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l Paper IF Citations

171 qackboneHdynamicsHofHaHfreeHandHphosphopeptideVcomplexedHSrcHhomologyHaHdomainHstudiedHbyH
Zd−H−’RHrelaxationWHBiochemistryUH1994UHbbUHdhgcVeYYb 3.2 1979

170 PhaseHtransitionHofHaHdisorderedHnuageHproteinHgeneratesHenvironmentallyHresponsiveH
membranelessHorganellesWHMoleculariCellUH2015UHdfUHhbeVhcf 17.6 952

169
qackboneHZwHandHZd−HresonanceHassignmentsHofHtheH−VterminalHSwbHdomainHofHdrkHinHfoldedHandH
unfoldedHstatesHusingHenhancedVsensitivityHpulsedHfieldHgradientH−’RHtechniquesWHJournaliofi
BiomoleculariNMRUH1994UHcUHgcdVdg

3 617

168 SensitivityHofHsecondaryHstructureHpropensitiesHtoHsequenceHdifferencesHbetweenHalphaVHandH
gammaVsynucleiniHimplicationsHforHfibrillationWHProteiniScienceUH2006UHZdUHafhdVgYc 6.3 547

167 SlowHdynamicsHinHfoldedHandHunfoldedHstatesHofHanHSwbHdomainWHJournaliofitheiAmericaniChemicali
SocietyUH2001UHZabUHZZbcZVda 16.4 408

166
TwoVdimensionalH−’RHexperimentsHforHcorrelatingHcarbonVZbWbetaWHandHprotonWdeltaWXWepsilonWH
chemicalHshiftsHofHaromaticHresiduesHinHZbrVlabeledHproteinsHviaHscalarHcouplingsWHJournaliofithei
AmericaniChemicaliSocietyUH1993UHZZdUHZZYdcVZZYdd

16.4 399

165 pHheteronuclearHcorrelationHexperimentHforHsimultaneousHdeterminationHofHZd−HlongitudinalHdecayH
andHchemicalHexchangeHratesHofHsystemsHinHslowHequilibriumWHJournaliofiBiomoleculariNMRUH1994UHcUHfafVbc3 387

164 ptomicVlevelHcharacterizationHofHdisorderedHproteinHensemblesWHCurrentiOpinioniiniStructurali
BiologyUH2007UHZfUHbVZc 8.1 360

163 uoldingHofHanHintrinsicallyHdisorderedHproteinHbyHphosphorylationHasHaHregulatoryHswitchWHNatureUH
2015UHdZhUHZYeVh 50.4 344

162 PiVPiHcontactsHareHanHoverlookedHproteinHfeatureHrelevantHtoHphaseHseparationWHELifeUH2018UHfUH 8.9 302

161 romparisonHofHtheHbackboneHdynamicsHofHaHfoldedHandHanHunfoldedHSwbHdomainHexistingHinH
equilibriumHinHaqueousHbufferWHBiochemistryUH1995UHbcUHgegVfg 3.2 289

160 SolutionHstructureHandHdynamicsHofHtheHouterHmembraneHenzymeHPagPHbyH−’RWHProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2002UHhhUHZbdeYVd 11.5 282

159 ProteinHdynamicsHandHconformationalHdisorderHinHmolecularHrecognitionWHJournaliofiMoleculari
RecognitionUH2010UHabUHZYdVZe 2.6 277

158 ’odulationHofHxntrinsicallyHsisorderedHProteinHuunctionHbyHPostVtranslationalH’odificationsWHJournali
ofiBiologicaliChemistryUH2016UHahZUHeeheVfYd 5.4 262

157 synamicHequilibriumHengagementHofHaHpolyvalentHligandHwithHaHsingleVsiteHreceptorWHProceedingsiofi
theiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2008UHZYdUHZfffaVf 11.5 257

156 SequenceHdeterminantsHofHcompactionHinHintrinsicallyHdisorderedHproteinsWHBiophysicaliJournalUH2010
UHhgUHabgbVhY 2.9 252

