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j Paper IF Citations

171 pHrecurrentHSwp−zbHframeshiftHvariantHinHputismHSpectrumHsisorderWHNpjiGenomiciMedicineUH2021UH
eUHhZ 6.2 1

170 ronfigurationalHtntropyHofHuoldedHProteinsHandHxtsHxmportanceHforHxntrinsicallyHsisorderedHProteinsWH
InternationaliJournaliofiMoleculariSciencesUH2021UHaaUH 6.3 2

169 PhosphorylationVdependentHregulationHofHmessengerHR−pHtranscriptionUHprocessingHandHtranslationH
withinHbiomolecularHcondensatesWHCurrentiOpinioniiniCelliBiologyUH2021UHehUHbYVcY 9 11

168 xnteractionHhotHspotsHforHphaseHseparationHrevealedHbyH−’RHstudiesHofHaHrpPRx−ZHcondensedH
phaseWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2021UHZZgUH 11.5 11

167
V‘inkedVVpcetylglucosaminylationHofHtheHR−pVqindingHProteinHtWSH−VTerminalH‘owHromplexityH
RegionHReducesHPhaseHSeparationHandHtnhancesHrondensateHsynamicsWHJournaliofitheiAmericani
ChemicaliSocietyUH2021UHZcbUHZZdaYVZZdbc

16.4 2

166 RecessiveHvariantsHimpairHactinHremodelingHandHcauseHglomerulopathyHinHhumansHandHmiceWHSciencei
AdvancesUH2021UHfUH 14.3 6

165 xdentifyingHmolecularHfeaturesHthatHareHassociatedHwithHbiologicalHfunctionHofHintrinsicallyH
disorderedHproteinHregionsWHELifeUH2021UHZYUH 8.9 3

164 uUSVp‘SHmutantsHalterHu’RPHphaseHseparationHequilibriumHandHimpairHproteinHtranslationWHSciencei
AdvancesUH2021UHfUH 14.3 6

163 vlobalHProximityHxnteractomeHofHtheHwumanH’acroautophagyHPathwayWHAutophagyUH2021UHZVZb 10.2 4

162 PtsHinHaYaZiHaHmajorHupdateHofHtheHproteinHensembleHdatabaseHforHintrinsicallyHdisorderedHproteinsWH
NucleiciAcidsiResearchUH2021UHchUHscYcVscZZ 20.1 31

161 PhaseHSeparationHasHaH’issingH’echanismHforHxnterpretationHofHsiseaseH’utationsWHCellUH2020UHZgbUHZfcaVZfde56.2 34

160
romparativeHrolesHofHchargeUHUHandHhydrophobicHinteractionsHinHsequenceVdependentHphaseH
separationHofHintrinsicallyHdisorderedHproteinsWHProceedingsiofitheiNationaliAcademyiofiSciencesiofi
theiUnitediStatesiofiAmericaUH2020UHZZfUHagfhdVaggYd

11.5 56

159 txtendedHtxperimentalHxnferentialHStructureHseterminationH’ethodHinHseterminingHtheHStructuralH
tnsemblesHofHsisorderedHProteinHStatesWHCommunicationsiChemistryUH2020UHbUH 6.3 21

158 −onVcooperativeHctVqPaHfoldingHwithHexchangeHbetweenHexuctVbindingHandHbindingVincompatibleH
statesHtunesHcapVdependentHtranslationHinhibitionWHNatureiCommunicationsUH2020UHZZUHbZce 17.4 6

157 putismV’isregulatedHexucvH’icroexonsHrontrolHSynapticHTranslationHandHwigherHOrderHrognitiveH
uunctionsWHMoleculariCellUH2020UHffUHZZfeVZZhaWeZe 17.6 32

156 WhenceHqlobsnHPhylogeneticsHofHfunctionalHproteinHcondensatesWHBiochemicaliSocietyiTransactionsUH
2020UHcgUHaZdZVaZdg 5.1 3

155 −’RHtxperimentsHforHStudiesHofHsiluteHandHrondensedHProteinHPhasesiHppplicationHtoHtheH
PhaseVSeparatingHProteinHrpPRx−ZWHJournaliofitheiAmericaniChemicaliSocietyUH2020UHZcaUHacfZVacgh 16.4 23
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154 ronformationalHtnsemblesHofHanHxntrinsicallyHsisorderedHProteinHronsistentHwithH−’RUHSpXSUHandH
SingleV’oleculeHuRtTWHJournaliofitheiAmericaniChemicaliSocietyUH2020UHZcaUHZdehfVZdfZY 16.4 41

