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k Paper IF Citations

152 weepzOmKpredictingKproteinKfunctionsKfromKsequenceKandKinteractionsKusingKaKdeepKontologyYawareK
classifieraKBioinformaticsWK2018WKfgWKiicYiik 7.2 177

151 PhenomeNxTmKaKwholeYphenomeKapproachKtoKdiseaseKgeneKdiscoveryaKNucleiciAcidsiResearchWK2011WK
flWKeddl 20.1 166

150 TextYminingKsolutionsKforKbiomedicalKresearchmKenablingKintegrativeKbiologyaKNatureiReviewsi
GeneticsWK2012WKdfWKkelYfl 30.1 160

149 TheKroleKofKontologiesKinKbiologicalKandKbiomedicalKresearchmKaKfunctionalKperspectiveaKBriefingsiini
BioinformaticsWK2015WKdiWKdcilYkc 13.4 143

148 TheKvtytKchallengeKreportsKimprovedKproteinKfunctionKpredictionKandKnewKfunctionalKannotationsK
forKhundredsKofKgenesKthroughKexperimentalKscreensaKGenomeiBiologyWK2019WKecWKegg 18.3 111

147 tnalysisKofKmammalianKgeneKfunctionKthroughKbroadYbasedKphenotypicKscreensKacrossKaKconsortiumK
ofKmouseKclinicsaKNatureiGeneticsWK2015WKgjWKlilYljk 36.3 106

146 TheKSemanticscienceKIntegratedKOntologyKSSIOTKforKbiomedicalKresearchKandKknowledgeKdiscoveryaK
JournaliofiBiomedicaliSemanticsWK2014WKhWKdg 2.2 101

145 yoodOnmKaKharmonizedKfoodKontologyKtoKincreaseKglobalKfoodKtraceabilityWKqualityKcontrolKandKdataK
integrationaKNpjiScienceiofiFoodWK2018WKeWKef 6.3 83

144 weepzOPlusmKimprovedKproteinKfunctionKpredictionKfromKsequenceaKBioinformaticsWK2020WKfiWKgeeYgel 7.2 70

143 NeuroYsymbolicKrepresentationKlearningKonKbiologicalKknowledgeKgraphsaKBioinformaticsWK2017WKffWKejefYejfc7.2 63

142 TheKUnitsKOntologymKaKtoolKforKintegratingKunitsKofKmeasurementKinKscienceaKDatabase:itheiJournaliofi
BiologicaliDatabasesiandiCurationWK2012WKecdeWKbascff 5 63

141 tnalysisKofKtheKhumanKdiseasomeKusingKphenotypeKsimilarityKbetweenKcommonWKgeneticWKandK
infectiousKdiseasesaKScientificiReportsWK2015WKhWKdckkk 4.9 62

140 MouseKgeneticKandKphenotypicKresourcesKforKhumanKgeneticsaKHumaniMutationWK2012WKffWKkeiYfi 4.7 56

139 xvaluationKofKresearchKinKbiomedicalKontologiesaKBriefingsiiniBioinformaticsWK2013WKdgWKiliYjde 13.4 55

138 tberYOWLmKaKframeworkKforKontologyYbasedKdataKaccessKinKbiologyaKBMCiBioinformaticsWK2015WKdiWKei 3.6 53

137 OPteVecmKcombiningKformalKandKinformalKcontentKofKbiomedicalKontologiesKtoKimproveK
similarityYbasedKpredictionaKBioinformaticsWK2019WKfhWKedffYedgc 7.2 48

136 OntoeVecmKjointKvectorYbasedKrepresentationKofKbiologicalKentitiesKandKtheirKontologyYbasedK
annotationsaKBioinformaticsWK2018WKfgWKiheYiic 7.2 43
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135 uio–ackathonKseriesKinKecddKandKecdemKpenetrationKofKontologyKandKlinkedKdataKinKlifeKscienceK
domainsaKJournaliofiBiomedicaliSemanticsWK2014WKhWKh 2.2 42

134 RelationsKasKpatternsmKbridgingKtheKgapKbetweenKOuOKandKOWLaKBMCiBioinformaticsWK2010WKddWKggd 3.6 42

133 TheKanatomyKofKphenotypeKontologiesmKprinciplesWKpropertiesKandKapplicationsaKBriefingsiini
BioinformaticsWK2018WKdlWKdcckYdced 13.4 41

