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i Paper IF Citations

219 yloweringLandLSeedLProductionLacrossLtheLLemnaceaeaLInternationalgJournalgofgMoleculargSciencesYL
2021YLeeYL 6.3 5

218 NaturalLvariantsLofL˛–ZgliadinLpeptidesLwithinLwheatLproteinsLwithLreducedLtoxicityLinLcoeliacL
diseaseaLBritishgJournalgofgNutritionYL2020YLdefYLdfkeZdfkl 3.6 1

217 xxceptionalLsubgenomeLstabilityLandLfunctionalLdivergenceLinLtheLallotetraploidLxthiopianLcerealL
teffaLNaturegCommunicationsYL2020YLddYLkkg 17.4 51

216 TowardsLcoeliacZsafeLbreadaLPlantgBiotechnologygJournalYL2020YLdkYLdchiZdcih 11.6 0

215 LongZreadLsequencingLrevealsLgenomicLstructuralLvariationsLthatLunderlieLcreationLofLqualityL
proteinLmaizeaLNaturegCommunicationsYL2020YLddYLdj 17.4 19

214 PlantLevolutionLandLenvironmentalLadaptationLunveiledLbyLlongZreadLwholeZgenomeLsequencingLofaL
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL2019YLddiYLdkklfZdkkll11.5 35

213 NtvZtypeLtranscriptionLfactorsLregulateLaccumulationLofLstarchLandLproteinLinLmaizeLseedsaL
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL2019YLddiYLddeefZddeek11.5 47

212 PostZtranscriptionalLadaptationLofLtheLaquaticLplantLSpirodelaLpolyrhizaLunderLstressLandLhormonalL
stimuliaLPlantgJournalYL2019YLlkYLddecZddff 6.9 5

211 TranscriptomeLandLmetabolomeLrevealLdistinctLcarbonLallocationLpatternsLduringLinternodeLsugarL
accumulationLinLdifferentLsorghumLgenotypesaLPlantgBiotechnologygJournalYL2019YLdjYLgjeZgkj 11.6 25

210 vommonLmetabolicLnetworksLcontributeLtoLcarbonLsinkLstrengthLofLsorghumLinternodesmL
implicationsLforLbioenergyLimprovementaLBiotechnologygforgBiofuelsYL2019YLdeYLejg 7.8 3

209 vandidateLgeneLidentificationLofLexistingLorLinducedLmutationsLwithLpipelinesLapplicableLtoLlargeL
genomesaLPlantgJournalYL2019YLljYLijfZike 6.9 9

208 zeneticLdiversityLandLevolutionLofLreducedLsulfurLstorageLduringLdomesticationLofLmaizeaLPlantg
JournalYL2018YLlgYLlgfZlhh 6.9 4

207 OverexpressionLofLserineLacetyltransferaseLinLmaizeLleavesLincreasesLseedZspecificLmethionineZrichL
zeinsaLPlantgBiotechnologygJournalYL2018YLdiYLdchjZdcij 11.6 18

206 tLnewLhighZthroughputLassayLforLdeterminingLsolubleLsugarLinLsorghumLinternodeZextractedLjuiceaL
PlantaYL2018YLegkYLjkhZjlf 4.7 7

205 PacuioLforLαaplotypingLinLzeneLyamiliesaLMethodsgingMoleculargBiologyYL2017YLdhhdYLidZjd 1.4

204
MaizeLmutantLgeneratedLbyLinsertionLofLaLelementLinLaLgeneLencodingLaLhighlyLconservedLTTIeL
cochaperoneaLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL2017YL
ddgYLhdihZhdjc

11.5 18

203 xngineeringLsulfurLstorageLinLmaizeLseedLproteinsLwithoutLapparentLyieldLlossaLProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL2017YLddgYLddfkiZddfld 11.5 37
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202 QualityLProteinLMaizeLuasedLonLReducingLSulfurLinLLeafLvellsaLGeneticsYL2017YLecjYLdikjZdilj 4 7

201 TTTLandLPIKKLvomplexLzenesLRevertedLtoLSingleLvopyLyollowingLPolyploidizationLandLRetainL
yunctionLwespiteLMassiveLRetrotranspositionLinLMaizeaLFrontiersgingPlantgScienceYL2017YLkYLdjef 6.2 3

200 MaizeLseedLstorageLproteinsaL2017YLdjhZdkl 7

199
MaizeLendospermZspecificLtranscriptionLfactorsLOeLandLPuyLnetworkLtheLregulationLofLproteinLandL
starchLsynthesisaLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL
2016YLddfYLdckgeZj

11.5 83

198 zenomeZwideLanalysisLofLpentatricopeptideZrepeatLproteinsLofLanLaquaticLplantaLPlantaYL2016YLeggYLklfZl4.7 8

197 TeffYLanLOrphanLverealLinLtheLvhloridoideaeYLProvidesLInsightsLintoLtheLxvolutionLofLStorageL
ProteinsLinLzrassesaLGenomegBiologygandgEvolutionYL2016YLkYLdjdeZed 3.9 11

196 tnalysisLofLtandemLgeneLcopiesLinLmaizeLchromosomalLregionsLreconstructedLfromLlongLsequenceL
readsaLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL2016YLddfYLjlglZhi11.5 33

195 PhageLMdfLforLtheLtreatmentLofLtlzheimerLandLParkinsonLdiseaseaLGeneYL2016YLhkfYLkhZkl 3.8 17

194 LocusZLandLSiteZSpecificLwNtLMethylationLofLdlLkwaLZeinLzenesLinLMaizeaLPLoSgONEYL2016YLddYLecdgigdi 3.7 2

193 TheLmapZbasedLgenomeLsequenceLofLSpirodelaLpolyrhizaLalignedLwithLitsLchromosomesYLaLreferenceL
forLkaryotypeLevolutionaLNewgPhytologistYL2016YLeclYLfhgZif 9.8 33