153 xdentificationHofHaHmolecularHlocusHforHnormalizingHdysregulatedHvpqpHreleaseHfromHinterneuronsHinH
theHuragileHXHbrainWHMoleculariPsychiatryUH2020UHadUHaYZfVaYbd 15.1 35

152 PhosphoVdependentHphaseHseparationHofHu’RPHandHrpPRx−ZHrecapitulatesHregulationHofH
translationHandHdeadenylationWHScienceUH2019UHbedUHgadVgah 33.3 128

151 uirstVgenerationHpredictorsHofHbiologicalHproteinHphaseHseparationWHCurrentiOpinioniiniStructurali
BiologyUH2019UHdgUHggVhe 8.1 62

150
pugmentationHofHrysticHuibrosisHTransmembraneHronductanceHRegulatorHuunctionHinHwumanH
qronchialHtpithelialHrellsHviaHS‘repZcVsependentHpminoHpcidHUptakeWHxmplicationsHforHTreatmentH
ofHrysticHuibrosisWHAmericaniJournaliofiRespiratoryiCelliandiMoleculariBiologyUH2019UHeZUHfddVfec

5.7 11

149 tntropyHandHxnformationHwithinHxntrinsicallyHsisorderedHProteinHRegionsWHEntropyUH2019UHaZUH 2.8 22

148 OxidativeHxnhibitionHofHPbpZHPhaseHSeparationWHBiochemistryUH2019UHdgUHbYdfVbYdh 3.2 0

147 TranslatingH’aterialHScienceHintoHqiologicalHuunctionWHMoleculariCellUH2019UHfdUHZVa 17.6 21

146 PropertiesHofHStressHvranuleHandHPVqodyHProteomesWHMoleculariCellUH2019UHfeUHageVahc 17.6 105

145 ProteomeVwideHsignaturesHofHfunctionHinHhighlyHdivergedHintrinsicallyHdisorderedHregionsWHELifeUH
2019UHgUH 8.9 53

144
PhosphoregulatedHu’RPHphaseHseparationHmodelsHactivityVdependentHtranslationHthroughH
bidirectionalHcontrolHofHmR−pHgranuleHformationWHProceedingsiofitheiNationaliAcademyiofiSciencesi
ofitheiUnitediStatesiofiAmericaUH2019UHZZeUHcaZgVcaaf

11.5 125

143 TheoriesHforHSequenceVsependentHPhaseHqehaviorsHofHqiomolecularHrondensatesWHBiochemistryUH
2018UHdfUHachhVadYg 3.2 115

142 RvvXRvH’otifHRegionsHinHR−pHqindingHandHPhaseHSeparationWHJournaliofiMoleculariBiologyUH2018UH
cbYUHcedYVceed 6.5 166

141 ruTRHstructureWHJournaliofiCysticiFibrosisUH2018UHZfUHSdVSg 4.1 11

140 ’ultivalentHxnteractionsHwithHubwfHandHPinZHuacilitateHRecognitionHofHcVyunHbyHtheHSruHUbiquitinH
‘igaseWHStructureUH2018UHaeUHagVbhWea 5.2 17

139 romplexHregulatoryHmechanismsHmediatedHbyHtheHinterplayHofHmultipleHpostVtranslationalH
modificationsWHCurrentiOpinioniiniStructuraliBiologyUH2018UHcgUHdgVef 8.1 68

138 PiVPiHcontactsHareHanHoverlookedHproteinHfeatureHrelevantHtoHphaseHseparationWHELifeUH2018UHfUH 8.9 302

137 SynergyHofHcp’PHandHcalciumHsignalingHpathwaysHinHruTRHregulationWHProceedingsiofitheiNationali
AcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2017UHZZcUHtaYgeVtaYhd 11.5 31

(2017-2020)
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136 xnterplayHofHburiedHhistidineHprotonationHandHproteinHstabilityHinHprionHmisfoldingWHScientificiReportsUH
2017UHfUHgga 4.9 14

135 pnHevolutionaryHswitchHinH−saHenablesHSrcHkinaseHregulationHofH−’spHreceptorsWHNaturei
CommunicationsUH2017UHgUHZdaaY 17.4 8