132 IdentifyingKaberrantKpathwaysKthroughKintegratedKanalysisKofKknowledgeKinKpharmacogenomicsaK
BioinformaticsWK2012WKekWKedilYjh 7.2 39

131 InteroperabilityKbetweenKphenotypeKandKanatomyKontologiesaKBioinformaticsWK2010WKeiWKfddeYk 7.2 38

130 IntegratingKsystemsKbiologyKmodelsKandKbiomedicalKontologiesaKBMCiSystemsiBiologyWK2011WKhWKdeg 3.5 37

129 MouseKmodelKphenotypesKprovideKinformationKaboutKhumanKdrugKtargetsaKBioinformaticsWK2014WKfcWKjdlYeh7.2 35

128 RepresentingKdefaultKknowledgeKinKbiomedicalKontologiesmKapplicationKtoKtheKintegrationKofK
anatomyKandKphenotypeKontologiesaKBMCiBioinformaticsWK2007WKkWKfjj 3.6 34

127 tnKontologyKapproachKtoKcomparativeKphenomicsKinKplantsaKPlantiMethodsWK2015WKddWKdc 5.8 33

126 InteroperabilityKbetweenKbiomedicalKontologiesKthroughKrelationKexpansionWKupperYlevelKontologiesK
andKautomaticKreasoningaKPLoSiONEWK2011WKiWKeeecci 3.7 32

125 tKtopYlevelKontologyKofKfunctionsKandKitsKapplicationKinKtheKOpenKuiomedicalKOntologiesaK
BioinformaticsWK2006WKeeWKeiiYjf 7.2 32

124 TheKRIvORwOKapproachKtoKsemanticKinteroperabilityKforKbiomedicalKdataKandKmodelsmKstrategyWK
standardsKandKsolutionsaKBMCiResearchiNotesWK2011WKgWKfdf 2.3 31

123 SemanticKwiseaseKzeneKxmbeddingsKSSmuwzxTmKphenotypeYbasedKdiseaseKgeneKprioritizationK
withoutKphenotypesaKBioinformaticsWK2018WKfgWKilcdYilcj 7.2 30

122 TheKneurobehaviorKontologymKanKontologyKforKannotationKandKintegrationKofKbehaviorKandK
behavioralKphenotypesaKInternationaliReviewiofiNeurobiologyWK2012WKdcfWKilYkj 4.4 29

121 TaxonKandKtraitKrecognitionKfromKdigitizedKherbariumKspecimensKusingKdeepKconvolutionalKneuralK
networksaKBotanyiLettersWK2018WKdihWKfjjYfkf 1.1 28

120 tKcommonKlayerKofKinteroperabilityKforKbiomedicalKontologiesKbasedKonKOWLKxLaKBioinformaticsWK
2011WKejWKdccdYk 7.2 28

119 RankingKadverseKdrugKreactionsKwithKcrowdsourcingaKJournaliofiMedicaliInternetiResearchWK2015WKdjWKekc 7.6 27

118 SemiYSupervisedKxntityKtlignmentKviaKKnowledgeKzraphKxmbeddingKwithKtwarenessKofKwegreeK
wifferenceK2019WK 25

(2019-2014)
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117 IntegratingKphenotypeKontologiesKwithKPhenomeNxTaKJournaliofiBiomedicaliSemanticsWK2017WKkWKhk 2.2 25

116 weepPVPmKphenotypeYbasedKprioritizationKofKcausativeKvariantsKusingKdeepKlearningaKBMCi
BioinformaticsWK2019WKecWKih 3.6 24

115 TheKfloraKphenotypeKontologyKSyLOPOTmKtoolKforKintegratingKmorphologicalKtraitsKandKphenotypesK
ofKvascularKplantsaKJournaliofiBiomedicaliSemanticsWK2016WKjWKih 2.2 24

114 SemanticKintegrationKofKphysiologyKphenotypesKwithKanKapplicationKtoKtheKvellularKPhenotypeK
OntologyaKBioinformaticsWK2012WKekWKdjkfYl 7.2 22

