJStressYJPlantcandcCellcPhysiologyWJ2015WJfgWJbhgcXhc 4.9 43

151 TransductionJofJRβrXdirectedJuβrJmethylationJsignalsJtoJrepressiveJhistoneJmarksJinJrrabidopsisJ
thalianaYJEMBOcJournalWJ2010WJcjWJdfcXgc 13 43

150 rJsimpleJandJhighXsensitivityJmethodJforJanalysisJofJubiquitinationJandJpolyubiquitinationJbasedJonJ
wheatJcellXfreeJproteinJsynthesisYJBMCcPlantcBiologyWJ2009WJjWJdj 5.3 43

149 rsrJjRXhydroxylationJisJcatalyzedJbyJtYPhahrJinJrrabidopsisYJPhytochemistryWJ2011WJhcWJhbhXcc 4 43

148 xenerationJofJchimericJrepressorsJthatJconferJsaltJtoleranceJinJrrabidopsisJandJriceYJPlantc
BiotechnologycJournalWJ2011WJjWJhdgXeg 11.6 42

147 RegionalJinsertionalJmutagenesisJofJgenesJonJrrabidopsisJthalianaJchromosomeJVJusingJtheJrcZusJ
transposonJinJcombinationJwithJaJcuβrJscanningJmethodYJPlantcJournalWJ1999WJbhWJeddXee 6.9 42

146 rrabidopsisJnonXcodingJRβrJregulationJinJabioticJstressJresponsesYJInternationalcJournalcofc
MolecularcSciencesWJ2013WJbeWJccgecXfe 6.3 41

145 tasiRβrXrRwJpathwayJmoderatesJfloralJarchitectureJinJrrabidopsisJplantsJsubjectedJtoJdroughtJ
stressYJBioMedcResearchcInternationalWJ2014WJcabeWJdadefb 3 40

144 rssessmentJofJadaptiveJevolutionJbetweenJwheatJandJriceJasJdeducedJfromJfullXlengthJcommonJ
wheatJcuβrJsequenceJdataJandJexpressionJpatternsYJBMCcGenomicsWJ2009WJbaWJchb 4.5 40

143 rutophosphorylationJprofilingJofJrrabidopsisJproteinJkinasesJusingJtheJcellXfreeJsystemYJ
PhytochemistryWJ2011WJhcWJbbdgXee 4 40

142
rJstructureXbasedJstrategyJforJdiscoveryJofJsmallJligandsJbindingJtoJfunctionallyJunknownJproteinskJ
combinationJofJinJsilicoJscreeningJandJsurfaceJplasmonJresonanceJmeasurementsYJProteomicsWJ2005WJ
fWJbehcXia

4.8 40

141 −appingJofJcfJdroughtXinducibleJgenesWJRuJandJvRuWJinJrrabidopsisJthalianaYJPlantcandcCellc
PhysiologyWJ1999WJeaWJbbjXcd 4.9 39

140 −olecularJresponsesJtoJwaterJstressJinrrabidopsisJthalianaYJJournalcofcPlantcResearchWJ1998WJbbbWJdefXdfb2.6 37

139 tomparativeJgenomicJanalysisJofJbaehJcompletelyJsequencedJcuβrsJfromJanJrrabidopsisXrelatedJ
modelJhalophyteWJThellungiellaJhalophilaYJBMCcPlantcBiologyWJ2010WJbaWJcgb 5.3 36

138 RecentJadvancesJinJtheJcharacterizationJofJplantJtranscriptomesJinJresponseJtoJdroughtWJsalinityWJ
heatWJandJcoldJstressYJFwvvvResearchWJ2019WJiWJ 3.6 35
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137  yXcWJaJyistoneJueacetylaseJznhibitorWJvnhancesJyighXSalinityJStressJToleranceJinJrrabidopsisJ
thalianaYJPlantcandcCellcPhysiologyWJ2016WJfhWJhhgXid 4.9 35

136 uisposalJofJchloroplastsJwithJabnormalJfunctionJintoJtheJvacuoleJinJrrabidopsisJthalianaJcotyledonJ
cellsYJProtoplasmaWJ2004WJccdWJccjXdc 3.4 35

135 rnalysisJofJgeneJexpressionJprofilesJinJrrabidopsisJsaltJoverlyJsensitiveJmutantsJsoscâ��bJandJ
sosdJâ��bYJPlantrcCellcandcEnvironmentWJ2005WJciWJbcghXbchf 8.4 35

134 TransientJexpressionJofJbetaXglucuronidaseJinJrrabidopsisJthalianaJleavesJandJrootsJandJsrassicaJ
napusJstemsJusingJaJpneumaticJparticleJgunYJPlantcMolecularcBiologyWJ1991WJbhWJcfjXgd 4.6 35

