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l Paper IF Citations

103 wlinicalNapplicationsNofNmachineNlearningNinNcardiovascularNdiseaseNandNitsNrelevanceNtoNcardiacN
imagingbNEuropeaniHeartiJournalZN2019ZNhdZNemkiaemlj 9.5 180

102 ×nferringNcausalNmolecularNnetworksnNempiricalNassessmentNthroughNaNcommunityabasedNeffortbN
NatureiMethodsZN2016ZNegZNgedal 21.6 158

101 wommunityNassessmentNtoNadvanceNcomputationalNpredictionNofNcancerNdrugNcombinationsNinNaN
pharmacogenomicNscreenbNNatureiCommunicationsZN2019ZNedZNfjkh 17.4 119

100 PredictingNhumanNolfactoryNperceptionNfromNchemicalNfeaturesNofNodorNmoleculesbNScienceZN2017ZN
giiZNlfdalfj 33.3 117

99 TissueaspecificNfunctionalNnetworksNforNprioritizingNphenotypeNandNdiseaseNgenesbNPLoSi
ComputationaliBiologyZN2012ZNlZNeeddfjmh 5 114

98 yvaluationNofNwombinedNurtificialN×ntelligenceNandNRadiologistNussessmentNtoN×nterpretNScreeningN
MammogramsbNJAMAiNetworkiOpenZN2020ZNgZNefddfji 10.4 105

97 PredictingNgeneNfunctionNinNaNhierarchicalNcontextNwithNanNensembleNofNclassifiersbNGenomeiBiologyZN
2008ZNmNSupplNeZNSg 18.3 98

96 uNgenomewideNfunctionalNnetworkNforNtheNlaboratoryNmousebNPLoSiComputationaliBiologyZN2008ZNhZNeedddeji5 94

95
PredictionNofNoverallNsurvivalNforNpatientsNwithNmetastaticNcastrationaresistantNprostateNcancernN
developmentNofNaNprognosticNmodelNthroughNaNcrowdsourcedNchallengeNwithNopenNclinicalNtrialNdatabN
LancetiOncologyviTheZN2017ZNelZNegfaehf

21.7 90

94 miRminenNaNdatabaseNofNhumanNmiRNuNexpressionNprofilesbNBioinformaticsZN2017ZNggZNeiihaeijd 7.2 87

93 TheNemergingNeraNofNgenomicNdataNintegrationNforNanalyzingNspliceNisoformNfunctionbNTrendsiini
GeneticsZN2014ZNgdZNghdak 8.5 61

92 SystematicallyNdifferentiatingNfunctionsNforNalternativelyNsplicedNisoformsNthroughNintegratingN
RNuaseqNdatabNPLoSiComputationaliBiologyZN2013ZNmZNeeddggeh 5 58

91 yffectsNofNuntioxidantsNinN umanNwancersnNxifferentialNyffectsNonNNonawodingN×ntronicNRNuN
yxpressionbNAntioxidantsZN2016ZNiZN 7.1 58

90 wrowdsourcedNestimationNofNcognitiveNdeclineNandNresilienceNinNulzheimerUsNdiseasebNAlzheimerpsiandi
DementiaZN2016ZNefZNjhiaig 1.2 58

89 wrowdsourcedNassessmentNofNcommonNgeneticNcontributionNtoNpredictingNantiaTNzNtreatmentN
responseNinNrheumatoidNarthritisbNNatureiCommunicationsZN2016ZNkZNefhjd 17.4 54

88 QuestNforNMissingNProteinsnNUpdateNfdeiNonNwhromosomeawentricN umanNProteomeNProjectbN
JournaliofiProteomeiResearchZN2015ZNehZNgheiage 5.6 50