155 ruTRHregulatoryHregionHinteractsHwithH−qsZHpredominantlyHviaHmultipleHtransientHhelicesWHNaturei
StructuraliandiMoleculariBiologyUH2007UHZcUHfbgVcd 17.6 233
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154
StructuralHandHhydrodynamicHpropertiesHofHanHintrinsicallyHdisorderedHregionHofHaHgermHcellVspecificH
proteinHonHphaseHseparationWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaUH2017UHZZcUHtgZhcVtgaYb

11.5 227

153 rorrelationHbetweenHdynamicsHandHhighHaffinityHbindingHinHanHSwaHdomainHinteractionWHBiochemistryUH
1996UHbdUHbeZVg 3.2 225

152 StructureXfunctionHimplicationsHinHaHdynamicHcomplexHofHtheHintrinsicallyHdisorderedHSicZHwithHtheH
rdccHsubunitHofHanHSruHubiquitinHligaseWHStructureUH2010UHZgUHchcVdYe 5.2 208

151 putoinhibitionHofHtheHwtrTVtypeHubiquitinHligaseHSmurfaHthroughHitsHraHdomainWHCellUH2007UHZbYUHedZVea 56.2 206

150 PolyelectrostaticHinteractionsHofHdisorderedHligandsHsuggestHaHphysicalHbasisHforHultrasensitivityWH
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2007UHZYcUHhedYVd 11.5 186

149 ralculationHofHensemblesHofHstructuresHrepresentingHtheHunfoldedHstateHofHanHSwbHdomainWHJournali
ofiMoleculariBiologyUH2001UHbYgUHZYZZVba 6.5 184

148 SolutionHstructureHofHaH−eddcHWWHdomainVt−arHpeptideHcomplexWHNatureiStructuraliBiologyUH2001UH
gUHcYfVZa 181

147 WhatOsHinHaHnamenHWhyHtheseHproteinsHareHintrinsicallyHdisorderediHWhyHtheseHproteinsHareH
intrinsicallyHdisorderedWHIntrinsicallyiDisorderediProteinsUH2013UHZUHeacZdf 171

146 StructuralHcharacterizationHofHfoldedHandHunfoldedHstatesHofHanHSwbHdomainHinHequilibriumHinH
aqueousHbufferWHBiochemistryUH1995UHbcUHefgcVhc 3.2 170

145 RvvXRvH’otifHRegionsHinHR−pHqindingHandHPhaseHSeparationWHJournaliofiMoleculariBiologyUH2018UH
cbYUHcedYVceed 6.5 166

144 ptVsqiHaHdatabaseHofHstructuralHensemblesHofHintrinsicallyHdisorderedHandHofHunfoldedHproteinsWH
NucleiciAcidsiResearchUH2014UHcaUHsbaeVbd 20.1 159

143 sistributionHofHmolecularHsizeHwithinHanHunfoldedHstateHensembleHusingHsmallVangleHXVrayHscatteringH
andHpulseHfieldHgradientH−’RHtechniquesWHJournaliofiMoleculariBiologyUH2002UHbZeUHZYZVZa 6.5 158

142 SequenceVSpecificHPolyampholyteHPhaseHSeparationHinH’embranelessHOrganellesWHPhysicaliReviewi
LettersUH2016UHZZfUHZfgZYZ 7.4 149

141 −OtHdataHdemonstratingHaHcompactHunfoldedHstateHforHanHSwbHdomainHunderHnonVdenaturingH
conditionsWHJournaliofiMoleculariBiologyUH1999UHaghUHeZhVbg 6.5 149

140 rharacterizationHofHtheHbackboneHdynamicsHofHfoldedHandHdenaturedHstatesHofHanHSwbHdomainWH
BiochemistryUH1997UHbeUHabhYVcYa 3.2 148