133 −embersJofJtheJPlantJtR JSuperfamilyJrreJtapableJofJTransXJandJrutophosphorylationJofJTyrosineJ
ResiduesYJJournalcofcBiologicalcChemistryWJ2015WJcjaWJbgggfXhh 5.4 34

132 yistoneJacetylationJorchestratesJwoundXinducedJtranscriptionalJactivationJandJcellularJ
reprogrammingJinJrrabidopsisYJCommunicationscBiologyWJ2019WJcWJeae 6.7 33

131 SurveillanceJofJdRJβoncodingJTranscriptsJRequiresJwzvRYbJandJXRβdJinJrrabidopsisYJGy:cGenesrc
GenomesrcGeneticsWJ2012WJcWJeihXji 3.2 33

130 rJpolySrTXspecificJribonucleaseJdirectlyJregulatesJtheJpolySrTJstatusJofJmitochondrialJmRβrJinJ
rrabidopsisYJNaturecCommunicationsWJ2013WJeWJcceh 17.4 31

129 tellXfreeJsynthesisJofJzincXbindingJproteinsYJJournalcofcStructuralcandcFunctionalcGenomicsWJ2006WJhWJjdXbaa 31

128 wunctionalJannotationJofJbjWiebJPopulusJnigraJfullXlengthJenrichedJcuβrJclonesYJBMCcGenomicsWJ
2007WJiWJeei 4.5 31

127 rrabidopsisJencyclopediaJusingJfullXlengthJcuβrsJandJitsJapplicationYJPlantcPhysiologycandc
BiochemistryWJ2001WJdjWJcbbXcca 5.4 30

126 xenomeXwideJanalysisJrevealsJphytohormoneJactionJduringJcassavaJstorageJrootJinitiationYJPlantc
MolecularcBiologyWJ2015WJiiWJfdbXed 4.6 29

125 TheJyistoneJueacetylaseJznhibitorJSuberoylanilideJyydroxamicJrcidJrlleviatesJSalinityJStressJinJ
tassavaYJFrontierscincPlantcScienceWJ2016WJhWJcadj 6.2 29

124
tomparativeJanalysisJofJrootJtranscriptomesJfromJtwoJcontrastingJdroughtXresponsiveJWilliamsJicJ
andJuTcaaiJsoybeanJcultivarsJunderJnormalJandJdehydrationJconditionsYJFrontierscincPlantcScienceWJ
2015WJgWJffb

6.2 29

123 ysfrbdWJaJproteinJidentifiedJviaJwOXJhuntingJusingJThellungiellaJsalsugineaJcuβrsJimprovesJheatJ
toleranceJbyJregulatingJheatXstressXresponsiveJgeneJexpressionYJMolecularcPlantWJ2013WJgWJebbXcc 14.4 28

122 ParalogsJandJmutantsJshowJthatJoneJu−rJsynthaseJfunctionsJinJironJhomeostasisJinJriceYJJournalcofc
ExperimentalcBotanyWJ2017WJgiWJbhifXbhjf 7 26

121 tassavaJbreedingJandJagronomyJinJrsiakJfaJyearsJofJhistoryJandJfutureJdirectionsYJBreedingcScienceWJ
2020WJhaWJbefXbgg 2 26

120  nockingJdownJmitochondrialJironJtransporterJS−zTTJreprogramsJprimaryJandJsecondaryJ
metabolismJinJriceJplantsYJJournalcofcExperimentalcBotanyWJ2016WJghWJbdfhXgi 7 26

(2016-2016)
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119 rrabidopsisJtilingJarrayJanalysisJtoJidentifyJtheJstressXresponsiveJgenesYJMethodscincMolecularc
BiologyWJ2010WJgdjWJbebXff 1.4 26

118 tytologicalJandJmolecularJanalysesJofJnonXhostJresistanceJofJrrabidopsisJthalianaJtoJrlternariaJ
alternataYJMolecularcPlantcPathologyWJ2005WJgWJgbfXch 5.7 26

117 tomparisonJofJ¶eafJSheathJTranscriptomeJProfilesJwithJPhysiologicalJTraitsJofJsreadJWheatJ
tultivarsJunderJSalinityJStressYJPLoScONEWJ2015WJbaWJeabdddcc 3.7 26

116 OligouridylateJsindingJProteinJbbJPlaysJanJzntegralJRoleJinJPlantJyeatJStressJToleranceYJFrontierscinc
PlantcScienceWJ2016WJhWJifd 6.2 26

115 TheJmodulationJofJaceticJacidJpathwayJgenesJinJrrabidopsisJimprovesJsurvivalJunderJdroughtJ
stressYJScientificcReportsWJ2018WJiWJhidb 4.9 26

