100

papers

105

all docs

109321

4,493 35
citations h-index
105 105
docs citations times ranked

118850
62

g-index

3661

citing authors



10

12

14

16

18

m

ARTICLE IF CITATIONS

<i>Sphingomonas<|i>: from diversity and genomics to functional role in environmental remediation

and plant growth. Critical Reviews in Biotechnology, 2020, 40, 138-152.

Plant Secondary Metabolite Biosynthesis and Transcriptional Regulation in Response to Biotic and

Abiotic Stress Conditions. Agronomy, 2021, 11, 968. 3.0 256

Seed-borne endophytic Bacillus amyloliquefaciens RWL-1 produces gibberellins and regulates
endogenous phytohormones of Oryza sativa. Plant Physiology and Biochemistry, 2016, 106, 236-243.

What Is There in Seeds? Vertically Transmitted Endophytic Resources for Sustainable Improvement in

Plant Growth. Frontiers in Plant Science, 2018, 9, 24. 3.6 208

Plant growth promoting endophytic fungi Asprgillus fumigatus TS1 and Fusarium proliferatum BRL1
produce gibberellins and regulates plant endogenous hormones. Symbiosis, 2018, 76, 117-127.

Thermotolerance effect of plant growth-promoting Bacillus cereus SA1 on soybean during heat 3.3 147
stress. BMC Microbiology, 2020, 20, 175. :

Indole-3-acetic-acid and ACC deaminase producing Leclercia adecarboxylata MO1 improves Solanum
lycopersicum L. growth and salinity stress tolerance by endogenous secondary metabolites
regulation. BMC Microbiology, 2019, 19, 80.

Plant growth-promoting endophyte Sphingomonas sp. LK11 alleviates salinity stress in Solanum

pimpinellifolium. Environmental and Experimental Botany, 2017, 133, 58-69. 42 131

Endophytic Fungi from Frankincense Tree Improves Host Growth and Produces Extracellular Enzymes
and Indole Acetic Acid. PLoS ONE, 2016, 11, e0158207.

Melatonin: Awakening the Defense Mechanisms during Plant Oxidative Stress. Plants, 2020, 9, 407. 3.5 124

The Complete Chloroplast Genome of Wild Rice (Oryza minuta) and Its Comparison to Related Species.
Frontiers in Plant Science, 2017, 8, 304.

Metal Resistant Endophytic Bacteria Reduces Cadmium, Nickel Toxicity, and Enhances Expression of
Metal Stress Related Genes with Improved Growth of Oryza Sativa, via Regulating Its Antioxidant 3.5 111
Machinery and Endogenous Hormones. Plants, 2019, 8, 363.

Complete Chloroplast Genome of Nicotiana otophora and its Comparison with Related Species.
Frontiers in Plant Science, 2016, 7, 843.

Osmoprotective functions conferred to soybean plants via inoculation with Sphingomonas sp. LK11

and exogenous trehalose. Microbiological Research, 2017, 205, 135-145. 53 100

Bacterial endophytes from arid land plants regulate endo%enous hormone content and promote
growth in crop plants: an example of <i>Sphingomonas«<[i> sp. and <i>Serratia marcescens</i>. Journal
of Plant Interactions, 2017, 12, 31-38.

Alleviation of salt stress response in soybean plants with the endophytic bacterial isolate 26 88
Curtobacterium sp. SAK1. Annals of Microbiology, 2019, 69, 797-808. :

Chloroplast genomes of Arabidopsis halleri ssp. gemmifera and Arabidopsis lyrata ssp. petraea:

Structures and comparative analysis. Scientific Reports, 2017, 7, 7556.

Plant %rowth promotmg endophytic bacteria versus pathogenic infections: an example of<i>Bacillus
amyloliquefaciens</i>RWL-1 and<i>Fusarium oxysporum<%>f. sp.<i>lycopersici<[i>in tomato. Peer, 2.0 86
2017, 5, e3107.