139 vlobalHfoldsHofHproteinsHwithHlowHdensitiesHofH−OtsHusingHresidualHdipolarHcouplingsiHapplicationHtoH
theHbfYVresidueHmaltodextrinVbindingHproteinWHJournaliofiMoleculariBiologyUH2000UHbYYUHZhfVaZa 6.5 147

138 StructuralHcharacterizationHofHproteinsHwithHanHattachedHpTrU−HmotifHbyHparamagneticHrelaxationH
enhancementH−’RHspectroscopyWHJournaliofitheiAmericaniChemicaliSocietyUH2001UHZabUHhgcbVf 16.4 145

137 uromHsequenceHandHforcesHtoHstructureUHfunctionUHandHevolutionHofHintrinsicallyHdisorderedHproteinsWH
StructureUH2013UHaZUHZchaVh 5.2 144

(2013-2017)

3



136 pHsimpleHinHvivoHassayHforHincreasedHproteinHsolubilityWHProteiniScienceUH1999UHgUHZhYgVZZ 6.3 140

135 wighVresolutionHthreeVdimensionalHstructureHofHreducedHrecombinantHhumanHthioredoxinHinH
solutionWHBiochemistryUH1991UHbYUHaegdVhg 3.2 137

134 rontributionsHtoHproteinHentropyHandHheatHcapacityHfromHbondHvectorHmotionsHmeasuredHbyH−’RH
spinHrelaxationWHJournaliofiMoleculariBiologyUH1997UHafaUHfhYVgYc 6.5 134

133 PhosphoVdependentHphaseHseparationHofHu’RPHandHrpPRx−ZHrecapitulatesHregulationHofH
translationHandHdeadenylationWHScienceUH2019UHbedUHgadVgah 33.3 128

132 −’RHstudiesHofHunfoldedHstatesHofHanHSwbHdomainHinHaqueousHsolutionHandHdenaturingHconditionsWH
BiochemistryUH1997UHbeUHbhdhVfY 3.2 128

131
StructureHandHdisorderHinHanHunfoldedHstateHunderHnondenaturingHconditionsHfromHensembleH
modelsHconsistentHwithHaHlargeHnumberHofHexperimentalHrestraintsWHJournaliofiMoleculariBiologyUH
2009UHbhZUHbdhVfc

6.5 126

130
PhosphoregulatedHu’RPHphaseHseparationHmodelsHactivityVdependentHtranslationHthroughH
bidirectionalHcontrolHofHmR−pHgranuleHformationWHProceedingsiofitheiNationaliAcademyiofiSciencesi
ofitheiUnitediStatesiofiAmericaUH2019UHZZeUHcaZgVcaaf

11.5 125

129 synamicHProteinHxnteractionH−etworksHandH−ewHStructuralHParadigmsHinHSignalingWHChemicali
ReviewsUH2016UHZZeUHecacVea 68.1 118

128 ‘iquidVliquidHphaseHseparationHinHcellularHsignalingHsystemsWHCurrentiOpinioniiniStructuraliBiologyUH
2016UHcZUHZgYVZge 8.1 116

127 RelationshipHbetweenHelectrostaticsHandHredoxHfunctionHinHhumanHthioredoxiniHcharacterizationHofH
pwHtitrationHshiftsHusingHtwoVdimensionalHhomoVHandHheteronuclearH−’RWHBiochemistryUH1992UHbZUHbccaVda3.2 116

126 TheoriesHforHSequenceVsependentHPhaseHqehaviorsHofHqiomolecularHrondensatesWHBiochemistryUH
2018UHdfUHachhVadYg 3.2 115

125 rharacterizationHofHdisorderedHproteinsHwithHt−St’q‘tWHBioinformaticsUH2013UHahUHbhgVh 7.2 115

124
RegulatoryHRHregionHofHtheHruTRHchlorideHchannelHisHaHdynamicHintegratorHofHphosphoVdependentH
intraVHandHintermolecularHinteractionsWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitedi
StatesiofiAmericaUH2013UHZZYUHtccafVbe