114 PrimedJhistoneJdemethylationJregulatesJshootJregenerativeJcompetencyYJNaturecCommunicationsWJ
2019WJbaWJbhig 17.4 25

113 tontrolJofJrootJcapJmaturationJandJcellJdetachmentJbyJsvrRS zβJtranscriptionJfactorsJinJ
rrabidopsisYJDevelopmentcmCambridgenWJ2016WJbedWJeagdXeahc 6.6 25

112 tonstructionJandJvSTJsequencingJofJfullXlengthWJdroughtJstressJcuβrJlibrariesJforJcommonJbeansJ
SPhaseolusJvulgarisJ¶YTYJBMCcPlantcBiologyWJ2011WJbbWJbhb 5.3 25

111 rnJrrabidopsisJSsPXdomainJfragmentJwithJaJdisruptedJtXterminalJzincXbindingJsiteJretainsJitsJ
tertiaryJstructureYJFEBScLettersWJ2006WJfiaWJcbajXbg 3.8 25

110 rJrationallyJdesignedJ–rZJsubtypeXselectiveJagonistJofJjasmonateJperceptionYJNaturec
CommunicationsWJ2018WJjWJdgfe 17.4 25

109 rceticJrcidJTreatmentJvnhancesJuroughtJrvoidanceJinJtassavaJSJtrantzTYJFrontierscincPlantcScienceWJ
2019WJbaWJfcb 6.2 24

108
WheatJgermXbasedJproteinJlibrariesJforJtheJfunctionalJcharacterisationJofJtheJrrabidopsisJvcJ
ubiquitinJconjugatingJenzymesJandJtheJRzβxXtypeJvdJubiquitinJligaseJenzymesYJBMCcPlantcBiologyWJ
2015WJbfWJchf

5.3 24

107 zdentificationJofJrrabidopsisJxenesJRegulatedJbyJyighJ¶ightâ��StressJUsingJcuβrJ−icroarray´¶YJ
PhotochemistrycandcPhotobiologyWJ2003WJhhWJccgXcdd 3.6 23

106 tharacterizationJofJfourJextensinJgenesJinJrrabidopsisJthalianaJbyJdifferentialJgeneJexpressionJ
underJstressJandJnonXstressJconditionsYJDNAcResearchWJ2001WJiWJbbfXcc 4.5 23

105 SolutionJstructureJofJtheJrhodaneseJhomologyJdomainJrtegabafaSbhfXcjfTJfromJrrabidopsisJ
thalianaYJProteincScienceWJ2005WJbeWJcceXda 6.3 22

104
tassavaJS−anihotJesculentaTJtranscriptomeJanalysisJinJresponseJtoJinfectionJbyJtheJfungusJ
tolletotrichumJgloeosporioidesJusingJanJoligonucleotideXuβrJmicroarrayYJJournalcofcPlantcResearch
WJ2016WJbcjWJhbbXhcg

2.6 21

103 wunctionalJgenomicsJusingJRz vβJrrabidopsisJthalianaJfullXlengthJcuβrsYJJournalcofcPlantcResearchWJ
2009WJbccWJdffXgg 2.6 20

102
rrabidopsisJRPTcaJencodingJtheJcgSJproteasomeJsubunitJisJrequiredJforJvariousJaspectsJofJrootJ
meristemJmaintenanceWJandJregulatesJgametogenesisJredundantlyJwithJitsJhomologWJRPTcbYJPlantc
andcCellcPhysiologyWJ2011WJfcWJbgciXea

4.9 20
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101 rrabidopsisJmolybdenumJcofactorJsulfuraseJrsrdJcontributesJtoJanthocyaninJaccumulationJandJ
oxidativeJstressJtoleranceJinJrsrXdependentJandJindependentJwaysYJScientificcReportsWJ2018WJiWJbgfjc 4.9 20

100 tomparativeJfunctionalJanalysesJofJuWrRwbeJandJ rRRz zβJzβSvβSzTzVv´ cJinJdroughtJadaptationJ
ofJrrabidopsisJthalianaYJPlantcJournalWJ2020WJbadWJbbbXbch 6.9 19

99 ¶ongJnoncodingJRβrsJinJsrassicaJrapaJ¶YJfollowingJvernalizationYJScientificcReportsWJ2019WJjWJjdac 4.9 19

98 ProteomicJanalysisJofJtheJcgSJproteasomeJrevealsJitsJdirectJinteractionJwithJtransitJpeptidesJofJ
plastidJproteinJprecursorsJforJtheirJdegradationYJJournalcofcProteomecResearchWJ2014WJbdWJdccdXda 5.6 19

97 TranscriptomeJanalysesJrevealedJdiverseJexpressionJchangesJinJagobJandJhylbJrrabidopsisJmutantsYJ
PlantcandcCellcPhysiologyWJ2009WJfaWJbhbfXca 4.9 18

