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49 βeneticNvariantsNinNelevenNcentralNandNperipheralNchemoreceptorNgenesNinNsuddenNinfantNdeathN
syndromeddNPediatricoResearchbN2022bN 3.2 1

48 SpermNhuntingNonNopticalNmicroscopeNslidesNforNforensicNanalysisNwithNdeepNconvolutionalNnetworksN
cNaNfeasibilityNstudydNForensicoScienceoInternational:oGeneticsbN2022bNklbNgfhlfh 4.3 1

47
xenefitsNandNoutcomesNofNaNnewNmultidisciplinaryNapproachNforNtheNmanagementNandNfinancingNofN
suddenNunexplainedNdeathNcasesNinNaNforensicNsettingNinNSwitzerlandddNForensicoScienceoInternationalbN
2022bNiijbNggghjf

2.6 0

46 SourceNlevelNinterpretationNofNmixedNbiologicalNstainsNusingNcodingNregionNSNPsddNForensicoScienceo
International:oGeneticsbN2022bNkobNgfhlnk 4.3 1

45 gothNcenturyNfamilyNsagaNrectoldNbyNzNwNrecoveredNfromNpostcardNstampsdNForensicoScienceo
InternationalbN2021bNiifbNggggho 2.6 0

44 wNcollaborativeNexerciseNonNzNwNmethylationcbasedNageNpredictionNandNbodyNfluidNtypingddNForensico
ScienceoInternational:oGeneticsbN2021bNkmbNgfhlkl 4.3 1

43 RecevaluationNofNsingleNnucleotideNvariantsNandNidentificationNofNstructuralNvariantsNinNaNcohortNofNjkN
suddenNunexplainedNdeathNcasesdNInternationaloJournaloofoLegaloMedicinebN2021bNgikbNgijgcgijo 3.1 4

42 SamplingNtouchNzNwNfromNhumanNskinNfollowingNskinctocskinNcontactNinNmockNassaultNscenarioscwN
comparisonNofNnineNcollectionNmethodsdNJournaloofoForensicoSciencesbN2021bNllbNgnnocgoff 1.8 0

41 öorensischeNzNwcMethylierungsanalysedNRechtsmedizinbN2021bNigbNhfhchgl 0.6 1

40 öorensischeNzNwcMethylierungsanalysedNRechtsmedizinbN2021bNigbNgohchfg 0.6 2

39 öorensicNtranscriptomeNanalysisNusingNmassivelyNparallelNsequencingdNForensicoScienceoInternational:o
GeneticsbN2021bNkhbNgfhjnl 4.3 9

38 xeyondNsimpleNkinshipNandNidentificationpNazNwNanalysesNfromNaNgmthcgothNcenturyNcryptNinN
βermanydNForensicoScienceoInternational:oGeneticsbN2021bNkibNgfhjon 4.3 1

37 mRNwNprofilingNofNmockNcaseworkNsamplespNResultsNofNaNöoRNwPNcollaborativeNexercisedNForensico
ScienceoInternational:oGeneticsbN2021bNkfbNgfhjfo 4.3 12

36 βeneticNwnalysisNinNaNSwissNyohortNofNxilateralNyongenitalNyataractdNJAMAoOphthalmologybN2021bN
giobNlogcmff 3.9 3

35 wssessingNtimeNdependentNchangesNinNmicrobialNcompositionNofNbiologicalNcrimeNsceneNtracesNusingN
microbialNRNwNmarkersdNForensicoScienceoInternational:oGeneticsbN2021bNkibNgfhkim 4.3 2

34 zegradationNofNhumanNmRNwNtranscriptsNoverNtimeNasNanNindicatorNofNtheNtimeNsinceNdepositionN
VTszWNinNbiologicalNcrimeNsceneNtracesdNForensicoScienceoInternational:oGeneticsbN2021bNkibNgfhkhj 4.3 3

33 EvaluatingNtheNperformanceNofNfiveNupctocdateNzNweRNwNcocextractionNmethodsNforNforensicN
applicationdNForensicoScienceoInternationalbN2021bNihnbNggfool 2.6 3

Cordula Haas

2



32 MicrobiomecbasedNbodyNsiteNofNoriginNclassificationNofNforensicallyNrelevantNbloodNtracesdNForensico
ScienceoInternational:oGeneticsbN2020bNjmbNgfhhnf 4.3 7