192 wynamicsLofLchloroplastLgenomesLinLgreenLplantsaLGenomicsYL2015YLdciYLeedZfd 4.3 58

191 vhromatinLorganisationLinLduckweedLinterphaseLnucleiLinLrelationLtoLtheLnuclearLwNtLcontentaL
PlantgBiologyYL2015YLdjLSupplLdYLdecZg 3.7 15

190 StatusLofLduckweedLgenomicsLandLtranscriptomicsaLPlantgBiologyYL2015YLdjLSupplLdYLdcZh 3.7 18

189 MolecularLzeneticsLofLvornaLAgronomyYL2015YLfklZgel 0.8 1

188 RNtLxditingLinLvhloroplastsLofLSpirodelaLpolyrhizaYLanLtquaticLMonocotelydonousLSpeciesaLPLoSg
ONEYL2015YLdcYLecdgcekh 3.7 23

187 zenomeZwideLhistoneLacetylationLcorrelatesLwithLactiveLtranscriptionLinLmaizeaLGenomicsYL2015YL
dciYLedgZec 4.3 15

186 TheLWukongLTerminalZRepeatLRetrotransposonLinLMiniatureLTTRIMULxlementsLinLwiverseLMaizeL
zermplasmaLG3:gGenesvgGenomesvgGeneticsYL2015YLhYLdhkhZle 3.2 6

185 xvolutionLofLgeneLexpressionLafterLgeneLamplificationaLGenomegBiologygandgEvolutionYL2015YLjYLdfcfZde 3.9 5

(2015-2017)
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184 RNtZSeqLtranscriptomeLanalysisLofLSpirodelaLdormancyLwithoutLreproductionaLBMCgGenomicsYL2014YL
dhYLic 4.5 27

183 wefiningLtheLRoleLofLprolaminZboxLbindingLfactordLzeneLwuringLMaizeLwomesticationaLJournalgofg
HeredityYL2014YLdchYLhjiZhke 2.4 13

182 PacuioLsequencingLofLgeneLfamiliesLZLaLcaseLstudyLwithLwheatLglutenLgenesaLGeneYL2014YLhffYLhgdZi 3.8 24

181 zenomeLdiversityLinLurachypodiumLdistachyonmLdeepLsequencingLofLhighlyLdiverseLinbredLlinesaL
PlantgJournalYL2014YLjlYLfidZjg 6.9 58

180 ProteomeLbalancingLofLtheLmaizeLseedLforLhigherLnutritionalLvalueaLFrontiersgingPlantgScienceYL2014YL
hYLegc 6.2 64

179 TheLSpirodelaLpolyrhizaLgenomeLrevealsLinsightsLintoLitsLneotenousLreductionLfastLgrowthLandL
aquaticLlifestyleaLNaturegCommunicationsYL2014YLhYLffdd 17.4 180

178 MicrobiologyLSpurredLMassivelyLParallelLzenomicLSequencingLandLuiotechnologyaLMicrobegMagazine
YL2014YLlYLejdZejj 3

177 wivergentLpropertiesLofLprolaminsLinLwheatLandLmaizeaLPlantaYL2013YLefjYLdgihZjf 4.7 9

176 xvolutionYLStructureYLandLyunctionLofLProlaminLStorageLProteinsL2013YLdfkZdhk 4

175 MutationLinLtheLseedLstorageLproteinLkafirinLcreatesLaLhighZvalueLfoodLtraitLinLsorghumaLNatureg
CommunicationsYL2013YLgYLeedj 17.4 44

174 ParamutagenicityLofLaLpdLepialleleLinLmaizeaLTheoreticalgandgAppliedgGeneticsYL2013YLdeiYLdhlZjj 6 14

173 xpialleleLbiogenesisLinLmaizeaLGeneYL2013YLhdiYLkZef 3.8 11

172 zenomicLresourcesLforLgeneLdiscoveryYLfunctionalLgenomeLannotationYLandLevolutionaryLstudiesLofL
maizeLandLitsLcloseLrelativesaLGeneticsYL2013YLdlhYLjefZfj 4 13

171 wiscoveryLofLMicroRNtdilLgeneLcopiesLinLgenomesLofLfloweringLplantsLthroughLpositionalL
informationaLGenomegBiologygandgEvolutionYL2013YLhYLgceZdj 3.9 17

170 ualancingLofLsulfurLstorageLinLmaizeLseedaLBMCgPlantgBiologyYL2012YLdeYLjj 5.3 40

169 SweetLsorghumLasLaLmodelLsystemLforLbioenergyLcropsaLCurrentgOpiniongingBiotechnologyYL2012YLefYLfefZl11.4 107

168 RNtLinterferenceLcanLrebalanceLtheLnitrogenLsinkLofLmaizeLseedsLwithoutLlosingLhardLendospermaL
PLoSgONEYL2012YLjYLefekhc 3.7 34

167 tnalysisLofLtwPZglucoseLpyrophosphorylaseLexpressionLduringLturionLformationLinducedLbyLabscisicL
acidLinLSpirodelaLpolyrhizaLTgreaterLduckweedUaLBMCgPlantgBiologyYL2012YLdeYLh 5.3 34
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166 RapidLdivergenceLofLprolaminLgeneLpromotersLofLmaizeLafterLgeneLamplificationLandLdispersalaL
GeneticsYL2012YLdleYLhcjZdl 4 25