96 β−RJassignmentJofJtheJhypotheticalJvβTyXVySJdomainJrtdgbgchaJfromJrrabidopsisJthalianaYJ
JournalcofcBiomolecularcNMRWJ2004WJcjWJcafXg 3 18

95 zdentificationJofJgenesJregulatedJbyJdarkJadaptationJandJfarXredJlightJilluminationJinJrootsJofJ
rrabidopsisJthalianaUYJPlantrcCellcandcEnvironmentWJ2004WJchWJbdihXbdje 8.4 16

94 sombardmentXmediatedJtransformationJofJplantJcellsYJJournalcofcPlantcResearchWJ1994WJbahWJbbhXbcd 2.6 16

93 xenomeXwideJcharacterizationJofJuβrJmethylationWJsmallJRβrJexpressionWJandJhistoneJydJlysineJ
nineJdiXmethylationJinJsrassicaJrapaJ¶YJDNAcResearchWJ2018WJcfWJfbbXfca 4.5 15

92 wormationJofJfriableJembryogenicJcallusJinJcassavaJisJenhancedJunderJconditionsJofJreducedJnitrateWJ
potassiumJandJphosphateYJPLoScONEWJ2017WJbcWJeabiahdg 3.7 14

91 VersatilityJofJyurbjXdeficiencyJinJincreasingJtheJtoleranceJofJrrabidopsisJtoJdifferentJ
environmentalJstressesYJPlantcSignalingcandcBehaviorWJ2018WJbdWJebehfiai 2.5 14

90 Pos−edXpluskJanJintelligentJsearchJengineJthatJinferentiallyJintegratesJcrossXspeciesJinformationJ
resourcesJforJmolecularJbreedingJofJplantsYJPlantcandcCellcPhysiologyWJ2009WJfaWJbcejXfj 4.9 14

89 vxistenceJofJthreeJregulatoryJregionsJeachJcontainingJaJhighlyJconservedJmotifJinJtheJpromoterJofJ
plastidXencodedJRβrJpolymeraseJgeneJSrposTYJPlantcJournalWJ1997WJbbWJiidXja 6.9 14

88
xeneJcodingJforJSigrXbindingJproteinJfromJrrabidopsisJappearsJtoJbeJtranscriptionallyJ
upXregulatedJbyJsalicylicJacidJandJβPRbXdependentJmechanismsYJJournalcofcGeneralcPlantcPathologyWJ
2008WJheWJdefXdfe

1 14

87 StableJtransformationJofrrabidopsisJwithJthebarJgeneJusingJparticleJbombardmentYJTransgenicc
ResearchWJ1994WJdWJchjXcig 3.3 14

86 SmX¶ikeJProteinX−ediatedJRβrJ−etabolismJzsJRequiredJforJyeatJStressJToleranceJinJrrabidopsisYJ
FrontierscincPlantcScienceWJ2016WJhWJbahj 6.2 14

85 TheJtransportJofJessentialJmicronutrientsJinJriceYJMolecularcBreedingWJ2019WJdjWJb 3.4 14

84 TranscriptomeJanalysisJofJsoybeanJSxlycineJmaxTJrootJgenesJdifferentiallyJexpressedJinJrhizobialWJ
arbuscularJmycorrhizalWJandJdualJsymbiosisYJJournalcofcPlantcResearchWJ2019WJbdcWJfebXfgi 2.6 13

(2019-2018)
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83
RegionalJinsertionalJmutagenesisJofJspecificJgenesJonJtheJtztfwbbZtztcsjJlocusJofJrrabidopsisJ
thalianaJchromosomeJfJusingJtheJrcZusJtransposonJinJcombinationJwithJtheJcuβrJscanningJ
methodYJPlantcandcCellcPhysiologyWJ1999WJeaWJgceXdj

4.9 13

82 TransientJexpressionJofJtheJbetaXglucuronidaseJgeneJinJtissuesJofJrrabidopsisJthalianaJbyJ
bombardmentXmediatedJtransformationYJMolecularcBiotechnologyWJ1999WJbbWJcfbXf 3 13

81 TransgenicJrrabidopsisJthalianaJplantsJobtainedJbyJparticleXbombardmentXmediatedJ
transformationYJAppliedcMicrobiologycandcBiotechnologyWJ1991WJdgWJcciXcda 5.7 13

80 rdvancesJinJthemicalJPrimingJtoJvnhanceJrbioticJStressJToleranceJinJPlantsYJPlantcandcCellc
PhysiologyWJ2021WJgbWJbjjfXcaad 4.9 13

79 tytosolicJx¶UTr−zβvJSYβTyvTrSvblbJ−odulatesJ−etabolismJandJthloroplastJuevelopmentJinJ
RootsYJPlantcPhysiologyWJ2020WJbicWJbijeXbjaj 6.6 12