11.5 110

123 PropertiesHofHStressHvranuleHandHPVqodyHProteomesWHMoleculariCellUH2019UHfeUHageVahc 17.6 105

122 siversityHinHproteinHrecognitionHbyHPTqHdomainsWHCurrentiOpinioniiniStructuraliBiologyUH1999UHhUHehYVd 8.1 103

121 xmprovedHstructuralHcharacterizationsHofHtheHdrk−HSwbHdomainHunfoldedHstateHsuggestHaHcompactH
ensembleHwithHnativeVlikeHandHnonVnativeHstructureWHJournaliofiMoleculariBiologyUH2007UHbefUHZchcVdZY 6.5 99

120 StructureHofHaH−umbHPTqHdomainVpeptideHcomplexHsuggestsHaHbasisHforHdiverseHbindingHspecificityWH
NatureiStructuraliBiologyUH1998UHdUHZYfdVgb 98

119 rorrelationHbetweenHbindingHandHdynamicsHatHSwaHdomainHinterfacesWHNatureiStructuraliBiologyUH
1998UHdUHZdeVeb 97
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118 −ovelHmodeHofHligandHbindingHbyHtheHSwaHdomainHofHtheHhumanHX‘PHdiseaseHgeneHproductH
SpPXSwasZpWHCurrentiBiologyUH1999UHhUHZbddVea 6.3 97

117 tnsembleHmodelingHofHproteinHdisorderedHstatesiHexperimentalHrestraintHcontributionsHandH
validationWHProteins:iStructureviFunctioniandiBioinformaticsUH2012UHgYUHddeVfa 4.2 95

116 ’ultidimensionalH−’RHmethodsHforHproteinHstructureHdeterminationWHIUBMBiLifeUH2001UHdaUHahZVbYa 4.7 95

115 StructuralHdiversityHinHfreeHandHboundHstatesHofHintrinsicallyHdisorderedHproteinHphosphataseHZH
regulatorsWHStructureUH2010UHZgUHZYhcVZYb 5.2 94

114 uindingHOurHWayHinHtheHsarkHProteomeWHJournaliofitheiAmericaniChemicaliSocietyUH2016UHZbgUHhfbYVca 16.4 93

113 SimilaritiesHbetweenHtheHspectrinHSwbHdomainHdenaturedHstateHandHitsHfoldingHtransitionHstateWH
JournaliofiMoleculariBiologyUH2000UHahfUHZaZfVah 6.5 90

112 ProbingHtheHdiverseHlandscapeHofHproteinHflexibilityHandHbindingWHCurrentiOpinioniiniStructurali
BiologyUH2012UHaaUHecbVdY 8.1 87

111 −’RHevidenceHforHdifferentialHphosphorylationVdependentHinteractionsHinHWTHandHseltaudYgHruTRWH
EMBOiJournalUH2010UHahUHaebVff 13 87

110 StudiesHonHtheHsolutionHconformationHofHhumanHthioredoxinHusingHheteronuclearHZd−VZwHnuclearH
magneticHresonanceHspectroscopyWHBiochemistryUH1990UHahUHZdeeVfa 3.2 86

109 pHchangeHinHconformationalHdynamicsHunderliesHtheHactivationHofHtphHreceptorHtyrosineHkinasesWH
EMBOiJournalUH2006UHadUHcegeVhe 13 82

108 SiteVspecificHcontributionsHtoHtheHpwHdependenceHofHproteinHstabilityWHProceedingsiofitheiNationali
AcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2003UHZYYUHcdcdVdY 11.5 79

107 promaticHandHmethylH−OtsHhighlightHhydrophobicHclusteringHinHtheHunfoldedHstateHofHanHSwbH
domainWHBiochemistryUH2003UHcaUHgegfVhd 3.2 77

106 TransientHstructureHandHdynamicsHinHtheHdisorderedHcV’ycHtransactivationHdomainHaffectHqinZH
bindingWHNucleiciAcidsiResearchUH2012UHcYUHebdbVee 20.1 75