165 wynamicLgeneLcopyLnumberLvariationLinLcollinearLregionsLofLgrassLgenomesaLMoleculargBiologygandg
EvolutionYL2012YLelYLkidZjd 8.3 21

164 TheLmitochondrialLgenomeLofLanLaquaticLplantYLSpirodelaLpolyrhizaaLPLoSgONEYL2012YLjYLegijgj 3.7 28

163 MiniatureLInvertedZRepeatLTransposableLxlementLIdentificationLandLzeneticLMarkerLwevelopmentL
inLtgrostisaLCropgScienceYL2011YLhdYLkhgZkid 2.4 8

162 vharacterizationLofLtheLsmallLRNtLcomponentLofLtheLtranscriptomeLfromLgrainLandLsweetLsorghumL
stemsaLBMCgGenomicsYL2011YLdeYLfhi 4.5 46

161 TheLmaizeLhighZlysineLmutantLopaquejLisLdefectiveLinLanLacylZvotLsynthetaseZlikeLproteinaLGeneticsYL
2011YLdklYLdejdZkc 4 31

160 NovelLgeneticLselectionLsystemLforLquantitativeLtraitLlociLofLqualityLproteinLmaizeaLGeneticsYL2011YL
dkkYLdcdlZee 4 25

159 wifferentialLgeneLexpressionLandLepiregulationLofLalphaLzeinLgeneLcopiesLinLmaizeLhaplotypesaLPLoSg
GeneticsYL2011YLjYLedccedfd 6 30

158 αighZthroughputLsequencingLofLthreeLLemnoideaeLTduckweedsULchloroplastLgenomesLfromLtotalL
wNtaLPLoSgONEYL2011YLiYLeegijc 3.7 96

157 zenomeLsequencingLandLanalysisLofLtheLmodelLgrassLurachypodiumLdistachyonaLNatureYL2010YLgifYLjifZk50.4 1399

156 RescueLofLaLdominantLmutantLwithLRNtLinterferenceaLGeneticsYL2010YLdkiYLdglfZi 4 6

155 zammaZzeinsLareLessentialLforLendospermLmodificationLinLqualityLproteinLmaizeaLProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL2010YLdcjYLdekdcZh 11.5 92

154 PalaeogenomicsLofLplantsmLsyntenyZbasedLmodellingLofLextinctLancestorsaLTrendsgingPlantgScienceYL
2010YLdhYLgjlZkj 13.1 103

153 RNtLinterferenceZmediatedLchangeLinLproteinLbodyLmorphologyLandLseedLopacityLthroughLlossLofL
differentLzeinLproteinsaLPlantgPhysiologyYL2010YLdhfYLffjZgj 6.6 76

152 tncestralLgrassLkaryotypeLreconstructionLunravelsLnewLmechanismsLofLgenomeLshufflingLasLaL
sourceLofLplantLevolutionaLGenomegResearchYL2010YLecYLdhghZhj 9.7 136

151 wivergenceLofLgeneLregulationLthroughLchromosomalLrearrangementsaLBMCgGenomicsYL2010YLddYLijk 4.5 15

150 wNtLbarcodingLofLtheLLemnaceaeYLaLfamilyLofLaquaticLmonocotsaLBMCgPlantgBiologyYL2010YLdcYLech 5.3 94

149 SynergyLofLtwoLreferenceLgenomesLforLtheLgrassLfamilyaLPlantgPhysiologyYL2009YLdglYLddjZeg 6.6 6

(2009-2012)
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148 vhangeLofLgeneLstructureLandLfunctionLbyLnonZhomologousLendZjoiningYLhomologousL
recombinationYLandLtranspositionLofLwNtaLPLoSgGeneticsYL2009YLhYLedccchdi 6 23

147 TheLSinnerLcircleSLofLtheLcerealLgenomesaLCurrentgOpiniongingPlantgBiologyYL2009YLdeYLddlZeh 9.9 128

146 MolecularLMarkersLforLSweetLSorghumLuasedLonLMicroarrayLxxpressionLwataaLRiceYL2009YLeYLdelZdge 5.8 16

145 NonZMendelianLregulationLandLallelicLvariationLofLmethionineZrichLdeltaZzeinLgenesLinLmaizeaL
TheoreticalgandgAppliedgGeneticsYL2009YLddlYLjedZfd 6 22

144 tmplificationLofLprolaminLstorageLproteinLgenesLinLdifferentLsubfamiliesLofLtheLPoaceaeaL
TheoreticalgandgAppliedgGeneticsYL2009YLddlYLdfljZgde 6 99

143 TheLSorghumLbicolorLgenomeLandLtheLdiversificationLofLgrassesaLNatureYL2009YLghjYLhhdZi 50.4 2200

142
ReconstructionLofLmonocotelydoneousLprotoZchromosomesLrevealsLfasterLevolutionLinLplantsLthanL
inLanimalsaLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL2009YL
dciYLdglckZdf

11.5 125

141 TheLStructureLofLtheLMaizeLzenomeaLBiotechnologygingAgriculturegandgForestryYL2009YLedfZefc

140 TheLPolyploidLOriginLofLMaizeL2009YLeedZefk 4

139 MethylationZsensitiveLlinkingLlibrariesLenhanceLgeneZenrichedLsequencingLofLcomplexLgenomesLandL
mapLwNtLmethylationLdomainsaLBMCgGenomicsYL2008YLlYLied 4.5 8