78 zdentificationJofJuβrJmethylatedJregionsJbyJusingJmethylatedJuβrJimmunoprecipitationJ
sequencingJinJsrassicaJrapaYJCropcandcPasturecScienceWJ2018WJgjWJbah 2.2 12

77 TheJhistoneJmodificationJydJlysineJchJtriXmethylationJhasJconservedJgeneJregulatoryJrolesJinJtheJ
triplicatedJgenomeJofJsrassicaJrapaJ¶YJDNAcResearchWJ2019WJcgWJeddXeed 4.5 12

76 βovelJStressXznducibleJrntisenseJRβrsJofJProteinXtodingJ¶ociJrreJSynthesizedJbyJRβrXuependentJ
RβrJPolymeraseYJPlantcPhysiologyWJ2017WJbhfWJefhXehc 6.6 12

75 wOXXsuperrootsJofJ¶otusJcorniculatusWJoverexpressingJrrabidopsisJfullXlengthJcuβrWJshowJstableJ
variationsJinJmorphologicalJtraitsYJJournalcofcPlantcPhysiologyWJ2011WJbgiWJbibXh 3.6 12

74 rnalysisJofJmultipleJoccurrencesJofJalternativeJsplicingJeventsJinJrrabidopsisJthalianaJusingJnovelJ
sequencedJfullXlengthJcuβrsYJDNAcResearchWJ2009WJbgWJbffXge 4.5 12

73
rRTruvcuskJimprovedJstatisticalJinferencesJforJrrabidopsisJgeneJfunctionsJandJstructureJ
predictionsJbyJdynamicJstructureXbasedJdynamicJexpressionJSuSuvTJanalysesYJPlantcandcCellc
PhysiologyWJ2011WJfcWJcfeXge

4.9 12

72 tharacterizationJofJgrowthXphaseXspecificJresponsesJtoJcoldJinJrrabidopsisJthalianaJ
suspensionXculturedJcellsYJPlantrcCellcandcEnvironmentWJ2008WJdbWJdfeXgf 8.4 12

71 TranscriptomeJanalysisJinJabioticJstressJconditionsJinJhigherJplantsYJTopicscincCurrentcGeneticsWJ2003WJchbXdai 12

70 β−RJassignmentJofJtheJhypotheticalJrhodaneseJdomainJrtegabafaJfromJrrabidopsisJthalianaYJ
JournalcofcBiomolecularcNMRWJ2004WJcjWJcahXi 3 12

69 −onitoringJtheJvxpressionJPatternJofJbdaaJrrabidopsisJxenesJunderJuroughtJandJtoldJStressesJbyJ
UsingJaJwullX¶engthJcuβrJ−icroarrayYJPlantcCellWJ2001WJbdWJgb 11.6 12

68 OverexpressionJofJoligouridylateJbindingJproteinJbbJresultsJinJrsrJhypersensitivityYJPlantcSignalingc
andcBehaviorWJ2017WJbcWJebcicfjb 2.5 11

67 SuccessfulJexpressionJinJpollenJofJvariousJplantJspeciesJofJinJvitroJsynthesizedJmRβrJintroducedJbyJ
particleJbombardmentYJPlantcMolecularcBiologyWJ1995WJciWJddhXeb 4.6 11

66 siologicalJwunctionJofJthangesJinJRβrJ−etabolismJinJPlantJrdaptationJtoJrbioticJStressYJPlantcandc
CellcPhysiologyWJ2019WJgaWJbijhXbjaf 4.9 10
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65 TranscriptomicJanalysisJofJrrabidopsisJthalianaJplantsJtreatedJwithJtheJ yXjJandJ yXhcJhistoneJ
deacetylaseJinhibitorsYJPlantcSignalingcandcBehaviorWJ2018WJbdWJebeeiddd 2.5 10

64 xenomeXwideJdiscoveryJandJinformationJresourceJdevelopmentJofJuβrJpolymorphismsJinJcassavaYJ
PLoScONEWJ2013WJiWJeheafg 3.7 10

63 Rz vβJtassavaJznitiativekJvstablishmentJofJaJtassavaJwunctionalJxenomicsJPlatformYJTropicalcPlantc
BiologyWJ2012WJfWJbbaXbbg 1.6 9

62
tonstructionJofJaJproteinJlibraryJofJrrabidopsisJtranscriptionJfactorsJusingJaJwheatJcellXfreeJproteinJ
productionJsystemJandJitsJapplicationJforJuβrJbindingJanalysisYJBiosciencercBiotechnologycandc
BiochemistryWJ2009WJhdWJbggbXe