105 pffinityHandHspecificityHofHinteractionsHbetweenH−eddcHisoformsHandHtheHepithelialH−aTHchannelWH
JournaliofiBiologicaliChemistryUH2003UHafgUHaYYZhVag 5.4 74

104 pnalysisHofHdeuteriumHrelaxationVderivedHmethylHaxisHorderHparametersHandHcorrelationHwithHlocalH
structureWHJournaliofiBiomoleculariNMRUH1999UHZbUHZgZVd 3 74

103 RandomVphaseVapproximationHtheoryHforHsequenceVdependentUHbiologicallyHfunctionalHliquidVliquidH
phaseHseparationHofHintrinsicallyHdisorderedHproteinsWHJournaliofiMoleculariLiquidsUH2017UHaagUHZfeVZhb 6 73

102 pHJthreeVprongedJHbindingHmechanismHforHtheHSpPXSwasZpHSwaHdomainiHstructuralHbasisHandH
relevanceHtoHtheHX‘PHsyndromeWHEMBOiJournalUH2002UHaZUHbZcVab 13 73

101 sramaticHstabilizationHofHanHSwbHdomainHbyHaHsingleHsubstitutioniHrolesHofHtheHfoldedHandHunfoldedH
statesWHJournaliofiMoleculariBiologyUH2001UHbYfUHhZbVag 6.5 73

(2001-1999)
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100 −’RHPulseHSchemesHforHtheHSequenceVSpecificHpssignmentHofHprginineHvuanidinoHZd−HandHZwH
rhemicalHShiftsHinHProteinsWHJournaliofitheiAmericaniChemicaliSocietyUH1995UHZZfUHbddeVbdec 16.4 73

99
TripleVresonanceH−OtSYVbasedHexperimentsHwithHimprovedHspectralHresolutioniHapplicationsHtoH
structuralHcharacterizationHofHunfoldedUHpartiallyHfoldedHandHfoldedHproteinsWHJournaliofi
BiomoleculariNMRUH1997UHhUHZgZVaYY

3 69

98 romplexHregulatoryHmechanismsHmediatedHbyHtheHinterplayHofHmultipleHpostVtranslationalH
modificationsWHCurrentiOpinioniiniStructuraliBiologyUH2018UHcgUHdgVef 8.1 68

97 StructuralHdeterminantsHforHhighVaffinityHbindingHinHaH−eddcHWWbSHdomainVrommHPYHmotifH
complexWHStructureUH2006UHZcUHdcbVdb 5.2 67

96 xnteractionHofHtheHeukaryoticHinitiationHfactorHctHwithHctVqPaHatHaHdynamicHbipartiteHinterfaceWH
StructureUH2013UHaZUHaZgeVhe 5.2 64

95 SequentialHassignmentHofHprolineVrichHregionsHinHproteinsiHapplicationHtoHmodularHbindingHdomainH
complexesWHJournaliofiBiomoleculariNMRUH2000UHZeUHadbVh 3 64

94
StructureHofHaHregulatoryHcomplexHinvolvingHtheHpblHSwbHdomainUHtheHrrkHSwaHdomainUHandHaH
rrkVderivedHphosphopeptideWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesi
ofiAmericaUH2002UHhhUHZcYdbVg

11.5 63

93 rooperativeHinteractionsHandHaHnonVnativeHburiedHTrpHinHtheHunfoldedHstateHofHanHSwbHdomainWH
JournaliofiMoleculariBiologyUH2002UHbaaUHZebVfg 6.5 63

92 uirstVgenerationHpredictorsHofHbiologicalHproteinHphaseHseparationWHCurrentiOpinioniiniStructurali
BiologyUH2019UHdgUHggVhe 8.1 62

91
’easurementHofHsideVchainHcarboxylHpzPaRHvaluesHofHglutamateHandHaspartateHresiduesHinHanH
unfoldedHproteinHbyHmultinuclearH−’RHspectroscopyWHJournaliofitheiAmericaniChemicaliSocietyUH
2002UHZacUHdfZcVf

