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Prostaglandin signaling regulates renal multiciliated cell specification and maturation. Proceedings

of the National Academy of Sciences of the United States of America, 2019, 116, 8409-8418. 71 39
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Pervasive microRNA Duplication in Chelicerates: Insights from the Embryonic microRNA Repertoire of
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Target Repression Induced by Endogenous microRNAs: Large Differences, Small Effects. PLoS ONE, 2014, 95 a3
9,e104286. )

Conserved Temporal Patterns of MicroRNA Expression in Drosophila Support a Developmental
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Clusters of microRNAs emerge by new hairpins in existing transcripts. Nucleic Acids Research, 2013, 41,
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The Drosophila microRNA iab-4 causes a dominant homeotic transformation of halteres to wings.
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Visualization of trans-Homolog Enhancer-Promoter Interactions at the Abd-B Hox Locus in the
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