113 SemanticKprioritizationKofKnovelKcausativeKgenomicKvariantsaKPLoSiComputationaliBiologyWK2017WKdfWKedcchhcc5 21

112 ytLwOmKaKsemanticKstandardKforKdescribingKtheKlocationKofKnucleotideKandKproteinKfeatureK
annotationaKJournaliofiBiomedicaliSemanticsWK2016WKjWKfl 2.2 20

111 TheKRNtKOntologyKSRNtOTmKtnKontologyKforKintegratingKRNtKsequenceKandKstructureKdataaKAppliedi
OntologyWK2011WKiWKhfYkl 1.4 20

110 SemanticKsimilarityKandKmachineKlearningKwithKontologiesaKBriefingsiiniBioinformaticsWK2021WKeeWK 13.4 20

109 xvaluatingKtheKeffectKofKannotationKsizeKonKmeasuresKofKsemanticKsimilarityaKJournaliofiBiomedicali
SemanticsWK2017WKkWKj 2.2 19

108 ImprovingKdiseaseKgeneKprioritizationKbyKcomparingKtheKsemanticKsimilarityKofKphenotypesKinKmiceK
withKthoseKofKhumanKdiseasesaKPLoSiONEWK2012WKjWKefklfj 3.7 18

107 LinkingKPharmzKuKtoKphenotypeKstudiesKandKanimalKmodelsKofKdiseaseKforKdrugKrepurposingaKPacifici
SymposiumioniBiocomputingiPacificiSymposiumioniBiocomputingWK2012WKfkkYll 1.3 18

106 tnalyzingKgeneKexpressionKdataKinKmiceKwithKtheKNeuroKuehaviorKOntologyaKMammalianiGenomeWK
2014WKehWKfeYgc 3.2 17

105 vomputationalKtoolsKforKcomparativeKphenomicsmKtheKroleKandKpromiseKofKontologiesaKMammaliani
GenomeWK2012WKefWKiilYjl 3.2 17

104 SystematicKanalysisKofKexperimentalKphenotypeKdataKrevealsKgeneKfunctionsaKPLoSiONEWK2013WKkWKeickgj 3.7 16

103 InferringKontologyKgraphKstructuresKusingKOWLKreasoningaKBMCiBioinformaticsWK2018WKdlWKj 3.6 15

102 NewKapproachesKtoKtheKrepresentationKandKanalysisKofKphenotypeKknowledgeKinKhumanKdiseasesK
andKtheirKanimalKmodelsaKBriefingsiiniFunctionaliGenomicsWK2011WKdcWKehkYih 4.9 15

101 tnKintegrativeWKtranslationalKapproachKtoKunderstandingKrareKandKorphanKgeneticallyKbasedK
diseasesaKInterfaceiFocusWK2013WKfWKecdecchh 3.9 14

100 wataKScienceKandKsymbolicKtImKSynergiesWKchallengesKandKopportunitiesaKDataiScienceWK2017WKdWKejYfk 2.2 13
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99 xnrichedKbiodiversityKdataKasKaKresourceKandKserviceaKBiodiversityiDataiJournalWK2014WKeddeh 1.8 13

98 tpplyingKtheKfunctionalKabnormalityKontologyKpatternKtoKanatomicalKfunctionsaKJournaliofi
BiomedicaliSemanticsWK2010WKdWKg 2.2 12

97 zyOYuiomKtKbiologicalKcoreKontologyaKAppliediOntologyWK2008WKfWKedlYeej 1.4 12

96 tKReviewKofKvurrentKStandardsKandKtheKxvolutionKofK–istopathologyKNomenclatureKforKLaboratoryK
tnimalsaKILARiJournalWK2018WKhlWKelYfl 1.7 12

95 NotionsKofKsimilarityKforKsystemsKbiologyKmodelsaKBriefingsiiniBioinformaticsWK2018WKdlWKjjYkk 13.4 11

94 InKsilicoKexplorationKofKRedKSeaKuacillusKgenomesKforKnaturalKproductKbiosyntheticKgeneKclustersaK
BMCiGenomicsWK2018WKdlWKfke 4.5 11

93 uOWikimKanKontologyYbasedKwikiKforKannotationKofKdataKandKintegrationKofKknowledgeKinKbiologyaK
BMCiBioinformaticsWK2009WKdcKSupplKhWKSh 3.6 11