87 MachineNLearningNtoNPredictNuntiaTumorNNecrosisNzactorNxrugNResponsesNofNRheumatoidNurthritisN
PatientsNbyN×ntegratingNwlinicalNandN’eneticNMarkersbNArthritisiandiRheumatologyZN2019ZNkeZNemlkaemmj 9.5 49
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86 zunctionalNgenomicsNcomplementsNquantitativeNgeneticsNinNidentifyingNdiseaseageneNassociationsbN
PLoSiComputationaliBiologyZN2010ZNjZNeedddmme 5 46

85 SingleacellNuTuwaSeqNinNhumanNpancreaticNisletsNandNdeepNlearningNupscalingNofNrareNcellsNrevealsN
cellaspecificNtypeNfNdiabetesNregulatoryNsignaturesbNMoleculariMetabolismZN2020ZNgfZNedmaefe 8.8 46

84 wOV×xaemNdrugNrepurposingnNuNreviewNofNcomputationalNscreeningNmethodsZNclinicalNtrialsZNandN
proteinNinteractionNassaysbNMedicinaliResearchiReviewsZN2021ZNheZNiafl 14.4 43

83 NetworkNPropagationNPredictsNxrugNSynergyNinNwancersbNCanceriResearchZN2018ZNklZNihhjaihik 10.1 42

82 TranscriptionalNregulationNofNmicroalgaeNforNconcurrentNlipidNoverproductionNandNsecretionbNSciencei
AdvancesZN2019ZNiZNeaaugkmi 14.3 41

81 ×dentificationNofNstageaspecificNgenesNassociatedNwithNlupusNnephritisNandNresponseNtoNremissionN
inductionNinNVNZvNˆ�NNZWWzeNandNNZMfhedNmicebNArthritisiandiRheumatologyZN2014ZNjjZNffhjaffil 9.5 37

80 xevelopmentalNtranscriptomeNanalysisNofNhumanNerythropoiesisbNHumaniMoleculariGeneticsZN2014ZN
fgZNhiflahf 5.6 36

79 uNcommunityNeffortNtoNcreateNstandardsNforNevaluatingNtumorNsubclonalNreconstructionbNNaturei
BiotechnologyZN2020ZNglZNmkaedk 44.5 35

78 vrainaspecificNfunctionalNrelationshipNnetworksNinformNautismNspectrumNdisorderNgeneNpredictionbN
TranslationaliPsychiatryZN2018ZNlZNij 8.6 30

77 uNnewNclassNofNproteinNcancerNbiomarkerNcandidatesnNdifferentiallyNexpressedNspliceNvariantsNofN
yRvvfNV yRfcneuWNandNyRvveNVy’zRWNinNbreastNcancerNcellNlinesbNJournaliofiProteomicsZN2014ZNedkZNedgaef3.9 30

76 unchornNtransacellNtypeNpredictionNofNtranscriptionNfactorNbindingNsitesbNGenomeiResearchZN2019ZNfmZNfleafmf9.7 30

75 RevisitingNtheNidentificationNofNcanonicalNspliceNisoformsNthroughNintegrationNofNfunctionalN
genomicsNandNproteomicsNevidencebNProteomicsZN2014ZNehZNfkdmael 4.8 28

74 womparisonNofNspinocerebellarNataxiaNtypeNgNmouseNmodelsNidentifiesNearlyNgainaofafunctionZN
cellaautonomousNtranscriptionalNchangesNinNoligodendrocytesbNHumaniMoleculariGeneticsZN2017ZNfjZNggjfaggkh5.6 27

73 MultipleNMyelomaNxRyuMNwhallengeNrevealsNepigeneticNregulatorNP zemNasNmarkerNofNaggressiveN
diseasebNLeukemiaZN2020ZNghZNeljjaelkh 10.7 27

72 zunctionalNNetworksNofN ighestawonnectedNSpliceN×soformsnNzromNTheNwhromosomeNekN umanN
ProteomeNProjectbNJournaliofiProteomeiResearchZN2015ZNehZNghlhame 5.6 26

