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k Paper IF Citations

116 PhylogenomicLunalysisLofLaLhhadZkbLdmZGeneLxatasetLResolvesLaLMonophyleticLthatLIncludesLtheL
SpeciesLwomplexaLPhytopathologyYL2021YLdddYLdcigZdckm 3.8 39

115 MetatranscriptomicLwomparisonLofLyndophyticLandLPathogenicLZurabidopsisLInteractionsLRevealsL
PlantLTranscriptionalLPlasticityaLMolecularePlanttMicrobeeInteractionsYL2021YLfgYLdckdZdclf 3.6 3

114 zusariumLgraminearumLspeciesLcomplexnLuLbibliographicLanalysisLandLwebZaccessibleLdatabaseLforL
globalLmappingLofLspeciesLandLtrichotheceneLtoxinLchemotypesaLPhytopathologyYL2021YL 3.8 1

113 PlantLdefenseLcompoundLtriggersLmycotoxinLsynthesisLbyLregulatingLHevLubdLandLHfKgLmeebfL
depositionaLNewePhytologistYL2021YLefeYLedciZedef 9.8 0

112 zusariumLvPdLisLaLreaderLofLHfKekLmethylationaLNucleiceAcidseResearchYL2021YLgmYLdcgglZdcgig 20.1 5

111 TheLtZSNuRyLIsLInvolvedLinLGrowthYLxefenseYLandLxONLuccumulationLandLVirulenceaLMoleculare
PlanttMicrobeeInteractionsYL2020YLffYLlllZmcd 3.6 4

110 whromosomeZScaleLGenomeLussemblyLofLStrainLzogkYLaLzungalLyndophyteLandLviocontrolLugentaL
MolecularePlanttMicrobeeInteractionsYL2020YLffYLddclZdddd 3.6 13

109 TheLgenomeLofLopportunisticLfungalLpathogenLzusariumLoxysporumLcarriesLaLuniqueLsetLofL
lineageZspecificLchromosomesaLCommunicationseBiologyYL2020YLfYLhc 6.7 26

108 NoLtoLnLPhylogenomicLandLPracticalLReasonsLforLwontinuedLInclusionLofLtheLzusariumLsolaniLSpeciesL
womplexLinLtheLGenusaLMSphereYL2020YLhYL 5 32

107 InhibitoryLandLnutrientLuseLphenotypesLamongLcoexistingLzusariumLandLStreptomycesLpopulationsL
suggestLlocalLcoevolutionaryLinteractionsLinLsoilaLEnvironmentaleMicrobiologyYL2020YLeeYLmkiZmlh 5.2 8

106 uLfungalLuvwLtransporterLzgutmdLregulatesLironLhomeostasisLviaLtheLtranscriptionLfactorLcascadeL
zgureuZHapXaLPLoSePathogensYL2019YLdhYLedcckkmd 7.6 11

105 yxpressionLofLtheLzusariumLgraminearumLterpenomeLandLinvolvementLofLtheLendoplasmicL
reticulumZderivedLtoxisomeaLFungaleGeneticseandeBiologyYL2019YLdegYLklZlk 3.9 15

104 TrichotheceneLMycotoxinsnLviosynthesisYLRegulationYLandLManagementaLAnnualeRevieweofe
PhytopathologyYL2019YLhkYLdhZfm 10.8 84

103 uLphosphorylatedLtranscriptionLfactorLregulatesLsterolLbiosynthesisLinLzusariumLgraminearumaL
NatureeCommunicationsYL2019YLdcYLdeel 17.4 21

102 NanoscaleLenrichmentLofLtheLcytosolicLenzymeLtrichodieneLsynthaseLnearLreorganizedLendoplasmicL
reticulumLinLzusariumLgraminearumaLFungaleGeneticseandeBiologyYL2019YLdegYLkfZkk 3.9 10

101 TheLfungalLmyosinLILisLessentialLforLzusariumLtoxisomeLformationaLPLoSePathogensYL2018YLdgYLedccilek 7.6 54

100 uLhighLproportionLofLNXZeLgenotypeLstrainsLareLfoundLamongLzusariumLgraminearumLisolatesLfromL
northeasternLNewLYorkLStateaLEuropeaneJournaleofePlantePathologyYL2018YLdhcYLkmdZkmi 2.1 22
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99 zusariumLgraminearumnLpathogenLorLendophyteLofLNorthLumericanLgrassessaLNewePhytologistYL2018
YLedkYLdecfZdede 9.8 81

98 KinomeLyxpansionLinLtheLzusariumLoxysporumLSpeciesLwomplexLxrivenLbyLuccessoryLwhromosomesaL
MSphereYL2018YLfYL 5 20

97 uLSIXdLhomologLinLzusariumLoxysporumLfaspaLcubenseLtropicalLraceLgLcontributesLtoLvirulenceL
towardsLwavendishLbananaaLPLoSeONEYL2018YLdfYLecechlmi 3.7 25

96 PlantLwommunityLRichnessLMediatesLInhibitoryLInteractionsLandLResourceLwompetitionLbetweenL
StreptomycesLandLzusariumLPopulationsLinLtheLRhizosphereaLMicrobialeEcologyYL2017YLkgYLdhkZdik 4.4 27

95 PlantLdiversityLandLplantLidentityLinfluenceLzusariumLcommunitiesLinLsoilaLMycologiaYL2017YLdcmYLdelZdfm 2.4 14

94 yffectorLGeneLSuitesLinLSomeLSoilLIsolatesLofLzusariumLoxysporumLureLNotLSufficientLPredictorsLofL
VascularLWiltLinLTomatoaLPhytopathologyYL2017YLdckYLlgeZlhd 3.8 19