16.4 62

90 rhargeHpatternHmatchingHasHaHâ��fuzzyâ��HmodeHofHmolecularHrecognitionHforHtheHfunctionalHphaseH
separationsHofHintrinsicallyHdisorderedHproteinsWHNewiJournaliofiPhysicsUH2017UHZhUHZZdYYb 2.9 61

89 ralculationHofHresidualHdipolarHcouplingsHfromHdisorderedHstateHensemblesHusingHlocalHalignmentWH
JournaliofitheiAmericaniChemicaliSocietyUH2008UHZbYUHfgYcVd 16.4 61

88
StructuralHandHdynamicHcharacterizationHofHtheHphosphotyrosineHbindingHregionHofHaHSrcHhomologyHaH
domainVVphosphopeptideHcomplexHbyH−’RHrelaxationUHprotonHexchangeUHandHchemicalHshiftH
approachesWHBiochemistryUH1995UHbcUHZZbdbVea

3.2 60

87
rouplingHofHtandemHSmadHubiquitinationHregulatoryHfactorHPSmurfRHWWHdomainsHmodulatesHtargetH
specificityWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2010UH
ZYfUHZgcYcVh

11.5 57

86
romparativeHrolesHofHchargeUHUHandHhydrophobicHinteractionsHinHsequenceVdependentHphaseH
separationHofHintrinsicallyHdisorderedHproteinsWHProceedingsiofitheiNationaliAcademyiofiSciencesiofi
theiUnitediStatesiofiAmericaUH2020UHZZfUHagfhdVaggYd

11.5 56

85
romprehensiveH−OtHcharacterizationHofHaHpartiallyHfoldedHlargeHfragmentHofHstaphylococcalH
nucleaseHseltaZbZseltaUHusingH−’RHmethodsHwithHimprovedHresolutionWHJournaliofiMoleculari
BiologyUH1997UHafaUHhVaY

6.5 56

84 TheHubiquitinHbindingHregionHofHtheHSmurfHwtrTHdomainHfacilitatesHpolyubiquitylationHandHbindingH
ofHubiquitylatedHsubstratesWHJournaliofiBiologicaliChemistryUH2010UHagdUHebYgVZd 5.4 55

83 rongenitalHchlorideVlosingHdiarrheaHcausingHmutationsHinHtheHSTpSHdomainHresultHinHmisfoldingHandH
mistraffickingHofHS‘raepbWHJournaliofiBiologicaliChemistryUH2008UHagbUHgfZZVaa 5.4 54
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82 ProteomeVwideHsignaturesHofHfunctionHinHhighlyHdivergedHintrinsicallyHdisorderedHregionsWHELifeUH
2019UHgUH 8.9 53

81 sirectHqindingHofHtheHrorrectorHVXVgYhHtoHwumanHruTRH−qsZiHtvidenceHofHanHpllostericHrouplingH
betweenHtheHqindingHSiteHandHtheH−qsZir‘cHxnterfaceWHMoleculariPharmacologyUH2017UHhaUHZacVZbd 4.3 51

80
rompositeHlowHaffinityHinteractionsHdictateHrecognitionHofHtheHcyclinVdependentHkinaseHinhibitorH
SicZHbyHtheHSrurdccHubiquitinHligaseWHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitedi
StatesiofiAmericaUH2012UHZYhUHbagfVha

11.5 51

79 wighHpopulationsHofHnonVnativeHstructuresHinHtheHdenaturedHstateHareHcompatibleHwithHtheH
formationHofHtheHnativeHfoldedHstateWHJournaliofiMoleculariBiologyUH1998UHagcUHZZdbVec 6.5 49

78 Zd−HwXsVSO‘tXSYHexperimentHforHaccurateHmeasurementHofHamideHsolventHexchangeHratesiH
applicationHtoHdenaturedHdrk−HSwbWHJournaliofiBiomoleculariNMRUH2010UHceUHaafVcc 3 48