134 sirectHqindingHofHtheHrorrectorHVXVgYhHtoHwumanHruTRH−qsZiHtvidenceHofHanHpllostericHrouplingH
betweenHtheHqindingHSiteHandHtheH−qsZir‘cHxnterfaceWHMoleculariPharmacologyUH2017UHhaUHZacVZbd 4.3 51

133 pnHallostericHconduitHfacilitatesHdynamicHmultisiteHsubstrateHrecognitionHbyHtheHSruHubiquitinHligaseWH
NatureiCommunicationsUH2017UHgUHZbhcb 17.4 28

132
StructuralHandHhydrodynamicHpropertiesHofHanHintrinsicallyHdisorderedHregionHofHaHgermHcellVspecificH
proteinHonHphaseHseparationWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaUH2017UHZZcUHtgZhcVtgaYb

11.5 227

131 PhenotypicHprofilingHofHruTRHmodulatorsHinHpatientVderivedHrespiratoryHepitheliaWHNpjiGenomici
MedicineUH2017UHaUHZa 6.2 46

130 StabilizationHofHaHnucleotideVbindingHdomainHofHtheHcysticHfibrosisHtransmembraneHconductanceH
regulatorHyieldsHinsightHintoHdiseaseVcausingHmutationsWHJournaliofiBiologicaliChemistryUH2017UHahaUHZcZcfVZcZec5.4 13

129 ’olecularHstructuralHanalysisHofHaHnovelHandHdeVnovoHmutationHinHtheHStRPx−rZHgeneHassociatedH
withHtypeHZHantithrombinHdeficiencyWHBritishiJournaliofiHaematologyUH2017UHZffUHedcVede 4.5 3

128 RandomVphaseVapproximationHtheoryHforHsequenceVdependentUHbiologicallyHfunctionalHliquidVliquidH
phaseHseparationHofHintrinsicallyHdisorderedHproteinsWHJournaliofiMoleculariLiquidsUH2017UHaagUHZfeVZhb 6 73

127 rhargeHpatternHmatchingHasHaHâ��fuzzyâ��HmodeHofHmolecularHrecognitionHforHtheHfunctionalHphaseH
separationsHofHintrinsicallyHdisorderedHproteinsWHNewiJournaliofiPhysicsUH2017UHZhUHZZdYYb 2.9 61

126 ‘iquidVliquidHphaseHseparationHinHcellularHsignalingHsystemsWHCurrentiOpinioniiniStructuraliBiologyUH
2016UHcZUHZgYVZge 8.1 116

125 SequenceVSpecificHPolyampholyteHPhaseHSeparationHinH’embranelessHOrganellesWHPhysicaliReviewi
LettersUH2016UHZZfUHZfgZYZ 7.4 149

124 RoleHofHrqSHandHqatemanHsomainsHinHPhosphorylationVsependentHRegulationHofHaHr‘rHpnionH
rhannelWHBiophysicaliJournalUH2016UHZZZUHZgfeVZgge 2.9 3

123 ’odulationHofHxntrinsicallyHsisorderedHProteinHuunctionHbyHPostVtranslationalH’odificationsWHJournali
ofiBiologicaliChemistryUH2016UHahZUHeeheVfYd 5.4 262

122 synamicHProteinHxnteractionH−etworksHandH−ewHStructuralHParadigmsHinHSignalingWHChemicali
ReviewsUH2016UHZZeUHecacVea 68.1 118

121 uindingHOurHWayHinHtheHsarkHProteomeWHJournaliofitheiAmericaniChemicaliSocietyUH2016UHZbgUHhfbYVca 16.4 93

120
qindingHscreenHforHcysticHfibrosisHtransmembraneHconductanceHregulatorHcorrectorsHfindsHnewH
chemicalHmatterHandHyieldsHinsightsHintoHcysticHfibrosisHtherapeuticHstrategyWHProteiniScienceUH2016UH
adUHbeYVfb

6.3 21

119 sevelopmentHandHcharacterizationHofHsyntheticHantibodiesHbindingHtoHtheHcysticHfibrosisH
conductanceHregulatorWHMAbsUH2016UHgUHZZefVfe 6.6 3
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118 ronformationsHofHaH’etastableHSwbHsomainHrharacterizedHbyHsmuRtTHandHanHtxcludedVVolumeH
PolymerH’odelWHBiophysicaliJournalUH2016UHZZYUHZdZYVZdaa 2.9 15