20

22

24

26

28

30

32

34

36

SAJJAD ASAF

ARTICLE IF CITATIONS

Salt tolerance of Glycine max .L induced by endophytic fungus Aspergillus flavus CSH1, via regulating

its endogenous hormones and antioxidative system. Plant Physiology and Biochemistry, 2018, 128, 13-23.

Integrated phytohormone production by the plant growth-promoting rhizobacterium <i>Bacillus
tequilensis</i> SSBO7 induced thermotolerance in soybean. Journal of Plant Interactions, 2019, 14, 2.1 82
416-423.

Halotolerant bacteria mitigate the effects of salinity stress on soybean growth by regulating
secondary metabolites and molecular responses. BMC Plant Biology, 2021, 21, 176.

<i>Aspergillus niger</i> CSR3 regulates plant endogenous hormones and secondary metabolites by

producing gibberellins and indoleacetic acid. Journal of Plant Interactions, 2018, 13, 100-111. 21 [

Halotolerant Rhizobacterial Strains Mitigate the Adverse Effects of NaCl Stress in Soybean Seedlings.
BioMed Research International, 2019, 2019, 1-15.

Endophytic Paecilomyces formosus LHL10 Augments Glycine max L. Adaptation to Ni-Contamination
through Affecting Endogenous Phytohormones and Oxidative Stress. Frontiers in Plant Science, 2017, 3.6 59
8, 870.

Extending thermotolerance to tomato seedlings by inoculation with SA1 isolate of Bacillus cereus
and comparison with exogenous humic acid application. PLoS ONE, 2020, 15, e0232228.

Complete genome sequencing and analysis of endophytic Sphingomonas sp. LK11 and its potential in 9.9 58
plant growth. 3 Biotech, 2018, 8, 389. :

Silicon-induced thermotolerance in Solanum lycopersicum L. via activation of antioxidant system,
heat shock proteins, and endogenous phytohormones. BMC Plant Biology, 2020, 20, 248.

Comparative analysis of complete plastid genomes from wild soybean (Glycine soja) and nine other 05 53
Glycine species. PLoS ONE, 2017, 12, e0182281. :

Complete genome analysis of Serratia marcescens RSC-14: A plant growth-promoting bacterium that
alleviates cadmium stress in host plants. PLoS ONE, 2017, 12, e0171534.

Gibberellins and indole-3-acetic acid producing rhizospheric bacterium <i>Leifsonia xyli</i> SE134
mitigates the adverse effects of copper-mediated stress on tomato. Journal of Plant Interactions, 2017, 2.1 48
12,373-380.

Halo-tolerant rhizospheric Arthrobacter woluwensis AK1 mitigates salt stress and induces
physio-hormonal changes and expression of GmST1 and GmLAX3 in soybean. Symbiosis, 2019, 77, 9-21.

Endophytes from medicinal plants and their potential for producing indole acetic acid, improving seed
germination and mitigating oxidative stress. Journal of Zhejiang University: Science B, 2017, 18, 125-137.

Complete Genome Sequence of Pseudomonas psychrotolerans CS51, a Plant Growth-Promoting
Bacterium, Under Heavy Metal Stress Conditions. Microorganisms, 2020, 8, 382.

Complete chloroplast genome sequence and comparative analysis of loblolly pine (Pinus taeda L.) with 05 44
related species. PLoS ONE, 2018, 13, e0192966. ’

Transcriptome wide identification and characterization of NO-responsive WRKY transcription factors

in Arabidopsis thaliana L.. Environmental and Experimental Botany, 2018, 148, 128-143.

Rhizospheric Bacillus spp. Rescues Plant Growth Under Salinity Stress via Regulating Gene Expression,
Endogenous Hormones, and Antioxidant System of Oryza sativa L. Frontiers in Plant Science, 2021, 12, 3.6 38
665590.