92 PredictionKofKMetabolicKPathwayKInvolvementKinKProkaryoticKUniProtKuKwataKbyKtssociationKRuleK
MiningaKPLoSiONEWK2016WKddWKecdhkkli 3.7 11

91 weepViralmKpredictionKofKnovelKvirusYhostKinteractionsKfromKproteinKsequencesKandKinfectiousK
diseaseKphenotypesaKBioinformaticsWK2021WK 7.2 11

90 InKsilicoKscreeningKforKcandidateKchassisKstrainsKofKfreeKfattyKacidYproducingKcyanobacteriaaKBMCi
GenomicsWK2017WKdkWKff 4.5 10

89 UsingKtberOWLKforKfastKandKscalableKreasoningKoverKuioPortalKontologiesaKJournaliofiBiomedicali
SemanticsWK2016WKjWKgl 2.2 10

88 wxSMmKportalKforKmicrobialKknowledgeKexplorationKsystemsaKNucleiciAcidsiResearchWK2016WKggWKwiegYff 20.1 10

87 LogicalKzeneKOntologyKtnnotationsKSzOtLTmKexploringKgeneKontologyKannotationsKwithKOWLaK
JournaliofiBiomedicaliSemanticsWK2012WKfKSupplKdWKSf 2.2 10

86 xvaluatingKgoldKstandardKcorporaKagainstKgenebproteinKtaggingKsolutionsKandKlexicalKresourcesaK
JournaliofiBiomedicaliSemanticsWK2013WKgWKek 2.2 10

85 TheKontologyKofKbiologicalKsequencesaKBMCiBioinformaticsWK2009WKdcWKfjj 3.6 10

84 xLKxmbeddingsmKzeometricKvonstructionKofKModelsKforKtheKwescriptionKLogicKxLVVK2019WK 10

83 tnKinfrastructureKforKontologyYbasedKinformationKsystemsKinKbiomedicinemKRIvORwOKcaseKstudyaK
BioinformaticsWK2012WKekWKggkYhc 7.2 9

82 OntologyYbasedKpredictionKofKcancerKdriverKgenesaKScientificiReportsWK2019WKlWKdjgch 4.9 9

(2019-2014)
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81 MachineKlearningKwithKbiomedicalKontologies 8

80 PredictingKcandidateKgenesKfromKphenotypesWKfunctionsKandKanatomicalKsiteKofKexpressionaK
BioinformaticsWK2021WKfjWKkhfYkic 7.2 8

79 PathoPhenowuWKlinkingKhumanKpathogensKtoKtheirKphenotypesKinKsupportKofKinfectiousKdiseaseK
researchaKScientificiDataWK2019WKiWKjl 8.2 7

78 SimilarityYbasedKsearchKofKmodelKorganismWKdiseaseKandKdrugKeffectKphenotypesaKJournaliofi
BiomedicaliSemanticsWK2015WKiWKi 2.2 7

77 wxSYTOMtTOmKtKKnowledgeKxxplorationKSystemKyocusedKOnKTomatoKSpeciesaKScientificiReportsWK
2017WKjWKhlik 4.9 7

76 ThematicKseriesKonKbiomedicalKontologiesKinKJuMSmKchallengesKandKnewKdirectionsaKJournaliofi
BiomedicaliSemanticsWK2014WKhWKdh 2.2 7

75 xvaluationKandKcrossYcomparisonKofKlexicalKentitiesKofKbiologicalKinterestKSLexxuITaKPLoSiONEWK2013WK
kWKejhdkh 3.7 7

74 OntologyKdesignKpatternsKtoKdisambiguateKrelationsKbetweenKgenesKandKgeneKproductsKinKzxNItaK
JournaliofiBiomedicaliSemanticsWK2011WKeKSupplKhWKSd 2.2 7

73 weepPhenomKPredictingKsingleKgeneKlossYofYfunctionKphenotypesKusingKanKontologyYawareK
hierarchicalKclassifieraKPLoSiComputationaliBiologyWK2020WKdiWKedcckghf 5 7

72 xMvdcKhomozygousKvariantKidentifiedKinKaKfamilyKwithKglobalKdevelopmentalKdelayWKmildKintellectualK
disabilityWKandKspeechKdelayaKClinicaliGeneticsWK2020WKlkWKhhhYhid 4 7