117 pH−ewHPhaseHinHp‘SHResearchWHStructureUH2016UHacUHZcbdVe 5.2 5

116
seletionHofHPhenylalanineHdYgHinHtheHuirstH−ucleotideVbindingHsomainHofHtheHrysticHuibrosisH
TransmembraneHronductanceHRegulatorHxncreasesHronformationalHtxchangeHandHxnhibitsH
simerizationWHJournaliofiBiologicaliChemistryUH2015UHahYUHaageaVfg

5.4 15

115 uoldingHofHanHintrinsicallyHdisorderedHproteinHbyHphosphorylationHasHaHregulatoryHswitchWHNatureUH
2015UHdZhUHZYeVh 50.4 344

114 cWZYdgrmTHvariantHinHtheHStRPx−rZHgeneHisHpathogenicHforHantithrombinHdeficiencyWHBritishiJournali
ofiHaematologyUH2015UHZfYUHZabVd 4.5 2

113 PhaseHtransitionHofHaHdisorderedHnuageHproteinHgeneratesHenvironmentallyHresponsiveH
membranelessHorganellesWHMoleculariCellUH2015UHdfUHhbeVhcf 17.6 952

112 TheHeffectHofHintrachainHelectrostaticHrepulsionHonHconformationalHdisorderHandHdynamicsHofHtheH
SicZHproteinWHJournaliofiPhysicaliChemistryiBUH2014UHZZgUHcYggVhf 3.4 43

111 rlinicalHpresentationHandHmolecularHbasisHofHcongenitalHantithrombinHdeficiencyHinHchildreniHaHcohortH
studyWHBritishiJournaliofiHaematologyUH2014UHZeeUHZbYVh 4.5 14

110 ptVsqiHaHdatabaseHofHstructuralHensemblesHofHintrinsicallyHdisorderedHandHofHunfoldedHproteinsWH
NucleiciAcidsiResearchUH2014UHcaUHsbaeVbd 20.1 159

109 uromHsequenceHandHforcesHtoHstructureUHfunctionUHandHevolutionHofHintrinsicallyHdisorderedHproteinsWH
StructureUH2013UHaZUHZchaVh 5.2 144

108 rharacterizationHofHdisorderedHproteinsHwithHt−St’q‘tWHBioinformaticsUH2013UHahUHbhgVh 7.2 115

107 xnteractionHofHtheHeukaryoticHinitiationHfactorHctHwithHctVqPaHatHaHdynamicHbipartiteHinterfaceWH
StructureUH2013UHaZUHaZgeVhe 5.2 64

106 StructuralHchangesHofHruTRHRHregionHuponHphosphorylationiHaHplasticHplatformHforHintramolecularH
andHintermolecularHinteractionsWHFEBSiJournalUH2013UHagYUHccYfVZe 5.7 44

105
RegulatoryHRHregionHofHtheHruTRHchlorideHchannelHisHaHdynamicHintegratorHofHphosphoVdependentH
intraVHandHintermolecularHinteractionsWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitedi
StatesiofiAmericaUH2013UHZZYUHtccafVbe

11.5 110

104 WhatOsHinHaHnamenHWhyHtheseHproteinsHareHintrinsicallyHdisorderediHWhyHtheseHproteinsHareH
intrinsicallyHdisorderedWHIntrinsicallyiDisorderediProteinsUH2013UHZUHeacZdf 171

103 synamicsHintrinsicHtoHcysticHfibrosisHtransmembraneHconductanceHregulatorHfunctionHandHstabilityWH
ColdiSpringiHarboriPerspectivesiiniMedicineUH2013UHbUHaYYhdaa 5.4 24

102 TheHZxPdHectodomainHcoVlocalizesHwithHPrPHandHmayHacquireHaHPrPVlikeHfoldHthatHassemblesHintoHaH
dimerWHPLoSiONEUH2013UHgUHefacce 3.7 19

101 pllostericHcouplingHbetweenHtheHintracellularHcouplingHhelixHcHandHregulatoryHsitesHofHtheHfirstH
nucleotideVbindingHdomainHofHruTRWHPLoSiONEUH2013UHgUHefcbcf 3.7 24

(2013-2016)
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100 synamicHcomplexesHofHintrinsicallyHdisorderedHproteinsHandHtheirHregulationHbyHpostVtranslationalH
modificationsWHFASEBiJournalUH2013UHafUHcdhWZ 0.9

99 ProbingHtheHdiverseHlandscapeHofHproteinHflexibilityHandHbindingWHCurrentiOpinioniiniStructurali
BiologyUH2012UHaaUHecbVdY 8.1 87