38

40

42

44

46

48

50

52

54

SAJJAD ASAF

ARTICLE IF CITATIONS

Rhizosphere Microbiome of Arid Land Medicinal Plants and Extra Cellular Enzymes Contribute to

Their Abundance. Microorganisms, 2020, 8, 213.

Rhizobacteria AK1 remediates the toxic effects of salinity stress via regulation of endogenous

phytohormones and gene expression in soybean. Biochemical Journal, 2019, 476, 2393-24009. 3.7 36

Endophytic fungus Paecilomyces formosus LHL10 produces sester-terpenoid YW3548 and cyclic peptide
that inhibit urease and Iz-glucosidase enzyme activities. Archives of Microbiology, 2018, 200, 1493-1502.

Overexpression of OsF3H modulates WBPH stress by alteration of phenylpropanoid pathway at a

transcriptomic and metabolomic level in Oryza sativa. Scientific Reports, 2020, 10, 14685. 3.3 35

Enhanced Flavonoid Accumulation Reduces Combined Salt and Heat Stress Through Regulation of
Transcriptional and Hormonal Mechanisms. Frontiers in Plant Science, 2021, 12, 796956.

Expanded inverted repeat region with large scale inversion in the first complete plastid genome

sequence of Plantago ovata. Scientific Reports, 2020, 10, 3881. 3.3 34

Biochar amendment changes jasmonic acid levels in two rice varieties and alters their resistance to
herbivory. PLoS ONE, 2018, 13, e0191296.

Mitochondrial Genome Analysis of Wild Rice (Oryza minuta) and Its Comparison with Other Related 05 31
Species. PLoS ONE, 2016, 11, e0152937. )

First complete chloroplast genomics and comparative phylogenetic analysis of Commiphora
gileadensis and C. foliacea: Myrrh producing trees. PLoS ONE, 2019, 14, e0208511.

Additive effects due to biochar and endophyte application enable soybean to enhance nutrient uptake
phy PE Yy p 2.8 29

and modulate nutritional parameters. Journal of Zhejiang University: Science B, 2017, 18, 109-124.

Isolation and characterization of a novel silicate-solubilizing bacterial strain<i>Burkholderia
eburnea</i>CS4-2 that promotes growth of japonica rice (<i>Oryza sativa</i>L. cv. Dongjin). Soil
Science and Plant Nutrition, O, , 1-9.

Metabolic and proteomic alteration in phytohormone-producing endophytic Bacillus

amyloliquefaciens RWL-1 during methanol utilization. Metabolomics, 2019, 15, 16. 8.0 28

<i>Preussia</i> sp. BSL-10 producing nitric oxide, gibberellins, and indole acetic acid and improving
rice plant growth. Journal of Plant Interactions, 2018, 13, 112-118.

Flavonone 3-hydroxylase Relieves Bacterial Leaf Blight Stress in Rice via Overaccumulation of
Antioxidant Flavonoids and Induction of Defense Genes and Hormones. International Journal of 4.1 26
Molecular Sciences, 2021, 22, 6152.

Drought and UV Radiation Stress Tolerance in Rice Is Improved by Overaccumulation of Non-Enzymatic
Antioxidant Flavonoids. Antioxidants, 2022, 11, 917.

Complete genome sequence of plant growth-promoting bacterium Leifsonia xyli SE134, a possible

gibberellin and auxin producer. Journal of Biotechnology, 2016, 239, 34-38. 3.8 21

Gibberellin application ameliorates the adverse impact of short-term flooding on Glycine max L..

Biochemical Journal, 2018, 475, 2893-2905.

Unraveling the Chloroplast Genomes of Two Prosopis Species to |dentify Its Genomic Information,
Comparative Analyses and Phylogenetic Relationship. International Journal of Molecular Sciences, 4.1 21
2020, 21, 3280.



56

58

60

62

64

66

68

70

72

SAJJAD ASAF

ARTICLE IF CITATIONS

Exogenous application of nitric oxide donors regulates short-term flooding stress in soybean. Peer],
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