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High-Density Amplicon Sequencin% Identifies Community Spread and Ongoing Evolution of SARS-CoV-2

in the Southern United States. Cell Reports, 2020, 33, 108352.

Whole-genome sequencing of Kaposi sarcoma-associated herpesvirus (KSHV/HHVS) reveals evidence

for two African lineages. Virology, 2022, 568, 101-114. 2.4 6