98 tnsembleHmodelingHofHproteinHdisorderedHstatesiHexperimentalHrestraintHcontributionsHandH
validationWHProteins:iStructureviFunctioniandiBioinformaticsUH2012UHgYUHddeVfa 4.2 95

97
rompositeHlowHaffinityHinteractionsHdictateHrecognitionHofHtheHcyclinVdependentHkinaseHinhibitorH
SicZHbyHtheHSrurdccHubiquitinHligaseWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitedi
StatesiofiAmericaUH2012UHZYhUHbagfVha

11.5 51

96
ronformationalHchangesHrelevantHtoHchannelHactivityHandHfoldingHwithinHtheHfirstHnucleotideHbindingH
domainHofHtheHcysticHfibrosisHtransmembraneHconductanceHregulatorWHJournaliofiBiologicaliChemistry
UH2012UHagfUHagcgYVhc

5.4 42

95 TransientHstructureHandHdynamicsHinHtheHdisorderedHcV’ycHtransactivationHdomainHaffectHqinZH
bindingWHNucleiciAcidsiResearchUH2012UHcYUHebdbVee 20.1 75

94 PhosphorylationVdependentHZcVbVbHproteinHinteractionsHregulateHruTRHbiogenesisWHMoleculari
BiologyiofitheiCellUH2012UHabUHhheVZYYh 3.5 45

93 sifferentialHdynamicHengagementHwithinHacHSwbHdomainiHpeptideHcomplexesHrevealedHbyHcoVlinearH
chemicalHshiftHperturbationHanalysisWHPLoSiONEUH2012UHfUHedZaga 3.7 27

92 StructuralHsignatureHofHtheH’YPTZVPPZHinteractionWHJournaliofitheiAmericaniChemicaliSocietyUH2011UH
ZbbUHfbVgY 16.4 37

91 −’RHspectroscopyHtoHstudyHtheHdynamicsHandHinteractionsHofHruTRWHMethodsiiniMoleculariBiologyUH
2011UHfcZUHbffVcYb 1.4 9

90 −’RHevidenceHforHdifferentialHphosphorylationVdependentHinteractionsHinHWTHandHseltaudYgHruTRWH
EMBOiJournalUH2010UHahUHaebVff 13 87

89
rouplingHofHtandemHSmadHubiquitinationHregulatoryHfactorHPSmurfRHWWHdomainsHmodulatesHtargetH
specificityWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2010UH
ZYfUHZgcYcVh

11.5 57

88 TheHubiquitinHbindingHregionHofHtheHSmurfHwtrTHdomainHfacilitatesHpolyubiquitylationHandHbindingH
ofHubiquitylatedHsubstratesWHJournaliofiBiologicaliChemistryUH2010UHagdUHebYgVZd 5.4 55

87 SequenceHdeterminantsHofHcompactionHinHintrinsicallyHdisorderedHproteinsWHBiophysicaliJournalUH2010
UHhgUHabgbVhY 2.9 252

86 −’RHcharacterizationHofHcopperVbindingHdomainsHcVeHofHpTPfqWHBiochemistryUH2010UHchUHgcegVff 3.2 33

85 ProteinHdynamicsHandHconformationalHdisorderHinHmolecularHrecognitionWHJournaliofiMoleculari
RecognitionUH2010UHabUHZYdVZe 2.6 277

84 Zd−HwXsVSO‘tXSYHexperimentHforHaccurateHmeasurementHofHamideHsolventHexchangeHratesiH
applicationHtoHdenaturedHdrk−HSwbWHJournaliofiBiomoleculariNMRUH2010UHceUHaafVcc 3 48

83 StructureXfunctionHimplicationsHinHaHdynamicHcomplexHofHtheHintrinsicallyHdisorderedHSicZHwithHtheH
rdccHsubunitHofHanHSruHubiquitinHligaseWHStructureUH2010UHZgUHchcVdYe 5.2 208
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82 StructuralHdiversityHinHfreeHandHboundHstatesHofHintrinsicallyHdisorderedHproteinHphosphataseHZH
regulatorsWHStructureUH2010UHZgUHZYhcVZYb 5.2 94

81 ’egakaryocyteHandHplateletHabnormalitiesHinHaHpatientHwithHaHWbbrHmutationHinHtheHconservedH
SwbVlikeHdomainHofHmyosinHheavyHchainHxxpWHThrombosisiandiHaemostasisUH2009UHZYaUHZacZVdY 7 13