138 zrassLgenomeLstructureLandLevolutionaLGenomegDynamicsYL2008YLgYLgdZhi 16

137
OrganizationLofLtheLprolaminLgeneLfamilyLprovidesLinsightLintoLtheLevolutionLofLtheLmaizeLgenomeL
andLgeneLduplicationsLinLgrassLspeciesaLProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaYL2008YLdchYLdgffcZh

11.5 88

136 wivergedLcopiesLofLtheLseedLregulatoryLOpaqueZeLgeneLbyLaLsegmentalLduplicationLinLtheL
progenitorLgenomeLofLriceYLsorghumYLandLmaizeaLMoleculargPlantYL2008YLdYLjicZl 14.4 24

135 zeneticLanalysisLofLopaqueeLmodifierLlociLinLqualityLproteinLmaizeaLTheoreticalgandgAppliedgGeneticsYL
2008YLddjYLdhjZjc 6 69

134 ScreenLofLzenesLLinkedLtoLαighZSugarLvontentLinLStemsLbyLvomparativeLzenomicsaLRiceYL2008YLdYLdiiZdji5.8 33

133 TheLRiceLtnnotationLProjectLwatabaseLTRtPZwuUmLecckLupdateaLNucleicgAcidsgResearchYL2008YLfiYLwdcekZff20.1 262

132 SequenceZindexedLmutationsLinLmaizeLusingLtheLUniformMuLtransposonZtaggingLpopulationaLBMCg
GenomicsYL2007YLkYLddi 4.5 91

131 tnalysisLofLxSTLsequencesLsuggestsLrecentLoriginLofLallotetraploidLcolonialLandLcreepingL
bentgrassesaLMoleculargGeneticsgandgGenomicsYL2007YLejkYLdljZecl 3.1 18
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130 PhysicalLandLgeneticLstructureLofLtheLmaizeLgenomeLreflectsLitsLcomplexLevolutionaryLhistoryaLPLoSg
GeneticsYL2007YLfYLedef 6 234

129 vuratedLgenomeLannotationLofLOryzaLsativaLsspaLjaponicaLandLcomparativeLgenomeLanalysisLwithL
trabidopsisLthalianaaLGenomegResearchYL2007YLdjYLdjhZkf 9.7 200

128 xfficacyLofLcloneLfingerprintingLmethodologiesaLGenomicsYL2007YLklYLdicZh 4.3 20

127 OrganizationLandLvariabilityLofLtheLmaizeLgenomeaLCurrentgOpiniongingPlantgBiologyYL2006YLlYLdhjZif 9.9 72

126 RetrotranspositionsLinLorthologousLregionsLofLcloselyLrelatedLgrassLspeciesaLBMCgEvolutionaryg
BiologyYL2006YLiYLie 3 35

125 UnevenLchromosomeLcontractionLandLexpansionLinLtheLmaizeLgenomeaLGenomegResearchYL2006YLdiYLdegdZhd9.7 95

124 MaizeLhaplotypeLwithLaLhelitronZamplifiedLcytidineLdeaminaseLgeneLcopyaLBMCgGeneticsYL2006YLjYLhe 2.6 41

123 zeneLmovementLbyLαelitronLtransposonsLcontributesLtoLtheLhaplotypeLvariabilityLofLmaizeaL
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL2005YLdceYLlcikZjf 11.5 222

122 SteadyZstateLtransposonLmutagenesisLinLinbredLmaizeaLPlantgJournalYL2005YLggYLheZid 6.9 184

121 TheLmapZbasedLsequenceLofLtheLriceLgenomeaLNatureYL2005YLgfiYLjlfZkcc 50.4 2923

120 StructureLandLevolutionLofLtheLrbbLchromosomalLregionsLinLriceYLmaizeLandLsorghumaLGeneticsYL2005YL
dilYLkldZlci 4 44

119 StructureLandLarchitectureLofLtheLmaizeLgenomeaLPlantgPhysiologyYL2005YLdflYLdideZeg 6.6 130

118 wNtLrearrangementLinLorthologousLorpLregionsLofLtheLmaizeYLriceLandLsorghumLgenomesaLGeneticsYL
2005YLdjcYLdeclZec 4 55

117 WholeZgenomeLvalidationLofLhighZinformationZcontentLfingerprintingaLPlantgPhysiologyYL2005YLdflYLejZfk6.6 81

116 xxpressionLofLtheLsorghumLdcZmemberLkafirinLgeneLclusterLinLmaizeLendospermaLNucleicgAcidsg
ResearchYL2004YLfeYLedkl 20.1 36

115 PatternLofLdiversityLinLtheLgenomicLregionLnearLtheLmaizeLdomesticationLgeneLtbdaLProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL2004YLdcdYLjccZj 11.5 240

114 tsymmetricLlocalizationLofLseedLstorageLproteinLRNtsLtoLdistinctLsubdomainsLofLtheLendoplasmicL
reticulumLinLdevelopingLmaizeLendospermLcellsaLPlantgandgCellgPhysiologyYL2004YLghYLdkfcZj 4.9 29

113 zeneLlossLandLmovementLinLtheLmaizeLgenomeaLGenomegResearchYL2004YLdgYLdlegZfd 9.7 144

(2004-2007)
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112 vloseLsplitLofLsorghumLandLmaizeLgenomeLprogenitorsaLGenomegResearchYL2004YLdgYLdldiZef 9.7 347

111 vharacterizationLofLtheLmaizeLendospermLtranscriptomeLandLitsLcomparisonLtoLtheLriceLgenomeaL
GenomegResearchYL2004YLdgYLdlfeZj 9.7 68