71 RescueNofNMetabolicNulterationsNinNuReegQNSkeletalNMuscleNbyNPeripheralNundrogenNReceptorN’eneN
SilencingbNCelliReportsZN2016ZNekZNefiaegj 10.6 26

70 ’enomeaWideNzunctionalNunnotationNofN umanNProteinawodingNSpliceNVariantsNUsingNMultipleN
×nstanceNLearningbNJournaliofiProteomeiResearchZN2016ZNeiZNekhkaig 5.6 23

69 wompleteNhazardNrankingNtoNanalyzeNrightacensoredNdatanNunNuLSNsurvivalNstudybNPLoSiComputationali
BiologyZN2017ZNegZNeeddillk 5 22

(2017-2010)

3



68 uccurateNpredictionNofNpersonalizedNolfactoryNperceptionNfromNlargeascaleNchemoinformaticN
featuresbNGigaScienceZN2018ZNkZN 7.6 20

67 wellularZNtranscriptomicNandNisoformNheterogeneityNofNbreastNcancerNcellNlineNrevealedNbyNfullalengthN
singleacellNRNuNsequencingbNComputationaliandiStructuraliBiotechnologyiJournalZN2020ZNelZNjkjajli 6.8 16

66 ’eneticNvariantsNinNPL’ZNLPuZNandNS×’LywNehNasNwellNasNsmokingNcontributeNtoNplasmaNplasminogenN
levelsbNBloodZN2014ZNefhZNgeiiajh 2.2 16

65 uNwommunityNwhallengeNforN×nferringN’eneticNPredictorsNofN’eneNyssentialitiesNthroughNunalysisNofN
aNzunctionalNScreenNofNwancerNwellNLinesbNCelliSystemsZN2017ZNiZNhliahmkbeg 10.6 14

64 xeepNLearningN×dentifiesNxigitalNviomarkersNforNSelfaReportedNParkinsonUsNxiseasebNPatternsZN2020ZN
eZN 5.1 14

63
M×soMinenNaNgenomeascaleNhigharesolutionNdataNportalNofNexpressionZNfunctionNandNnetworksNatNtheN
spliceNisoformNlevelNinNtheNmousebNDatabase:itheiJournaliofiBiologicaliDatabasesiandiCurationZN2015ZN
fdeiZNbavdhi

5 14

62 uNNetworkNofNSpliceN×soformsNforNtheNMousebNScientificiReportsZN2016ZNjZNfhidk 4.9 14

61 ThreeaPlaneaassembledNxeepNLearningNSegmentationNofN’liomasbNRadiology:iArtificialiIntelligenceZN
2020ZNfZNeemddee 8.7 12

60 wOMPuSSnNuNcomputationalNmodelNtoNpredictNchangesNinNMMSyNscoresNfhamonthsNafterNinitialN
assessmentNofNulzheimerUsNdiseasebNScientificiReportsZN2016ZNjZNghijk 4.9 12

59 zastwloneNisNaNprobabilisticNtoolNforNdeconvolutingNtumorNheterogeneityNinNbulkasequencingN
samplesbNNatureiCommunicationsZN2020ZNeeZNhhjm 17.4 12

58 ModelavasedNandNModelazreeNTechniquesNforNumyotrophicNLateralNSclerosisNxiagnosticNPredictionN
andNPatientNwlusteringbNNeuroinformaticsZN2019ZNekZNhdkahfe 3.2 12

57 xNupnNuNPipelineNforNxNuaseqNxataNunalysisbNScientificiReportsZN2018ZNlZNjkmg 4.9 11

56 wommunityNussessmentNofNtheNPredictabilityNofNwancerNProteinNandNPhosphoproteinNLevelsNfromN
’enomicsNandNTranscriptomicsbNCelliSystemsZN2020ZNeeZNeljaemibem 10.6 11

55 PredictingNdynamicNsignalingNnetworkNresponseNunderNunseenNperturbationsbNBioinformaticsZN2014ZN
gdZNfkkfal 7.2 10

54 xeepSleepNconvolutionalNneuralNnetworkNallowsNaccurateNandNfastNdetectionNofNsleepNarousalbN
CommunicationsiBiologyZN2021ZNhZNel 6.7 10