80 StructuralUHfunctionalUHandHbioinformaticHstudiesHdemonstrateHtheHcrucialHroleHofHanHextendedH
peptideHbindingHsiteHforHtheHSwbHdomainHofHyeastHpbpZpWHJournaliofiBiologicaliChemistryUH2009UHagcUHaehZgVaf5.4 25

79
StructureHandHdisorderHinHanHunfoldedHstateHunderHnondenaturingHconditionsHfromHensembleH
modelsHconsistentHwithHaHlargeHnumberHofHexperimentalHrestraintsWHJournaliofiMoleculariBiologyUH
2009UHbhZUHbdhVfc

6.5 126

78 StructuralHstudiesHofHuuHdomainsHofHtheHtranscriptionHfactorHrpZdYHprovideHinsightsHintoHtheH
organizationHofHuuHdomainHtandemHarraysWHJournaliofiMoleculariBiologyUH2009UHbhbUHcYhVac 6.5 9

77 ralculationHofHresidualHdipolarHcouplingsHfromHdisorderedHstateHensemblesHusingHlocalHalignmentWH
JournaliofitheiAmericaniChemicaliSocietyUH2008UHZbYUHfgYcVd 16.4 61

76 rongenitalHchlorideVlosingHdiarrheaHcausingHmutationsHinHtheHSTpSHdomainHresultHinHmisfoldingHandH
mistraffickingHofHS‘raepbWHJournaliofiBiologicaliChemistryUH2008UHagbUHgfZZVaa 5.4 54

75 synamicHequilibriumHengagementHofHaHpolyvalentHligandHwithHaHsingleVsiteHreceptorWHProceedingsiofi
theiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2008UHZYdUHZfffaVf 11.5 257

74 ’olecularHoxygenHasHaHparamagneticH−’RHprobeHofHproteinHsolventHexposureHandHtopologyWH
ConceptsiiniMagneticiResonanceiPartiA:iBridgingiEducationiandiResearchUH2008UHbapUHabhVadb 0.6 11

73 OxygenHasHaHparamagneticHprobeHofHclusteringHandHsolventHexposureHinHfoldedHandHunfoldedHstatesH
ofHanHSwbHdomainWHJournaliofitheiAmericaniChemicaliSocietyUH2007UHZahUHZgaeVbd 16.4 27

72 ruTRHregulatoryHregionHinteractsHwithH−qsZHpredominantlyHviaHmultipleHtransientHhelicesWHNaturei
StructuraliandiMoleculariBiologyUH2007UHZcUHfbgVcd 17.6 233

71 ptomicVlevelHcharacterizationHofHdisorderedHproteinHensemblesWHCurrentiOpinioniiniStructurali
BiologyUH2007UHZfUHbVZc 8.1 360

70 SynucleinVgammaHtargetingHpeptideHinhibitorHthatHenhancesHsensitivityHofHbreastHcancerHcellsHtoH
antimicrotubuleHdrugsWHCanceriResearchUH2007UHefUHeaeVbb 10.1 48

69 PolyelectrostaticHinteractionsHofHdisorderedHligandsHsuggestHaHphysicalHbasisHforHultrasensitivityWH
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2007UHZYcUHhedYVd 11.5 186

68 putoinhibitionHofHtheHwtrTVtypeHubiquitinHligaseHSmurfaHthroughHitsHraHdomainWHCellUH2007UHZbYUHedZVea 56.2 206

67 xmprovedHstructuralHcharacterizationsHofHtheHdrk−HSwbHdomainHunfoldedHstateHsuggestHaHcompactH
ensembleHwithHnativeVlikeHandHnonVnativeHstructureWHJournaliofiMoleculariBiologyUH2007UHbefUHZchcVdZY 6.5 99

66 StructuralHdeterminantsHforHhighVaffinityHbindingHinHaH−eddcHWWbSHdomainVrommHPYHmotifH
complexWHStructureUH2006UHZcUHdcbVdb 5.2 67

65 pnHexpandedHWWHdomainHrecognitionHmotifHrevealedHbyHtheHinteractionHbetweenHSmadfHandHtheHtbH
ubiquitinHligaseHSmurfaWHJournaliofiBiologicaliChemistryUH2006UHagZUHZfYehVZfYfd 5.4 45