71 QuantitativeKcomparisonKofKmappingKmethodsKbetweenK–umanKandKMammalianKPhenotypeK
OntologyaKJournaliofiBiomedicaliSemanticsWK2012WKfKSupplKeWKSd 2.2 6

70 wrugKrepurposingKthroughKjointKlearningKonKknowledgeKgraphsKandKliterature 6

69 weepzOPlusmKImprovedKproteinKfunctionKpredictionKfromKsequence 6

68 QuantitativeKevaluationKofKontologyKdesignKpatternsKforKcombiningKpathologyKandKanatomyK
ontologiesaKScientificiReportsWK2019WKlWKgceh 4.9 5

67 vombiningKlexicalKandKcontextKfeaturesKforKautomaticKontologyKextensionaKJournaliofiBiomedicali
SemanticsWK2020WKddWKd 2.2 5

66 OntologyYbasedKcrossYspeciesKintegrationKandKanalysisKofKSaccharomycesKcerevisiaeKphenotypesaK
JournaliofiBiomedicaliSemanticsWK2012WKfKSupplKeWKSi 2.2 5

65 yormalKaxiomsKinKbiomedicalKontologiesKimproveKanalysisKandKinterpretationKofKassociatedKdata 5

64 yormalKaxiomsKinKbiomedicalKontologiesKimproveKanalysisKandKinterpretationKofKassociatedKdataaK
BioinformaticsWK2020WKfiWKeeelYeefi 7.2 5
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63 tKfastWKaccurateWKandKgeneralisableKheuristicYbasedKnegationKdetectionKalgorithmKforKclinicalKtextaK
ComputersiiniBiologyiandiMedicineWK2021WKdfcWKdcgedi 7 5

62 wermOnKanKontologyKforKtheKdescriptionKofKdermatologicKdiseaseaKJournaliofiBiomedicaliSemanticsWK
2016WKjWKfk 2.2 5

61 OntologyKbasedKtextKminingKofKgeneYphenotypeKassociationsmKapplicationKtoKcandidateKgeneK
predictionaKDatabase:itheiJournaliofiBiologicaliDatabasesiandiCurationWK2019WKecdlWK 5 4

60 uestKbehaviourrKOntologiesKandKtheKformalKdescriptionKofKanimalKbehaviouraKMammalianiGenomeWK
2015WKeiWKhgcYj 3.2 4

59 wwIxMmKdrugKdatabaseKforKinbornKerrorsKofKmetabolismaKOrphanetiJournaliofiRareiDiseasesWK2020WKdhWKdgi4.2 4

58 RepresentingKphysiologicalKprocessesKandKtheirKparticipantsKwithKPhysioMapsaKJournaliofiBiomedicali
SemanticsWK2013WKgKSupplKdWKSe 2.2 4

57 TowardsKimprovingKphenotypeKrepresentationKinKOWLaKJournaliofiBiomedicaliSemanticsWK2012WKfK
SupplKeWKSh 2.2 4

56 PIwOmKtheKprimaryKimmunodeficiencyKdiseaseKontologyaKBioinformaticsWK2011WKejWKfdlfYl 7.2 4

55 SemanticKSystemsKuiologymKyormalKKnowledgeKRepresentationKinKSystemsKuiologyKforKModelK
vonstructionWKRetrievalWKValidationKandKwiscoveryK2013WKfhhYfjf 4

54 ImprovedKcharacterisationKofKclinicalKtextKthroughKontologyYbasedKvocabularyKexpansion 4

53 KomentimKtKsemanticKtextKminingKframework 4

52 WhatKisKtheKrightKsequencingKapproachrKSoloKVSKextendedKfamilyKanalysisKinKconsanguineousK
populationsaKBMCiMedicaliGenomicsWK2020WKdfWKdcf 3.7 4

51 TowardsKsemanticKinteroperabilitymKfindingKandKrepairingKhiddenKcontradictionsKinKbiomedicalK
ontologiesaKBMCiMedicaliInformaticsiandiDecisioniMakingWK2020WKecWKfdd 3.6 4

50 ImprovedKcharacterisationKofKclinicalKtextKthroughKontologyYbasedKvocabularyKexpansionaKJournaliofi
BiomedicaliSemanticsWK2021WKdeWKj 2.2 4