53 ModelingNdynamicNfunctionalNrelationshipNnetworksNandNapplicationNtoNexNvivoNhumanNerythroidN
differentiationbNBioinformaticsZN2014ZNgdZNggfiagg 7.2 9

52 xeepNResidualNNeuralNNetworksNResolveNQuartetNMolecularNPhylogeniesbNMoleculariBiologyiandi
EvolutionZN2020ZNgkZNehmiaeidk 8.3 9

51 ’raphf’OnNaNmultiamodalNattributedNnetworkNembeddingNmethodNforNinferringNproteinNfunctionsbN
GigaScienceZN2020ZNmZN 7.6 9
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50 PrognosticNmodelNforNmultipleNmyelomaNprogressionNintegratingNgeneNexpressionNandNclinicalN
featuresbNGigaScienceZN2019ZNlZN 7.6 9

49 wrowdsourcingNdigitalNhealthNmeasuresNtoNpredictNParkinsonUsNdiseaseNseveritynNtheNParkinsonUsN
xiseaseNxigitalNviomarkerNxRyuMNwhallengebNNpjiDigitaliMedicineZN2021ZNhZNig 15.7 8

48 MachineNlearningNempowersNphosphoproteomeNpredictionNinNcancersbNBioinformaticsZN2020ZNgjZNlimaljh 7.2 8

47 RegulatoryNnetworkNinferredNusingNexpressionNdataNofNsmallNsampleNsizenNapplicationNandNvalidationN
inNerythroidNsystembNBioinformaticsZN2015ZNgeZNfigkahh 7.2 7

46 Tu×β×nNapproachingNexperimentalNreplicatesalevelNaccuracyNforNdrugNsynergyNpredictionbN
BioinformaticsZN2019ZNgiZNfgglafggm 7.2 7

45 vai uinNcrossaspeciesNbrainaspecificNnetworkNbuiltNwithNhundredsNofNhandacuratedNdatasetsbN
BioinformaticsZN2019ZNgiZNfhljafhll 7.2 7

44
untisenseNOligonucleotideNTherapyNTargetedNugainstNuTXNgN×mprovesNPotassiumN
whannelaMediatedNPurkinjeNNeuronNxysfunctionNinNSpinocerebellarNutaxiaNTypeNgbNCerebellumZN2021ZN
fdZNheaig

4.3 7

43 uNproteogenomicNapproachNtoNunderstandNspliceNisoformNfunctionsNthroughNsequenceNandN
expressionabasedNcomputationalNmodelingbNBriefingsiiniBioinformaticsZN2016ZNekZNedfhaedge 13.4 6

42 viasedZNnonaequivalentNgeneaproximalNandNadistalNbindingNmotifsNofNorphanNnuclearNreceptorNTRhNinN
primaryNhumanNerythroidNcellsbNPLoSiGeneticsZN2014ZNedZNeeddhggm 6 6

41 whromosomeNekNMissingNProteinsnNRecentNProgressNandNzutureNxirectionsNasNPartNofNtheNneXtaMPidN
whallengebNJournaliofiProteomeiResearchZN2018ZNekZNhdjeahdke 5.6 6

40 TreatmentNStratificationNofNPatientsNwithNMetastaticNwastrationaResistantNProstateNwancerNbyN
MachineNLearningbNIScienceZN2020ZNfgZNeddldh 6.1 5

39 wrowdsourcingNassessmentNofNmaternalNbloodNmultiaomicsNforNpredictingNgestationalNageNandN
pretermNbirthbNCelliReportsiMedicineZN2021ZNfZNeddgfg 18 5

38 xeepNlearningNpredictionNofNpatientNresponseNtimeNcourseNfromNearlyNdataNviaN
neuralapharmacokineticcpharmacodynamicNmodellingbNNatureiMachineiIntelligenceZN2021ZNgZNjmjakdh 22.5 5