2.1 9

61 TransientJexpressionJofJ˛†XglucuronidaseJinJplastidsJofJvariousJplantJcellsJandJtissuesJdeliveredJbyJaJ
pneumaticJparticleJgunYJJournalcofcPlantcResearchWJ1995WJbaiWJcdfXcea 2.6 9

60 TranscriptomeJrnalysisJofJtheJyierarchicalJResponseJofJyistoneJueacetylaseJProteinsJThatJRespondJ
inJanJrntagonisticJ−annerJtoJSalinityJStressYJFrontierscincPlantcScienceWJ2019WJbaWJbdcd 6.2 9

59 TheJznvolvementJofJ¶ongJβoncodingJRβrsJinJResponseJtoJPlantJStressYJMethodscincMolecularc
BiologyWJ2019WJbjddWJbfbXbhb 1.4 8

58 xeneJvxpressionJProfilesJinJ–atrophaJUnderJuroughtJStressJandJuuringJRecoveryYJPlantcMolecularc
BiologycReporterWJ2015WJddWJbahfXbaih 1.7 8

57 xenomeXwideJbiochemicalJanalysisJofJrrabidopsisJproteinJphosphataseJusingJaJwheatJcellXfreeJ
systemYJFEBScLettersWJ2012WJfigWJdbdeXeb 3.8 8

56 RapidJconstructionJofJaJtranscriptionJmapJforJaJcosmidJcontigJofJrrabidopsisJthalianaJgenomeJusingJ
aJnovelJcuβrJselectionJmethodYJPlantcJournalWJ1997WJbcWJeibXh 6.9 8

55 rJflexibleJrepresentationJofJomicJknowledgeJforJthoroughJanalysisJofJmicroarrayJdataYJPlantc
MethodsWJ2006WJcWJf 5.8 8

54 TransgenicJhaploidJplantsJofβicotianaJrusticaJproducedJbyJbombardmentXmediatedJtransformationJ
ofJpollenYJTransgeniccResearchWJ1995WJeWJdebXdei 3.3 8

53 ¶iveJimagingJofJyd jJacetylationJinJplantJcellsYJScientificcReportsWJ2017WJhWJefije 4.9 7

52 zntegrativeJomicsJapproachesJrevealedJaJcrosstalkJamongJphytohormonesJduringJtuberousJrootJ
developmentJinJcassavaYJPlantcMolecularcBiologyWJ2020WJb 4.6 7

51 wieldJtranscriptomeJanalysisJrevealsJaJmolecularJmechanismJforJcassavaXfloweringJinJaJmountainousJ
environmentJinJSoutheastJrsiaYJPlantcMolecularcBiologyWJ2020WJb 4.6 7

50 uroughtJstressJdifferentiallyJregulatesJtheJexpressionJofJsmallJopenJreadingJframesJSsORwsTJinJ
rrabidopsisJrootsJandJshootsYJPlantcSignalingcandcBehaviorWJ2016WJbbWJebcbfhjc 2.5 7

49 RolesJofJsubcellularJmetalJhomeostasisJinJcropJimprovementYJJournalcofcExperimentalcBotanyWJ2021WJ
hcWJcaidXcaji 7 7

48 znhibitionJofJmitochondrialJcomplexJzJbyJtheJnovelJcompoundJwS¶acgaJenhancesJhighJsalinityXstressJ
toleranceJinJrrabidopsisJthalianaYJScientificcReportsWJ2020WJbaWJigjb 4.9 6
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47 −etaboliteJandJPhytohormoneJProfilingJzllustratesJ−etabolicJReprogrammingJasJanJvscapeJ
StrategyJofJueepwaterJRiceJduringJPartiallyJSubmergedJStressYJMetabolitesWJ2020WJbaWJ 5.6 6

46 PositionalJcorrelationJanalysisJimprovesJreconstructionJofJfullXlengthJtranscriptsJandJalternativeJ
isoformsJfromJnoisyJarrayJsignalsJorJshortJreadsYJBioinformaticsWJ2012WJciWJjcjXdh 7.2 6

45 TransientJexpressionJofJforeignJgenesJinJtissuesJofJrrabidopsisJthalianaJbyJbombardmentXmediatedJ
transformationYJMethodscincMolecularcBiologyWJ1998WJicWJcbjXcf 1.4 6

44 yighlyJreproducibleJthzPXonXchipJanalysisJtoJidentifyJgenomeXwideJproteinJbindingJandJchromatinJ
statusJinJrrabidopsisJthalianaYJMethodscincMolecularcBiologyWJ2014WJbagcWJeafXcg 1.4 6

43 tzP cdJregulatesJblueJlightXdependentJstomatalJopeningJinJrrabidopsisJthalianaYJPlantcJournalWJ
2020WJbaeWJghjXgjc 6.9 6