110 SequenceLanalysisLofLtheLlongLarmLofLriceLchromosomeLddLforLriceZwheatLsyntenyaLFunctionalgandg
IntegrativegGenomicsYL2004YLgYLdceZdj 3.8 40

109 OnLtheLtetraploidLoriginLofLtheLmaizeLgenomeaLComparativegandgFunctionalgGenomicsYL2004YLhYLekdZg 54

108 SequenceLcompositionLandLgenomeLorganizationLofLmaizeaLProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaYL2004YLdcdYLdgfglZhg 11.5 247

107 InZdepthLviewLofLstructureYLactivityYLandLevolutionLofLriceLchromosomeLdcaLScienceYL2003YLfccYLdhiiZl 33.3 234

106 wualLregulatedLRNtLtransportLpathwaysLtoLtheLcorticalLregionLinLdevelopingLriceLendospermaLPlantg
CellYL2003YLdhYLeeihZje 11.6 62

105 zeneLexpressionLofLaLgeneLfamilyLinLmaizeLbasedLonLnoncollinearLhaplotypesaLProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL2003YLdccYLlchhZic 11.5 219

104 tLnewLopaqueLvariantLofLmaizeLbyLaLsingleLdominantLRNtZinterferenceZinducingLtransgeneaLGenetics
YL2003YLdihYLfkjZlj 4 162

103 vtRPxLLytvTORYYLaLwicerLhomologYLandLαxNdYLaLnovelLproteinYLactLinLmicroRNtLmetabolismLinL
trabidopsisLthalianaaLCurrentgBiologyYL2002YLdeYLdgkgZlh 6.3 999

102 yrequentLgenicLrearrangementsLinLtwoLregionsLofLgrassLgenomesLidentifiedLbyLcomparativeL
sequenceLanalysisaLComparativegandgFunctionalgGenomicsYL2002YLfYLdihZi 5

101 IncreasingLmaizeLseedLmethionineLbyLmRNtLstabilityaLPlantgJournalYL2002YLfcYLflhZgce 6.9 79

100 MosaicLorganizationLofLorthologousLsequencesLinLgrassLgenomesaLGenomegResearchYL2002YLdeYLdhglZhh 9.7 114

99 vomparativeLsequenceLanalysisLofLtheLsorghumLRphLregionLandLtheLmaizeLRpdLresistanceLgeneL
complexaLPlantgPhysiologyYL2002YLdfcYLdjekZfk 6.6 41

98 vontiguousLgenomicLwNtLsequenceLcomprisingLtheLdlZkwLzeinLgeneLfamilyLfromLmaizeaLPlantg
PhysiologyYL2002YLdfcYLdieiZfh 6.6 52

97
vharacterizationLofLthreeLmaizeLbacterialLartificialLchromosomeLlibrariesLtowardLanchoringLofLtheL
physicalLmapLtoLtheLgeneticLmapLusingLhighZdensityLbacterialLartificialLchromosomeLfilterL
hybridizationaLPlantgPhysiologyYL2002YLdfcYLdikiZli

6.6 60

96 TheLuniversalLprimersLandLtheLshotgunLwNtLsequencingLmethodaLMethodsgingMoleculargBiologyYL
2001YLdijYLdfZfd 1.4 3

95 woLplantsLhaveLmoreLgenesLthanLhumansraLTrendsgingPlantgScienceYL2001YLiYLdlhZi 13.1 9
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94 SequenceYLregulationYLandLevolutionLofLtheLmaizeLeeZkwLalphaLzeinLgeneLfamilyaLGenomegResearchYL
2001YLddYLdkdjZeh 9.7 100

93 zenomicLimprintingLinLplantsaLResultsgandgProblemsgingCellgDifferentiationYL1999YLehYLefZgc 1.4 29

92 tmpliconsLofLmaizeLzeinLgenesLareLconservedLwithinLgenicLbutLexpandedLandLconstrictedLinL
intergenicLregionsaLPlantgJournalYL1998YLdhYLeddZec 6.9 53

91 vharacterizationLofLtheLmaizeLprolaminLboxZbindingLfactorZdLTPuyZdULandLitsLroleLinLtheL
developmentalLregulationLofLtheLzeinLmultigeneLfamilyaLGeneYL1998YLeefYLfedZfe 3.8 28

90 ModulationLofLgeneLexpressionLbyLwNtZproteinLandLproteinZproteinLinteractionsLinLtheLpromoterL
regionLofLtheLzeinLmultigeneLfamilyaLGeneYL1998YLeefYLfffZgh 3.8 9

89 tLPlantLzenomeLInitiativeaLPlantgCellYL1998YLdcYLgkkZglf 11.6 13

88 tLPlantLzenomeLInitiativeaLPlantgCellYL1998YLdcYLgkk 11.6

87
PlantLscienceLinLlacmLtLcontinuationLofLusingLtoolsLfromLxscherichiaLcoliLinLstudyingLgeneLfunctionLinL
heterologousLsystemsaLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaYL1998YLlhYLlfZg

11.5 6

86 ImportanceLofLanchorLgenomesLforLanyLplantLgenomeLprojectaLProceedingsgofgthegNationalgAcademyg
ofgSciencesgofgthegUnitedgStatesgofgAmericaYL1998YLlhYLecdjZec 11.5 36

85 InterchromosomalLrecombinationLinLZeaLmaysaLGeneticsYL1998YLdhcYLdeelZfj 4 13

84 wynamicLgenomeLorganizationLandLgeneLevolutionLbyLpositiveLselectionLinLgeminivirusL
TzeminiviridaeUaLMoleculargBiologygandgEvolutionYL1997YLdgYLdddgZeg 8.3 11