37 NeuralaOxyNforNpharmacokineticsNmodelingNandNitsNadvantageNtoNalternativeNmachineNlearningN
modelsNinNpredictingNnewNdosingNregimensbNIScienceZN2021ZNfhZNedfldh 6.1 5

36 WakingNupNtoNdataNchallengesbNNatureiMachineiIntelligenceZN2019ZNeZN 22.5 5

35 ’uTugNubundanceN×sNaNwriticalNxeterminantNofNTNwellNReceptorN˛†NullelicNyxclusionbNMoleculariandi
CellulariBiologyZN2017ZNgkZN 4.8 4

34 TissueNexusnNaNdatabaseNofNhumanNtissueNfunctionalNgeneNnetworksNbuiltNwithNaNlargeNcompendiumN
ofNcuratedNRNuaseqNdatabNNucleiciAcidsiResearchZN2021ZN 20.1 4

33 xetectingNusymmetricNPatternsNandNLocalizingNwancersNonNMammogramsbNPatternsZN2020ZNeZN 5.1 4
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32 ’eneNexpressionNprofilesNofNdiabeticNkidneyNdiseaseNandNneuropathyNinNeNOSNknockoutNmicenN
PredictorsNofNpathologyNandNRuSNblockadeNeffectsbNFASEBiJournalZN2021ZNgiZNefehjk 0.9 4

31 βointNlearningNimprovesNproteinNabundanceNpredictionNinNcancersbNBMCiBiologyZN2019ZNekZNedk 7.3 4

30  ighaThroughputNSingleawellNSequencingNofNbothNullelesbNJournaliofiImmunologyZN2018ZNfdeZNghjiaghkd 5.3 4

29 YuMxunNthousandfoldNspeedupNofNyMabasedNmotifNdiscoveryNusingNdeepNlearningNlibrariesNandN’PUbN
BioinformaticsZN2018ZNghZNgiklagild 7.2 4

28 venchmarkedNapproachesNforNreconstructionNofNin´ vitroNcellNlineagesNandNinNsilicoNmodelsNofNwbN
elegansNandNMbNmusculusNdevelopmentalNtreesbNCelliSystemsZN2021ZNefZNledalfjbeh 10.6 4

27 M×aPVTnNuNToolNforNVisualizingNtheNwhromosomeawentricN umanNProteomebNJournaliofiProteomei
ResearchZN2015ZNehZNgkjfak 5.6 3

26 MachineNLearningNforNwancerNxrugNwombinationbNClinicaliPharmacologyiandiTherapeuticsZN2020ZNedkZNkhmakif6.1 3

25 uNsimilarityabasedNapproachNtoNleverageNmultiacohortNmedicalNdataNonNtheNdiagnosisNandNprognosisN
ofNulzheimerUsNdiseasebNGigaScienceZN2018ZNkZN 7.6 3

24 zastNdecodingNcellNtypeaspecificNtranscriptionNfactorNbindingNlandscapeNatNsingleanucleotideN
resolutionbNGenomeiResearchZN2021ZNgeZNkfeakge 9.7 3

23 uNsurvivalNmodelNgeneralizedNtoNregressionNlearningNalgorithmsbNNatureiComputationaliScienceZN2021
ZNeZNhggahhd 3

22 womparativeNanalysisNofNmolecularNfingerprintsNinNpredictionNofNdrugNcombinationNeffectsbNBriefingsi
iniBioinformaticsZN2021ZNffZN 13.4 3

21 unNintegratedNbrainaspecificNnetworkNidentifiesNgenesNassociatedNwithNneuropathologicNandNclinicalN
traitsNofNulzheimerUsNdiseasebbNBriefingsiiniBioinformaticsZN2021ZN 13.4 2