31 wssigningNforensicNbodyNfluidsNtoNdonorsNinNmixedNbodyNfluidsNbyNtargetedNRNwezNwNdeepN
sequencingNofNcodingNregionNSNPsdNInternationaloJournaloofoLegaloMedicinebN2020bNgijbNjmicjnk 3.1 16

30 OngoingNtissueNchangesNinNanNexperimentallyNmummifiedNhumanNlegdNAnatomicaloRecordbN2020bNifibNifnkcifok2.1 0

29 öunctionalNcharacterizationNofNaNnovelNSyNkwNvariantNassociatedNwithNlongNQTNsyndromeNandN
suddenNcardiacNdeathdNInternationaloJournaloofoLegaloMedicinebN2019bNgiibNgmiicgmjh 3.1 2

28 TranscriptionNandNmicrobialNprofilingNofNbodyNfluidsNusingNaNmassivelyNparallelNsequencingNapproachdN
ForensicoScienceoInternational:oGeneticsbN2019bNjibNgfhgjo 4.3 11

27
NovelNtaxonomycindependentNdeepNlearningNmicrobiomeNapproachNallowsNforNaccurateN
classificationNofNdifferentNforensicallyNrelevantNhumanNepithelialNmaterialsdNForensicoScienceo
International:oGeneticsbN2019bNjgbNmhcnh

4.3 19

26 MicrobiomecbasedNbodyNfluidNidentificationNofNsamplesNexposedNtoNindoorNconditionsdNForensico
ScienceoInternational:oGeneticsbN2019bNjfbNgfkcggi 4.3 21

25
HIrisPlexcSNsystemNforNeyebNhairbNandNskinNcolorNpredictionNfromNzNwpNMassivelyNparallelNsequencingN
solutionsNforNtwoNcommonNforensicallyNusedNplatformsdNForensicoScienceoInternational:oGeneticsbN2019
bNjibNgfhgkh

4.3 24

24
wssigningNforensicNbodyNfluidsNtoNzNwNdonorsNinNmixedNsamplesNbyNtargetedNRNwezNwNdeepN
seqeuncingNofNcodingNregionNSNPsNusingNionNtorrentNtechnologydNForensicoScienceoInternational:o
GeneticsoSupplementoSeriesbN2019bNmbNhichj

0.5 5

23 PredictingNtheNoriginNofNstainsNfromNwholeNmiRNomeNmassivelyNparallelNsequencingNdatadNForensico
ScienceoInternational:oGeneticsbN2019bNjfbNgigcgio 4.3 16

22 mRNwNMPSNtissueNidentificationNassayNtoNaidNinNtheNinvestigationNofNtraumaticNinjuriesdNForensico
ScienceoInternational:oGeneticsoSupplementoSeriesbN2019bNmbNhkchl 0.5 1

21 ExomeNanalysisNinNijNsuddenNunexplainedNdeathNVSUzWNvictimsNmainlyNidentifiedNvariantsNinN
channelopathycassociatedNgenesdNInternationaloJournaloofoLegaloMedicinebN2018bNgihbNgfkmcgflk 3.1 30

20 PredictingNtheNoriginNofNstainsNfromNnextNgenerationNsequencingNmRNwNdatadNForensicoScienceo
International:oGeneticsbN2018bNijbNimcjn 4.3 33

19 ylinicalNandNexperimentalNevidenceNsuggestNaNlinkNbetweenNKIömNandNykorfjhcrelatedNciliopathiesN
throughNSonicNHedgehogNsignalingdNEuropeanoJournaloofoHumanoGeneticsbN2018bNhlbNgomchfo 5.3 13

18
IntroducingNnovelNtypeNofNhumanNzNwNmarkersNforNforensicNtissueNidentificationpNzNwNcopyNnumberN
variationNallowsNtheNdetectionNofNbloodNandNsemendNForensicoScienceoInternational:oGeneticsbN2018bN
ilbNgghcggn

4.3 7

17 öunctionalNimplicationsNofNaNrareNvariantNinNtheNsodiumNchannelN˛†gxNsubunitNVWNinNaNkcmonthcoldNmaleN
suddenNinfantNdeathNsyndromeNcasedNHeartRhythmoCaseoReportsbN2018bNjbNgnmcgof 1 2