83 RegionZspecificLcisZLandLtransZactingLfactorsLcontributeLtoLgeneticLvariabilityLinLmeioticL
recombinationLinLmaizeaLGeneticsYL1997YLdgiYLddcdZdf 4 20

82 vloningLsingleZstrandedLwNtaLMoleculargBiotechnologyYL1996YLhYLflZgj 3 5

81 vharacterizationLofLaLmeioticLcrossoverLinLmaizeLidentifiedLbyLaLrestrictionLfragmentLlengthL
polymorphismZbasedLmethodaLGeneticsYL1996YLdgfYLdjjdZkf 4 21

80 TissueZspecificLwNaseLIZsensitiveLsitesLofLtheLmaizeLPLgeneLandLtheirLchangesLuponLepimutationaL
PlantgJournalYL1995YLjYLjljZkcj 6.9 46

79 TheLformationLofLmRNtLfSZendsLinLplantsaLPlantgJournalYL1995YLkYLfefZl 6.9 73

78 weterminantsLofLtheLhighZmethionineLtraitLinLwildLandLexoticLgermplasmLmayLhaveLescapedL
selectionLduringLearlyLcultivationLofLmaizeaLPlantgJournalYL1995YLkYLfhlZik 6.9 48

77 RyLPLmappingLofLtheLmaizeLdzrdLlocusYLwhichLregulatesLmethionineZrichLdcLkwaLzeinLaccumulationaL
MoleculargGeneticsgandgGenomicsYL1995YLegiYLjcjZdh 13

(1995-2001)
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76 xndospermZspecificLdemethylationLandLactivationLofLspecificLallelesLofLalphaZtubulinLgenesLofLZeaL
maysLLaLMoleculargGeneticsgandgGenomicsYL1995YLegiYLjdiZee 70

75 ZeonZdYLaLmemberLofLaLnewLmaizeLretrotransposonLfamilyaLMoleculargGeneticsgandgGenomicsYL1995YL
egkYLgjdZkc 49

74 TissueZspecificLwNaseLlZsensitiveLsitesLofLtheLmaizeLPLgeneLandLtheirLchangesLuponLepimutationaL
PlantgJournalYL1995YLjYLjljZkcj 6.9 14

73 zeminivirusesLandLTheirLUsesLasLxxtrachromosomalLRepliconsaLAnnualgReviewgofgPlantgBiologyYL1994YL
ghYLjlZdde 72

72 SequenceLandLspatialLrequirementsLforLtheLtissueZLandLspeciesZindependentLfSZendLprocessingL
mechanismLofLplantLmRNtaLMoleculargandgCellulargBiologyYL1994YLdgYLikelZfk 4.8 14

71 tlleleZspecificLparentalLimprintingLofLdzrdYLaLposttranscriptionalLregulatorLofLzeinLaccumulationaL
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL1994YLldYLgkijZjd 11.5 92

70 IdentificationLofLaLtranscriptionalLactivatorZbindingLelementLinLtheLejZkilodaltonLzeinLpromoterYLtheL
ZfccLelementaLMoleculargandgCellulargBiologyYL1994YLdgYLgfhcZl 4.8 42

69 VariegatedLphenotypeLandLdevelopmentalLmethylationLchangesLofLaLmaizeLalleleLoriginatingLfromL
epimutationaLGeneticsYL1994YLdfiYLddedZgd 4 85

68 IdentificationLofLaLtranscriptionalLactivatorZbindingLelementLinLtheLejZkilodaltonLzeinLpromoterYLtheL
ZfccLelementaLMoleculargandgCellulargBiologyYL1994YLdgYLgfhcZgfhl 4.8 19

67 SequenceLandLspatialLrequirementsLforLtheLtissueZLandLspeciesZindependentLfSZendLprocessingL
mechanismLofLplantLmRNtaLMoleculargandgCellulargBiologyYL1994YLdgYLikelZikfk 4.8 6

66 MdfLcloningLvehiclesaLTheirLcontributionLtoLwNtLsequencingaLMethodsgingMoleculargBiologyYL1993YL
efYLlZee 1.4 18

65 fSZendLprocessingLofLtheLmaizeLejLkwaLzeinLmRNtaLPlantgJournalYL1993YLgYLhfhZgg 6.9 42

64 RepressionLofLtheLhighZmethionineLzeinLgeneLinLtheLmaizeLinbredLlineLModjaLPlantgJournalYL1993YLfYLeedZeel6.9 27

63 ManipulationLofLaminoLacidLbalanceLinLmaizeLseedsaLGeneticgEngineeringYL1993YLdhYLdclZfc 11

62 MutationsLofLtheLeeZLandLejZkwLzeinLpromotersLaffectLtransactivationLbyLtheLOpaqueZeLproteinaL
PlantgCellYL1992YLgYLjcdZl 11.6 87

61 TransLreplicationLandLhighLcopyLnumbersLofLwheatLdwarfLvirusLvectorsLinLmaizeLcellsaLNucleicgAcidsg
ResearchYL1992YLecYLgcgjZhg 20.1 38

60 MutationsLofLtheLeeZLandLejZkwLZeinLPromotersLtffectLTransactivationLbyLtheLOpaqueZeLProteinaL
PlantgCellYL1992YLgYLjcd 11.6 9

59 vytologicalLaberrationsLinLmaizeLpopulationsLexhibitingLunusualLrecombinationalLbehaviouraL
CytobiosYL1992YLjcYLecfZk 1
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58 tLhomologousLexpressionLsystemLforLclonedLzeinLgenesaLTheoreticalgandgAppliedgGeneticsYL1991YLkeYLlfZdcc6 40