49 TowardsKsimilarityYbasedKdifferentialKdiagnosticsKforKcommonKdiseasesaKComputersiiniBiologyiandi
MedicineWK2021WKdffWKdcgfic 7 4

48 vomparativeKgenomicsKstudyKrevealsKRedKSeaKuacillusKwithKcharacteristicsKassociatedKwithKpotentialK
microbialKcellKfactoriesKSMvysTaKScientificiReportsWK2019WKlWKdlehg 4.9 4

47 NailKabnormalitiesKidentifiedKinKanKageingKstudyKofKfcKinbredKmouseKstrainsaKExperimentali
DermatologyWK2019WKekWKfkfYflc 4 4

46 OligoPVPmKPhenotypeYdrivenKanalysisKofKindividualKgenomicKinformationKtoKprioritizeKoligogenicK
diseaseKvariantsaKScientificiReportsWK2018WKkWKdgikd 4.9 4

(2018-2021)
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45 OntologyYbasedKvalidationKandKidentificationKofKregulatoryKphenotypesaKBioinformaticsWK2018WKfgWKikhjYikih7.2 4

44 tKProposalKforKaKzeneKyunctionsKWikiaKLectureiNotesiiniComputeriScienceWK2006WKiilYijk 0.9 4

43 TheKInformaticsKofKwevelopmentalKPhenotypesK2016WKfcjYfdk 3

42 StatisticalKtestsKforKassociationsKbetweenKtwoKdirectedKacyclicKgraphsaKPLoSiONEWK2010WKhWKedclli 3.7 3

41 tKfastWKaccurateWKandKgeneralisableKheuristicYbasedKnegationKdetectionKalgorithmKforKclinicalKtext 3

40 zyVOmKtheKzenomicKyeatureKandKVariationKOntologyaKPeerJWK2015WKfWKelff 3.1 3

39 OntologyKbasedKminingKofKpathogenYdiseaseKassociationsKfromKliterature 3

38 OntologyKbasedKminingKofKpathogenYdiseaseKassociationsKfromKliteratureaKJournaliofiBiomedicali
SemanticsWK2019WKdcWKdh 2.2 2

37 –yalineKtrteriolosclerosisKinKfcKStrainsKofKtgedKInbredKMiceaKVeterinaryiPathologyWK2019WKhiWKjllYkci 2.8 2

36 uio–ackathonKecdhmKSemanticsKofKdataKforKlifeKsciencesKandKreproducibleKresearchaKF1000ResearchWK
2020WKlWKdfi 3.6 2

35 PathoPhenowumKlinkingKhumanKpathogensKtoKtheirKdiseaseKphenotypesKinKsupportKofKinfectiousK
diseaseKresearch 2

34 PredictingKcandidateKgenesKfromKphenotypesWKfunctionsWKandKanatomicalKsiteKofKexpression 2

33 ModelingKquantitativeKtraitsKforKvOVIwYdlKcaseKreports 2

32 weepPVPmKphenotypeYbasedKprioritizationKofKcausativeKvariantsKusingKdeepKlearning 2

31 QuantitativeKevaluationKofKontologyKdesignKpatternsKforKcombiningKpathologyKandKanatomyKontologies 2

30 LinkingKcommonKhumanKdiseasesKtoKtheirKphenotypesnKdevelopmentKofKaKresourceKforKhumanK
phenomicsaKJournaliofiBiomedicaliSemanticsWK2021WKdeWKdj 2.2 2

29 TowardsKSimilarityYbasedKwifferentialKwiagnosticsKyorKvommonKwiseases 2

28 OuMLKYKOntologiesKinKuiomedicineKandKLifeKSciencesaKJournaliofiBiomedicaliSemanticsWK2011WKeKSupplK
gWKId 2.2 1
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27 LINKINzKP–tRMzKuKTOKP–xNOTYPxKSTUwIxSKtNwKtNIMtLKMOwxLSKOyKwISxtSxKyORKwRUzK
RxPURPOSINzK2011WK 1

26 tKMachineKLearningKuasedKtpproachKforKSimilarityKSearchKonKuiodiversityKKnowledgeKzraphsaK
BiodiversityiInformationiScienceiandiStandardsWfWK 1