16 TowardsNbroadeningNöorensicNzNwNPhenotypingNbeyondNpigmentationpNImprovingNtheNpredictionNofN
headNhairNshapeNfromNzNwdNForensicoScienceoInternational:oGeneticsbN2018bNimbNhjgchkg 4.3 24

15 SexcdependentNdifferencesNinNtheNinNvivoNrespiratoryNphenotypeNofNtheNTwSKcgNpotassiumNchannelN
knockoutNmousedNRespiratoryoPhysiologyoandoNeurobiologybN2017bNhjkbNgichn 2.8 6
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14 PostcmortemNwholecexomeNanalysisNinNaNlargeNsuddenNinfantNdeathNsyndromeNcohortNwithNaNfocusNonN
cardiovascularNandNmetabolicNgeneticNdiseasesdNEuropeanoJournaloofoHumanoGeneticsbN2017bNhkbNjfjcjfo 5.3 66

13 hbfffNYearNoldN˛†cthalassemiaNcaseNinNSardiniaNsuggestsNmalariaNwasNendemicNbyNtheNRomanNperioddN
AmericanoJournaloofoPhysicaloAnthropologybN2017bNgljbNilhcimf 2.5 11

12 RecoveryNofNTraceNzNwNonNylothingpNwNyomparisonNofNMinictapeNLiftingNandNThreeNOtherNöorensicN
EvidenceNyollectionNTechniquesdNJournaloofoForensicoSciencesbN2017bNlhbNgnmcgog 1.8 24

11 xodyNöluidNIdentificationNUsingNmRNwNProfilingdNMethodsoinoMolecularoBiologybN2016bNgjhfbNgicig 1.4 6

10
PostcmortemNwholecexomeNsequencingNVWESWNwithNaNfocusNonNcardiacNdiseasecassociatedNgenesNinN
fiveNyoungNsuddenNunexplainedNdeathNVSUzWNcasesdNInternationaloJournaloofoLegaloMedicinebN2016bN
gifbNgfggcgfhg

3.1 18

9 MultidisciplinaryNIdentificationNofNtheNyontroversialNöreedomNöighterNJˆ¶rgNJenatschbNwssassinatedN
glioNinNyhurbNSwitzerlanddNPLoSoONEbN2016bNggbNefglnfgj 3.7 11

8 VariantsNinNTSPYLgNareNnotNassociatedNwithNsuddenNinfantNdeathNsyndromeNinNaNcohortNofNdeceasedN
infantsNfromNSwitzerlanddNMolecularoandoCellularoProbesbN2015bNhobNigcj 3.3 3

7 wNglobalNanalysisNofNYcchromosomalNhaplotypeNdiversityNforNhiNSTRNlocidNForensicoScienceo
International:oGeneticsbN2014bNghbNghchi 4.3 171

6 yollaborativeNEzNwPNexerciseNonNtheNIrisPlexNsystemNforNzNwcbasedNpredictionNofNhumanNeyeN
colourdNForensicoScienceoInternational:oGeneticsbN2014bNggbNhjgckg 4.3 17

5 wquaporincjNpolymorphismsNandNbrainebodyNweightNratioNinNsuddenNinfantNdeathNsyndromeNVSIzSWdN
PediatricoResearchbN2014bNmlbNjgck 3.2 10

4 PostNmortemNzNwNdegradationNofNhumanNtissueNexperimentallyNmummifiedNinNsaltdNPLoSoONEbN2014bN
obNeggfmki 3.7 17

3 mRNwNprofilingNusingNaNminimumNofNfiveNmRNwNmarkersNperNbodyNfluidNandNaNnovelNscoringNmethodN
forNbodyNfluidNidentificationdNInternationaloJournaloofoLegaloMedicinebN2013bNghmbNmfmchg 3.1 88

2 YcchromosomalNanalysisNidentifiesNtheNskeletalNremainsNofNSwissNnationalNheroNJˆ¶rgNJenatschN
VgkolcglioWdNForensicoScienceoInternational:oGeneticsbN2013bNmbNlgfclgm 4.3 23

1 yapillaryNelectrophoresisNofNaNmultiplexNreverseNtranscriptioncpolymeraseNchainNreactionNtoNtargetN
messengerNRNwNmarkersNforNbodyNfluidNidentificationdNMethodsoinoMolecularoBiologybN2012bNnifbNglocni 1.4 27
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