57 PostZtranscriptionalLregulationLofLmethionineLcontentLinLmaizeLkernelsaLMoleculargGeneticsgandg
GenomicsYL1991YLeehYLffdZl 31

56 tLnewLalleleLofLtheLduplicatedLejkwLzeinLlocusLofLmaizeLgeneratedLbyLhomologousLrecombinationaL
NucleicgAcidsgResearchYL1991YLdlYLffehZfc 20.1 33

55 ReplicationLofLaLgeminivirusLderivedLshuttleLvectorLinLmaizeLendospermLcellsaLNucleicgAcidsgResearch
YL1991YLdlYLfjdZj 20.1 50

54 SequenceLvariationLbetweenLallelesLrevealsLtwoLtypesLofLcopyLcorrectionLatLtheLejZkwaLzeinLlocusLofL
maizeaLGenomicsYL1991YLddYLkglZhi 4.3 21

53 αighlyLclusteredLzeinLgeneLsequencesLrevealLevolutionaryLhistoryLofLtheLmultigeneLfamilyaLGenomics
YL1991YLdcYLjdlZfe 4.3 31

52 MaternalLeffectLonLhighLmethionineLlevelsLinLhybridLcornaLJournalgofgBiotechnologyYL1991YLedYLeelZefj 3.7 13

51 NewLpUvZderivedLcloningLvectorsLwithLdifferentLselectableLmarkersLandLwNtLreplicationLoriginsaL
GeneYL1991YLdccYLdklZlg 3.8 459

50 vloningLinLMdfLphageLorLhowLtoLuseLbiologyLatLitsLbestaLGeneYL1991YLdccYLfZde 3.8 37

49 tLsomaticLgeneLrearrangementLcontributingLtoLgeneticLdiversityLinLmaizeaLProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL1990YLkjYLjkclZdf 11.5 59

48 TheLpyyLplasmidsmLcassettesLutilisingLvaMVLsequencesLforLexpressionLofLforeignLgenesLinLplantsaL
JournalgofgBiotechnologyYL1990YLdgYLfffZgg 3.7 135

47 zeneticLanalysisLofLmethionineZrichLstorageLproteinLaccumulationLinLmaizeaLTheoreticalgandgAppliedg
GeneticsYL1989YLjkYLjidZj 6 42

46 wifferentialLexpressionLofLaLgeneLforLaLmethionineZrichLstorageLproteinLinLmaizeaLMoleculargGeneticsg
andgGenomicsYL1988YLeddYLgjjZkg 67

45 vlonedLgenesLofLstorageLproteinsaLPlantgMoleculargBiologygReporterYL1988YLiYLeeZee 1.7 4

44 IsolationLandLsequenceLofLaLgeneLencodingLaLmethionineZrichLdcZkwaLzeinLproteinLfromLmaizeaLGeneYL
1988YLjdYLfhlZjc 3.8 101

43 MaizeLglutamineLsynthetaseLcwNtsmLisolationLbyLdirectLgeneticLselectionLinLxscherichiaLcoliaLGenetics
YL1988YLdecYLddddZef 4 48

42 tLmethodLforLcloningLfullZlengthLcwNtLinLplasmidLvectorsaLMethodsgingEnzymologyYL1987YLdhgYLekZgd 1.7 7

41 ProductionLofLsingleZstrandedLplasmidLwNtaLMethodsgingEnzymologyYL1987YLdhfYLfZdd 1.7 2282

(1987-1991)
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40 StructuralLtnalysisLofLPlantLzenesaLAnnualgReviewgofgPlantgPhysiologyYL1986YLfjYLgflZgii 209

39 αighLfrequencyLcallusLformationLfromLmaizeLprotoplastsaLTheoreticalgandgAppliedgGeneticsYL1985YLjdYLfggZhc6 47

38 TheLnucleotideLsequenceLofLaLmitochondrialLrepliconLfromLmaizeaLGeneYL1985YLfkYLdfdZk 3.8 31

37 ManipulationLandLexpressionLofLtheLmaizeLzeinLstorageLproteinsLinLxscherichiaLcoliaLJournalgofg
BiotechnologyYL1985YLeYLdhjZdjh 3.7 16

36 ImprovedLMdfLphageLcloningLvectorsLandLhostLstrainsmLnucleotideLsequencesLofLtheLMdfmpdkLandL
pUvdlLvectorsaLGeneYL1985YLffYLdcfZdl 3.8 14870

35 vloningLandLsequencingLofLtheLribosomalLRNtLgenesLinLmaizemLtheLdjSLregionaLDNAgandgCellgBiologyYL
1984YLfYLfdZgc 108

34 wataLstorageLandLhandlingLofLplantLnucleotideLsequencesaLPlantgMoleculargBiologygReporterYL1984YLeYLfeZfh1.7 4

33 NucleotideLsequenceLanalysisLofLaLzeinLgenomicLcloneLwithLaLshortLopenLreadingLframeaLGeneYL1984YL
ekYLddfZk 3.8 62

32 TheLnucleotideLsequenceLofLtheLmaizeLcontrollingLelementLtctivatoraLCellYL1984YLfjYLifhZgf 56.2 287

31 xfficiencyLinLcloningLandLsequencingLusingLtheLsingleZstrandedLbacteriophageLMdfaLJournalgofg
BiotechnologyYL1984YLdYLehfZeig 3.7 34

30 PrimaryLstructureLofLtheLxscherichiaLcoliLribonucleosideLdiphosphateLreductaseLoperonaLProceedingsg
ofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL1984YLkdYLgelgZj 11.5 113