42 rceticXacidXinducedJjasmonateJsignalingJinJrootJenhancesJdroughtJavoidanceJinJriceYJScientificc
ReportsWJ2021WJbbWJgcia 4.9 6

41 PtWOXbbJactsJasJmasterJregulatorJconductingJtheJexpressionJofJkeyJtranscriptionJfactorsJtoJinduceJ
deJnovoJshootJorganogenesisJinJpoplarYJPlantcMolecularcBiologyWJ2018WJjiWJdijXeag 4.6 6

40
rJyighlyJSpecificJxenomeXWideJrssociationJStudyJzntegratedJwithJTranscriptomeJuataJRevealsJtheJ
tontributionJofJtopyJβumberJVariationsJtoJSpecializedJ−etabolitesJinJrrabidopsisJthalianaJ
rccessionsYJMolecularcBiologycandcEvolutionWJ2017WJdeWJdbbbXdbcc

8.3 5

39 TranscriptomeJrnalysisJofJPlantJuroughtJandJSaltJStressJResponseJ2007WJcgbXcid 5

38
RafXlikeJkinasesJtstbJandJtstcJnegativelyJregulateJstomatalJopeningJbyJnegativelyJregulatingJ
plasmaJmembraneJyXrTPaseJphosphorylationJinJrrabidopsisYJPhotochemicalcandcPhotobiologicalc
SciencesWJ2020WJbjWJiiXji

4.2 5

37 zntracellularJlocalizationJofJhistoneJdeacetylaseJyurgJinJplantsYJJournalcofcPlantcResearchWJ2019WJ
bdcWJgcjXgea 2.6 4

36 vxpressionJprofileJandJfRXterminalJstructureJofJrrabidopsisJantisenseJtranscriptsJexpressedJinJ
seedsYJPlantcSignalingcandcBehaviorWJ2011WJgWJgjbXd 2.5 4

35 Rz vβJrrabidopsisJfullXlengthJcuβrJdatabaseYJTrendscincPlantcScienceWJ2002WJhWJfgcXfgd 13.1 3

34 rJTransmembraneJyybridXTypeJyistidineJ inaseJinJrrabidopsisJwunctionsJasJanJOsmosensorYJPlantc
CellWJ1999WJbbWJbhed 11.6 3

33 TransientJvxpressionJofJtheJYsvTrYXxlucuronidaseJxeneJinJShootJPrimordiaJofJyaplopappusJgracilisJ
byJUseJofJaJPneumaticJParticleJxunYYJPlantcTissuecCulturecLettersWJ1993WJbaWJchbXche 3

32 −icroarrayJrnalysisJforJStudyingJtheJrbioticJStressJResponsesJinJPlantsJ2010WJdddXdff 3

31 xenomeXwideJanalysisJofJlongJnoncodingJRβrsWJceXntJsiRβrsWJuβrJmethylationJandJyd chmedJ
marksJinJsrassicaJrapaYJPLoScONEWJ2021WJbgWJeacecfda 3.7 3

30 tharacterizationJofJyistoneJydJ¶ysineJeJandJdgJTriXmethylationJinJ¶YJFrontierscincPlantcScienceWJ2021WJ
bcWJgfjgde 6.2 3
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29 RegulationJandJ−odificationJofJtheJvpigenomeJforJvnhancedJSalinityJToleranceJinJtropJPlantsJ2018WJhhXjb 3

28 SustainableJ−anagementJofJznvasiveJtassavaJPestsJinJVietnamWJtambodiaWJandJThailandJ2018WJbdbXbfh 2

27 vstablishmentJofJframeworkJPbJclonesJforJmapXbasedJcloningJandJgenomeJsequencingkJdirectJRw¶PJ
mappingJofJlargeJclonesYJGeneWJ1998WJccfWJdbXi 3.8 2

26 uR¶bJregulatesJadaxialJleafJpatterningJandJshootJapicalJmeristemJactivityJinrrabidopsisJ2007WJfaWJeghXehe 2

25 xenomicJrnalysisJofJStressJRespnseceiXcgf 2

24 vvaluationJofJaJcuβrJscanningJmethodJconcerningJtheJfidelityJandJefficiencyJofJcuβrJselectionJ
usingJtheJYrtJtztdsbXSJregionJofJrrabidopsisJthalianaJchromosomeJfYJDNAcResearchWJ1999WJgWJcehXfd 4.5 2

23 thloroplastJTransformationJbyJParticleJsombardmentJ1992WJebdXebg 2

22 TranscriptomicJanalysisJofJrootJspecificJdroughtJmediatedJresponseJofJxYJarboreumJandJxYJ
hirsutumYJBiologiacmPolandnWJ2020WJhfWJgchXgdg 1.5 2