77 SynucleinVgammaHtargetingHpeptideHinhibitorHthatHenhancesHsensitivityHofHbreastHcancerHcellsHtoH
antimicrotubuleHdrugsWHCanceriResearchUH2007UHefUHeaeVbb 10.1 48

76 PhenotypicHprofilingHofHruTRHmodulatorsHinHpatientVderivedHrespiratoryHepitheliaWHNpjiGenomici
MedicineUH2017UHaUHZa 6.2 46

75 SideVchainHdynamicsHofHtheHSpPHSwaHdomainHcorrelateHwithHaHbindingHhotHspotHandHaHregionHwithH
conformationalHplasticityWHJournaliofiMoleculariBiologyUH2002UHbaaUHeYdVaY 6.5 46

74 PhosphorylationVdependentHZcVbVbHproteinHinteractionsHregulateHruTRHbiogenesisWHMoleculari
BiologyiofitheiCellUH2012UHabUHhheVZYYh 3.5 45

73 pnHexpandedHWWHdomainHrecognitionHmotifHrevealedHbyHtheHinteractionHbetweenHSmadfHandHtheHtbH
ubiquitinHligaseHSmurfaWHJournaliofiBiologicaliChemistryUH2006UHagZUHZfYehVZfYfd 5.4 45

72 StructuralHchangesHofHruTRHRHregionHuponHphosphorylationiHaHplasticHplatformHforHintramolecularH
andHintermolecularHinteractionsWHFEBSiJournalUH2013UHagYUHccYfVZe 5.7 44

71 TheHeffectHofHintrachainHelectrostaticHrepulsionHonHconformationalHdisorderHandHdynamicsHofHtheH
SicZHproteinWHJournaliofiPhysicaliChemistryiBUH2014UHZZgUHcYggVhf 3.4 43

70
seterminationHofHtheHpositionsHofHboundHwaterHmoleculesHinHtheHsolutionHstructureHofHreducedH
humanHthioredoxinHbyHheteronuclearHthreeVdimensionalHnuclearHmagneticHresonanceHspectroscopyWH
JournaliofiMoleculariBiologyUH1991UHaaYUHaYhVZe

6.5 43

69
ronformationalHchangesHrelevantHtoHchannelHactivityHandHfoldingHwithinHtheHfirstHnucleotideHbindingH
domainHofHtheHcysticHfibrosisHtransmembraneHconductanceHregulatorWHJournaliofiBiologicaliChemistry
UH2012UHagfUHagcgYVhc

5.4 42

68 ronformationalHtnsemblesHofHanHxntrinsicallyHsisorderedHProteinHronsistentHwithH−’RUHSpXSUHandH
SingleV’oleculeHuRtTWHJournaliofitheiAmericaniChemicaliSocietyUH2020UHZcaUHZdehfVZdfZY 16.4 41

67 Zwâ��ZbrHsipoleâ��sipoleHrrossVrorrelatedHSpinHRelaxationHpsHaHProbeHofHsynamicsHinHUnfoldedH
ProteinsiHHppplicationHtoHtheHsrk−HSwbHsomainWHJournaliofitheiAmericaniChemicaliSocietyUH1999UHZaZUHbdddVbdde16.4 40

66 StructuralHsignatureHofHtheH’YPTZVPPZHinteractionWHJournaliofitheiAmericaniChemicaliSocietyUH2011UH
ZbbUHfbVgY 16.4 37

65 pwHtitrationHstudiesHofHanHSwaHdomainVphosphopeptideHcomplexiHunusualHhistidineHandHphosphateH
pzaHvaluesWHProteiniScienceUH1997UHeUHZhZYVh 6.3 37

(1997-2019)
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64 xdentificationHofHaHmolecularHlocusHforHnormalizingHdysregulatedHvpqpHreleaseHfromHinterneuronsHinH
theHuragileHXHbrainWHMoleculariPsychiatryUH2020UHadUHaYZfVaYbd 15.1 35