(2006-2010)
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64 rharacterizationHofHtheHhydrodynamicHpropertiesHofHtheHfoldingHtransitionHstateHofHanHSwbHdomainH
byHmagnetizationHtransferH−’RHspectroscopyWHBiochemistryUH2006UHcdUHecbcVcd 3.2 6

63 pHchangeHinHconformationalHdynamicsHunderliesHtheHactivationHofHtphHreceptorHtyrosineHkinasesWH
EMBOiJournalUH2006UHadUHcegeVhe 13 82

62 TryptophanHsolventHexposureHinHfoldedHandHunfoldedHstatesHofHanHSwbHdomainHbyHZhuHandHZwH−’RWH
BiochemistryUH2006UHcdUHZcZaYVg 3.2 30

61 wydrationHandHpackingHalongHtheHfoldingHpathwayHofHSwbHdomainsHbyHpressureVdependentH−’RWH
BiochemistryUH2006UHcdUHcfZZVh 3.2 27

60 SensitivityHofHsecondaryHstructureHpropensitiesHtoHsequenceHdifferencesHbetweenHalphaVHandH
gammaVsynucleiniHimplicationsHforHfibrillationWHProteiniScienceUH2006UHZdUHafhdVgYc 6.3 547

59 −’RHdynamicsVderivedHinsightsHintoHtheHbindingHpropertiesHofHaHpeptideHinteractingHwithHanHSwaH
domainWHBiochemistryUH2005UHccUHehcVfYb 3.2 27

58 ’easuringHpzPaRHvaluesHinHproteinHfoldingHtransitionHstateHensemblesHbyH−’RHspectroscopyWHJournali
ofitheiAmericaniChemicaliSocietyUH2005UHZafUHghYcVd 16.4 15

57 StructuralHcomparisonHofHtheHunstableHdrk−HSwbHdomainHandHaHstableHmutantWHBiochemistryUH2005UH
ccUHZdddYVeY 3.2 31

56 sisorderHinHaHtargetHforHtheHsmadaHmadHhomologyHaHdomainHandHitsHimplicationsHforHbindingHandH
specificityWHJournaliofiBiologicaliChemistryUH2004UHafhUHcYfYfVZc 5.4 19

55 pffinityHandHspecificityHofHinteractionsHbetweenH−eddcHisoformsHandHtheHepithelialH−aTHchannelWH
JournaliofiBiologicaliChemistryUH2003UHafgUHaYYZhVag 5.4 74

54 promaticHandHmethylH−OtsHhighlightHhydrophobicHclusteringHinHtheHunfoldedHstateHofHanHSwbH
domainWHBiochemistryUH2003UHcaUHgegfVhd 3.2 77

53 rorrigendumHtoHtheHPaperHbyH’okHetHalWHPZhhhRH−OtHsataHsemonstratingHaHrompactHUnfoldedHStateH
forHanHSwbHsomainHunderH−onVdenaturingHronditionsWHJournaliofiMoleculariBiologyUH2003UHbahUHZgdVZgf 6.5 15

52 SiteVspecificHcontributionsHtoHtheHpwHdependenceHofHproteinHstabilityWHProceedingsiofitheiNationali
AcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2003UHZYYUHcdcdVdY 11.5 79

51 pHJthreeVprongedJHbindingHmechanismHforHtheHSpPXSwasZpHSwaHdomainiHstructuralHbasisHandH
relevanceHtoHtheHX‘PHsyndromeWHEMBOiJournalUH2002UHaZUHbZcVab 13 73

50 SolutionHstructureHandHdynamicsHofHtheHouterHmembraneHenzymeHPagPHbyH−’RWHProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2002UHhhUHZbdeYVd 11.5 282

49
StructureHofHaHregulatoryHcomplexHinvolvingHtheHpblHSwbHdomainUHtheHrrkHSwaHdomainUHandHaH
rrkVderivedHphosphopeptideWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesi
ofiAmericaUH2002UHhhUHZcYdbVg

11.5 63

48
’easurementHofHsideVchainHcarboxylHpzPaRHvaluesHofHglutamateHandHaspartateHresiduesHinHanH
unfoldedHproteinHbyHmultinuclearH−’RHspectroscopyWHJournaliofitheiAmericaniChemicaliSocietyUH
2002UHZacUHdfZcVf

16.4 62

47 sistributionHofHmolecularHsizeHwithinHanHunfoldedHstateHensembleHusingHsmallVangleHXVrayHscatteringH
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