20 MultipleNMyelomaNxRyuMNwhallengeNRevealsNypigeneticNRegulatorP zemusNMarkerNofNuggressiveNxisease 2

19 unnotationNofNulternativelyNSplicedNProteinsNandNTranscriptsNwithNProteinazoldingNulgorithmsNandN
×soformaLevelNzunctionalNNetworksbNMethodsiiniMoleculariBiologyZN2017ZNeiilZNheiahgj 1.4 2

18 whallengeaynabledNMachineNLearningNtoNxrugaResponseNPredictionbNAAPSiJournalZN2020ZNffZNedj 3.7 2

17 ussessmentNofNtheNtimelinessNandNrobustnessNforNpredictingNadultNsepsisbNIScienceZN2021ZNfhZNedfedj 6.1 2

16 ’enesNwaughtN×nNzlagrantinN×ntegratingNRenalNTranscriptionalNProfilesNWithN’enotypesNandN
PhenotypesbNSeminarsiiniNephrologyZN2015ZNgiZNfgkahh 4.8 1

15 PrioritizingNpredictiveNbiomarkersNforNgeneNessentialityNinNcancerNcellsNwithNmRNuNexpressionNdataN
andNxNuNcopyNnumberNprofilebNBioinformaticsZN2018ZNghZNgmkiagmlf 7.2 1
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14 LeopardnNfastNdecodingNcellNtypeaspecificNtranscriptionNfactorNbindingNlandscapeNatNsingleanucleotideNresolution1

13 xeepSleepnNzastNandNuccurateNxelineationNofNSleepNurousalsNatNMillisecondNResolutionNbyNxeepNLearning 1

12 uutoaannotatingNsleepNstagesNbasedNonNpolysomnographicNdatabbNPatternsZN2022ZNgZNeddgke 5.1 1

11 yvidenceNofNwidespreadZNindependentNsequenceNsignatureNforNtranscriptionNfactorNcobindingbN
GenomeiResearchZN2020ZN 9.7 1

10 wrowdsourcingNdigitalNhealthNmeasuresNtoNpredictNParkinsonâ��sNdiseaseNseveritynNtheNParkinsonâ��sN
xiseaseNxigitalNviomarkerNxRyuMNwhallenge 1

9 wrowdsourcingNassessmentNofNmaternalNbloodNmultiaomicsNforNpredictingNgestationalNageNandN
pretermNbirth 1

8  ighNthroughputNsingleNcellNsequencingNofNbothNTacellareceptorabetaNalleles 1

7 womparativeNanalysisNofNmolecularNrepresentationsNinNpredictionNofNdrugNcombinationNeffects 1

6 usymmetricNPredictiveNRelationshipsNucrossN istoneNModificationsbbNNatureiMachineiIntelligenceZN
2022ZNhZNfllafmm 22.5 1

5  eterogeneousNdigitalNbiomarkerNintegrationNoutaperformsNpatientNselfareportsNinNpredictingN
ParkinsonUsNdiseasebbNCommunicationsiBiologyZN2022ZNiZNil 6.7 0

4 ynablingNyatingNxetectionNinNaNzreealivingNynvironmentnN×ntegrativeNyngineeringNandNMachineN
LearningNStudybbNJournaliofiMedicaliInternetiResearchZN2022ZNfhZNefkmgh 7.6 0

3 xeepNlearningNidentifiesNerroneousNmicroarrayabasedZNgenealevelNconclusionsNinNliteraturebNNARi
GenomicsiandiBioinformaticsZN2021ZNgZNlqabdlm 3.7

2 TimesiasnNuNmachineNlearningNpipelineNforNpredictingNoutcomesNfromNtimeaseriesNclinicalNrecordsbN
STARiProtocolsZN2021ZNfZNeddjgm 1.4

1 MicroadissectionNandNintegrationNofNlongNandNshortNreadsNtoNcreateNaNrobustNcatalogNofNkidneyN
compartmentaspecificNisoformsbbNPLoSiComputationaliBiologyZN2022ZNelZNeededdhd 5
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