21 rnJefficientJmethodJofJpropagatingJcassavaJplantsJusingJaeroponicJcultureYJJournalcofcCropc
ImprovementWJ2020WJdeWJgeXid 1.4 2

20 tassavaJmosaicJdiseaseJandJitsJmanagementJinJSoutheastJrsiaYJPlantcMolecularcBiologyWJ2021WJb 4.6 2

19
OverexpressionJofJnicotinamidaseJdJSβztdTJgeneJandJtheJexogenousJapplicationJofJnicotinicJacidJ
SβrTJenhanceJdroughtJtoleranceJandJincreaseJbiomassJinJrrabidopsisYJPlantcMolecularcBiologyWJ2021WJ
bahWJgdXie

4.6 2

18 −onitoringJTranscriptomicJthangesJinJSoilXxrownJRootsJandJShootsJofJrrabidopsisJthalianaJ
SubjectedJtoJaJProgressiveJuroughtJStressYJMethodscincMolecularcBiologyWJ2018WJbhgbWJccdXcda 1.4 1

17 TheJdurationJofJethanolXinducedJhighXsalinityJstressJtoleranceJinJrrabidopsisJthalianaYJPlantc
SignalingcandcBehaviorWJ2018WJbdWJebfaaagf 2.5 1

16 xenerationJofJfullXlengthJcuβrJlibrarieskJfocusJonJplantsYJMethodscincMolecularcBiologyWJ2009WJfddWJejXgi1.4 1

15 TranscriptomeJrnalysisJofJPlantsJTreatedJwithJaJβewJtompoundJβatolenbciWJvnhancingJSaltJStressJ
ToleranceYJPlantsWJ2021WJbaWJ 4.5 1

14 RβrJRegulationJinJPlantJtoldJStressJResponseYJAdvancescincExperimentalcMedicinecandcBiologyWJ2018
WJbaibWJcdXee 3.6 1

13 rJhighJresolutionJsingleJmoleculeJsequencingXbasedJrrabidopsisJtranscriptomeJusingJnovelJ
methodsJofJzsoXseqJanalysis 1

12 vxogenousJethanolJtreatmentJalleviatesJoxidativeJdamageJofJunderJconditionsJofJhighXlightJstressYJ
PlantcBiotechnologyWJ2021WJdiWJddjXdee 1.3 1
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11 TranscriptionalJrssociationJbetweenJmRβrsJandJTheirJPairedJβaturalJrntisenseJTranscriptsJ
wollowingJwusariumJoxysporumJznoculationJinJsrassicaJrapaJ¶YYJHorticulturaeWJ2022WJiWJbh 2.5 1

10 –asmonatesJandJyistoneJdeacetylaseJgJactivateJrrabidopsisJgenomeXwideJhistoneJacetylationJandJ
methylationJduringJtheJearlyJacuteJstressJresponseYYJBMCcBiologyWJ2022WJcaWJid 7.3 1

9 SuppressedJexpressionJofJstarchJbranchingJenzymeJbJandJcJincreasesJresistantJstarchJandJamyloseJ
contentJandJmodifiesJamylopectinJstructureJinJcassavaYJPlantcMolecularcBiologyWJ2021WJb 4.6 0

8 tassavaJmicroRβrsJandJstorageJrootJdevelopmentYJBiologiacPlantarumWJ2019WJgdWJbjdXbjj 2.1 0

7 wieldXtranscriptomeJanalysesJrevealJdevelopmentalJtransitionsJduringJfloweringJinJcassavaJ
S−anihotJesculentaJtrantzTYJPlantcMolecularcBiologyWJ2021WJbagWJcifXcjg 4.6 0

6 tassavaJxeneticJzmprovementkJOmicsJrpproachesJforJwacingJxlobalJthallengesJ2012WJbaejXbagf

5 xenomeXWideJrnalysisJofJRβrJuegradationJinJrrabidopsisJ2011WJhjXij

4 rmplificationJofJlongJtargetsJofJapproximatelyJfaJkbJfromJclonedJcosmidJinsertsJofJrrabidopsisJ
thalianaYJDNAcResearchWJ1996WJdWJbahXi 4.5

3 rgrobacteriumXmediatedJcassavaJtransformationJforJtheJrsianJeliteJvarietyJ UfaYJPlantcMolecularc
BiologyWJ2021WJb 4.6

2 OptimizationJofJxeneJueliveryJtonditionsJinJRootsJofJrrabidopsisJthalianaJbyJ
sombardmentXmediatedJTransformationYYJPlantcTissuecCulturecLettersWJ1994WJbbWJcagXcba

1 rnalysisJofJtheJfpXUpstreamJRegionJofJtheJthloroplastJRβrJPolymeraseJxeneJSrposTJ1995WJcfdjXcfec
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