25 PhenotypicWKfunctionalKandKtaxonomicKfeaturesKpredictKhostYpathogenKinteractions 1

24 SelfYnormalizingKlearningKonKbiomedicalKontologiesKusingKaKdeepKSiameseKneuralKnetwork 1

23 TowardsKsemanticKinteroperabilitymKfindingKandKrepairingKhiddenKcontradictionsKinKbiomedicalKontologies 1

22 NotionsKofKsimilarityKforKcomputationalKbiologyKmodels 1

21 wgmKweepKwrugYdrugKinteractionKwiscoveryKandKwemystification 1

20 weepViralmKinfectiousKdiseaseKphenotypesKimproveKpredictionKofKnovelKvirusâ��hostKinteractions 1

19 xxploringKuinaryKRelationsKforKOntologyKxxtensionKandKImprovedKtdaptationKtoKvlinicalKText 1

18 VeceSPtRQLmKintegratingKSPtRQLKqueriesKandKknowledgeKgraphKembeddings 1

17 OntologyYbasedKpredictionKofKcancerKdriverKgenes 1

16 OntologiesKinKuiologyK2010WKfgjYfjd 1

15 wTIYVoodoomKmachineKlearningKoverKinteractionKnetworksKandKontologyYbasedKbackgroundK
knowledgeKpredictsKdrugYtargetKinteractionsaKBioinformaticsWK2021WK 7.2 1

14 wataminingKwithKOntologiesaKMethodsiiniMoleculariBiologyWK2016WKdgdhWKfkhYlj 1.4 1

13 MultiYfacetedKsemanticKclusteringKwithKtextYderivedKphenotypesaKComputersiiniBiologyiandiMedicineWK
2021WKdfkWKdcglcg 7 1

12 UsageKofKcellKnomenclatureKinKbiomedicalKliteratureaKBMCiBioinformaticsWK2017WKdkWKhid 3.6 0

11 weepzOWebmKfastKandKaccurateKproteinKfunctionKpredictionKonKtheKSSemanticTKWebaKNucleiciAcidsi
ResearchWK2021WKglWKWdgcYWdgi 20.1 0

10 vombiningKbiomedicalKknowledgeKgraphsKandKtextKtoKimproveKpredictionsKforKdrugYtargetK
interactionsKandKdrugYindicationsaaKPeerJWK2022WKdcWKedfcid 3.1 0

(2022-2011)
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9 xffectsKofKNegationKandKUncertaintyKStratificationKonKTextYwerivedKPatientKProfileKSimilarityaaK
FrontiersiiniDigitaliHealthWK2021WKfWKjkdeej 2.3

8 xvaluatingKsemanticKsimilarityKmethodsKforKcomparisonKofKtextYderivedKphenotypeKprofilesaaKBMCi
MedicaliInformaticsiandiDecisioniMakingWK2022WKeeWKff 3.6

7 uio–ackathonKseriesKinKecdfKandKecdgmKimprovementsKofKsemanticKinteroperabilityKinKlifeKscienceK
dataKandKservicesaKF1000ResearchWkWKdijj 3.6

6 trgumentationKtoKRepresentKandKReasonKoverKuiologicalKSystemsaKLectureiNotesiiniComputeri
ScienceWK2012WKdegYdfk 0.9

5 xxperiencesKwithKtberYOWLWKanKOntologyKRepositoryKwithKOWLKxLKReasoningaKLectureiNotesiini
ComputeriScienceWK2016WKkdYki 0.9

4 weepPhenomKPredictingKsingleKgeneKlossYofYfunctionKphenotypesKusingKanKontologyYawareK
hierarchicalKclassifierK2020WKdiWKedcckghf

3 weepPhenomKPredictingKsingleKgeneKlossYofYfunctionKphenotypesKusingKanKontologyYawareK
hierarchicalKclassifierK2020WKdiWKedcckghf

2 weepPhenomKPredictingKsingleKgeneKlossYofYfunctionKphenotypesKusingKanKontologyYawareK
hierarchicalKclassifierK2020WKdiWKedcckghf

1 weepPhenomKPredictingKsingleKgeneKlossYofYfunctionKphenotypesKusingKanKontologyYawareK
hierarchicalKclassifierK2020WKdiWKedcckghf
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