29 vonstructionLofLimprovedLMdfLvectorsLusingLoligodeoxynucleotideZdirectedLmutagenesisaLGeneYL
1983YLeiYLdcdZi 3.8 2419

28 NewLMdfLvectorsLforLcloningaLMethodsgingEnzymologyYL1983YLdcdYLecZjk 1.7 4726

27 tppleLIILcomputerLsoftwareLforLwNtLandLproteinLsequenceLdataaLDNAgandgCellgBiologyYL1983YLeYLfdZh 74

26 SequenceLanalysisLofLzeinLcwNtsLobtainedLbyLanLefficientLmRNtLcloningLmethodaLNucleicgAcidsg
ResearchYL1983YLddYLgkldZlci 20.1 127

25 TheLmanipulationLofLzeinLgenesLtoLimproveLtheLnutritionalLvalueLofLcornaLTrendsgingBiotechnologyYL
1983YLdYLhgZhl 15.1 10

24 InLvitroLwNtLsynthesisLasLaLtoolLtoLanalyzeLandLalterLgenesaLBasicgLifegSciencesYL1983YLehYLlZdh 1

23 PlantLzeneLStructureL1983YLeddZeej 92
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22 tppleLIILsoftwareLforLMdfLshotgunLwNtLsequencingaLNucleicgAcidsgResearchYL1982YLdcYLflZgl 20.1 114

21 TheLmakingLofLstrandZspecificLMdfLprobesaLGeneYL1982YLdjYLejdZj 3.8 668

20 TheLpUvLplasmidsYLanLMdfmpjZderivedLsystemLforLinsertionLmutagenesisLandLsequencingLwithL
syntheticLuniversalLprimersaLGeneYL1982YLdlYLehlZik 3.8 6127

19 tLnewLpairLofLMdfLvectorsLforLselectingLeitherLwNtLstrandLofLdoubleZdigestLrestrictionLfragmentsaL
GeneYL1982YLdlYLeilZji 3.8 3000

18 vloningLandLsequencingLofLrestrictionLfragmentsLgeneratedLbyLxcoLRIVaLDNAgandgCellgBiologyYL1982YL
dYLdclZdh 48

17 PrimaryLstructureLofLaLgenomicLzeinLsequenceLofLmaizeaaLEMBOgJournalYL1982YLdYLdffjZdfge 13 47

16 SequenceLanalysisLandLcomparisonLofLcwNtsLofLtheLzeinLmultigeneLfamilyLaaLEMBOgJournalYL1982YLdYLdfelZdffh13 40

15 SequenceLanalysisLandLcomparisonLofLcwNtsLofLtheLzeinLmultigeneLfamilyaLEMBOgJournalYL1982YLdYLdfelZfh13 23

14 PrimaryLstructureLofLaLgenomicLzeinLsequenceLofLmaizeaLEMBOgJournalYL1982YLdYLdffjZge 13 25

13 NucleotideLsequenceLofLnaturallyLoccurringLdeletionLmutantsLofLcauliflowerLmosaicLvirusaLVirologyYL
1981YLddeYLijkZkh 3.6 152

12 tLsystemLforLshotgunLwNtLsequencingaLNucleicgAcidsgResearchYL1981YLlYLfclZed 20.1 2657

11 TheLprimaryLstructureLofLaLplantLstorageLproteinmLzeinaLNucleicgAcidsgResearchYL1981YLlYLhdifZjg 20.1 145

10 TheLcompleteLnucleotideLsequenceLofLanLinfectiousLcloneLofLcauliflowerLmosaicLvirusLbyLMdfmpjL
shotgunLsequencingaLNucleicgAcidsgResearchYL1981YLlYLekjdZkk 20.1 400

9 tLSTRtTxzYLyORLαIzαZSPxxwLwNtLSxQUxNvINzL1981YLihlZiil 3

8 tLversatileLprimerLforLwNtLsequencingLinLtheLMdfmpeLcloningLsystemaLGeneYL1980YLdcYLilZjf 3.8 239

7 MethylationLofLsingleZstrandedLwNtLinLvitroLintroducesLnewLrestrictionLendonucleaseLcleavageL
sitesaLNatureYL1978YLejeYLfjhZj 50.4 245

6
yilamentousLcoliphageLMdfLasLaLcloningLvehiclemLinsertionLofLaLαindIILfragmentLofLtheLlacLregulatoryL
regionLinLMdfLreplicativeLformLinLvitroaLProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaYL1977YLjgYLfigeZi

11.5 654

5 PreciseLlocationLofLtheLcrossoverLregionLinLtheLlambdaLattachmentLsequenceaLNatureYL1977YLeijYLhhhZj 50.4 8

(1977-1982)
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4 ReplicationLofLtheLminicircularLwNtLofLxscherichiaLcoliLdhaLPropertiesLofLnewlyLreplicatedLopenL
circularLwNtLmoleculesaLFEBSgJournalYL1974YLggYLelfZj 7

3 xndonucleaseLactivityLassociatedLwithLtheLwNtLproteinLcomplexLofLminicircularLwNtLofLxscherichiaL
coliLdhaLFEBSgJournalYL1973YLfiYLflZgg 9

2 InhibitionLofLminicircularLwNtLreplicationLinLxscherichiaLcoliLdhLbyLrifampicinaLNature:gNewgBiologyYL
1972YLefkYLeceZf 32

1 IsolationLofLtheLminicircularLwNtLofLxscherichiaLcoliLdhLasLaLwNtZZproteinLcomplexaLNucleicgAcidsgandg
ProteingSynthesisYL1972YLekdYLgihZjd 5
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