63 PhaseHSeparationHasHaH’issingH’echanismHforHxnterpretationHofHsiseaseH’utationsWHCellUH2020UHZgbUHZfcaVZfde56.2 34

62 −’RHstudiesHofHtandemHWWHdomainsHofH−eddcHinHcomplexHwithHaHPYHmotifVcontainingHregionHofHtheH
epithelialHsodiumHchannelWHBiochemistryiandiCelliBiologyUH1998UHfeUHbcZVbdY 3.6 34

61 −’RHcharacterizationHofHcopperVbindingHdomainsHcVeHofHpTPfqWHBiochemistryUH2010UHchUHgcegVff 3.2 33

60 putismV’isregulatedHexucvH’icroexonsHrontrolHSynapticHTranslationHandHwigherHOrderHrognitiveH
uunctionsWHMoleculariCellUH2020UHffUHZZfeVZZhaWeZe 17.6 32

59 SynergyHofHcp’PHandHcalciumHsignalingHpathwaysHinHruTRHregulationWHProceedingsiofitheiNationali
AcademyiofiSciencesiofitheiUnitediStatesiofiAmericaUH2017UHZZcUHtaYgeVtaYhd 11.5 31

58 StructuralHcomparisonHofHtheHunstableHdrk−HSwbHdomainHandHaHstableHmutantWHBiochemistryUH2005UH
ccUHZdddYVeY 3.2 31

57 PtsHinHaYaZiHaHmajorHupdateHofHtheHproteinHensembleHdatabaseHforHintrinsicallyHdisorderedHproteinsWH
NucleiciAcidsiResearchUH2021UHchUHscYcVscZZ 20.1 31

56 TryptophanHsolventHexposureHinHfoldedHandHunfoldedHstatesHofHanHSwbHdomainHbyHZhuHandHZwH−’RWH
BiochemistryUH2006UHcdUHZcZaYVg 3.2 30

55 pnHallostericHconduitHfacilitatesHdynamicHmultisiteHsubstrateHrecognitionHbyHtheHSruHubiquitinHligaseWH
NatureiCommunicationsUH2017UHgUHZbhcb 17.4 28

54 OxygenHasHaHparamagneticHprobeHofHclusteringHandHsolventHexposureHinHfoldedHandHunfoldedHstatesH
ofHanHSwbHdomainWHJournaliofitheiAmericaniChemicaliSocietyUH2007UHZahUHZgaeVbd 16.4 27

53 −’RHdynamicsVderivedHinsightsHintoHtheHbindingHpropertiesHofHaHpeptideHinteractingHwithHanHSwaH
domainWHBiochemistryUH2005UHccUHehcVfYb 3.2 27

52 wydrationHandHpackingHalongHtheHfoldingHpathwayHofHSwbHdomainsHbyHpressureVdependentH−’RWH
BiochemistryUH2006UHcdUHcfZZVh 3.2 27

51 sifferentialHdynamicHengagementHwithinHacHSwbHdomainiHpeptideHcomplexesHrevealedHbyHcoVlinearH
chemicalHshiftHperturbationHanalysisWHPLoSiONEUH2012UHfUHedZaga 3.7 27

50 −’RHstructureHofHneuromedinHrUHaHneurotransmitterHwithHanHaminoHterminalHruxxVUH−ixxVbindingH
PpTrU−RHmotifWHChemicaliBiologyiandiDrugiDesignUH1997UHchUHdYYVh 26

49 pHprotonHnuclearHmagneticHresonanceHassignmentHandHsecondaryHstructureHdeterminationHofH
recombinantHhumanHthioredoxinWHBiochemistryUH1989UHagUHfYggVhf 3.2 26

48 StructuralUHfunctionalUHandHbioinformaticHstudiesHdemonstrateHtheHcrucialHroleHofHanHextendedH
peptideHbindingHsiteHforHtheHSwbHdomainHofHyeastHpbpZpWHJournaliofiBiologicaliChemistryUH2009UHagcUHaehZgVaf5.4 25
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