93 StructuralLreorganizationLofLtheLfungalLendoplasmicLreticulumLuponLinductionLofLmycotoxinL
biosynthesisaLScientificeReportsYL2017YLkYLggemi 4.9 46

92 PhylogenyYLPlantLSpeciesYLandLPlantLxiversityLInfluenceLwarbonLUseLPhenotypesLumongLzusariumL
PopulationsLinLtheLRhizosphereLMicrobiomeaLPhytobiomeseJournalYL2017YLdYLdhcZdhk 4.8 6

91 yffectorLprofilesLdistinguishLformaeLspecialesLofLzusariumLoxysporumaLEnvironmentaleMicrobiologyYL
2016YLdlYLgclkZgdce 5.2 94

90 zungalLInnateLImmunityLInducedLbyLvacterialLMicrobeZussociatedLMolecularLPatternsLUMuMPsVaLGz:e
GenesseGenomesseGeneticsYL2016YLiYLdhlhZmh 3.2 20

89
womparativeLgenomicsLandLpredictionLofLconditionallyLdispensableLsequencesLinLlegumeZinfectingL
zusariumLoxysporumLformaeLspecialesLfacilitatesLidentificationLofLcandidateLeffectorsaLBMCe
GenomicsYL2016YLdkYLdmd

4.5 68

88 wompartmentalizedLgeneLregulatoryLnetworkLofLtheLpathogenicLfungusLzusariumLgraminearumaL
NewePhytologistYL2016YLeddYLhekZgd 9.8 27

87 yxaminingLtheLTranscriptionalLResponseLinLWheatLNearZIsogenicLLinesLtoLInfectionLandL
xeoxynivalenolLTreatmentaLPlanteGenomeYL2016YLmYLplantgenomeecdhachaccfe 4.4 27

86 NutrientLuseLpreferencesLamongLsoilLStreptomycesLsuggestLgreaterLresourceLcompetitionLinL
monocultureLthanLpolycultureLplantLcommunitiesaLPlanteandeSoilYL2016YLgcmYLfemZfgf 4.2 17

85
wonservationLandLdivergenceLofLtheLcyclicLadenosineLmonophosphateZproteinLkinaseLuLUcuMPZPKuVL
pathwayLinLtwoLplantZpathogenicLfunginLzusariumLgraminearumLandLzaLverticillioidesaLMoleculare
PlantePathologyYL2016YLdkYLdmiZecm

5.7 19

84 xiversityLofLzusariumLheadLblightLpopulationsLandLtrichotheceneLtoxinLtypesLrevealsLregionalL
differencesLinLpathogenLcompositionLandLtemporalLdynamicsaLFungaleGeneticseandeBiologyYL2015YLleYLeeZfd3.9 72

83 NewLtricksLofLanLoldLenemynLisolatesLofLzusariumLgraminearumLproduceLaLtypeLuLtrichotheceneL
mycotoxinaLEnvironmentaleMicrobiologyYL2015YLdkYLehllZicc 5.2 111

82 PopulationLSubdivisionLofLzusariumLgraminearumLfromLvarleyLandLWheatLinLtheLUpperLMidwesternL
UnitedLStatesLatLtheLTurnLofLtheLwenturyaLPhytopathologyYL2015YLdchYLdgiiZkg 3.8 16

(2015-2018)
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81 yffortLversusLRewardnLPreparingLSamplesLforLzungalLwommunityLwharacterizationLinL
HighZThroughputLSequencingLSurveysLofLSoilsaLPLoSeONEYL2015YLdcYLecdekefg 3.7 23

80 wellularLcompartmentalizationLofLsecondaryLmetabolismaLFrontierseineMicrobiologyYL2015YLiYLil 5.7 82

79 SoilLfungalLcommunitiesLrespondLtoLgrasslandLplantLcommunityLrichnessLandLsoilLedaphicsaLMicrobiale
EcologyYL2015YLkcYLdllZmh 4.4 64

78 GenomeLSequenceLofLzusariumLoxysporumLfaLspaLmelonisLStrainLNRRLLeigciYLaLzungusLwausingLWiltL
xiseaseLonLMelonaLGenomeeAnnouncementsYL2014YLeYL 22

77 yvRdLgenomicLexpansionLandLitsLroleLinLvirulenceLofLzusariumLspeciesaLEnvironmentaleMicrobiologyYL
2014YLdiYLdmleZeccf 5.2 21

76 TheLgenomeLofLtheLgeneralistLplantLpathogenLzusariumLavenaceumLisLenrichedLwithLgenesLinvolvedL
inLredoxYLsignalingLandLsecondaryLmetabolismaLPLoSeONEYL2014YLmYLeddekcf 3.7 51

75 TemporalLdynamicsLandLpopulationLgeneticLstructureLofLzusariumLgraminearumLinLtheLupperL
MidwesternLUnitedLStatesaLFungaleGeneticseandeBiologyYL2014YLkfYLlfZme 3.9 58

74 OneLfungusYLoneLnamenLdefiningLtheLgenusLzusariumLinLaLscientificallyLrobustLwayLthatLpreservesL
longstandingLuseaLPhytopathologyYL2013YLdcfYLgccZl 3.8 155

73 yvolutionLofLPlantLPathogenicityLinLzusariumLSpeciesL2013YLglhZhcc 1

72 wellularLdevelopmentLassociatedLwithLinducedLmycotoxinLsynthesisLinLtheLfilamentousLfungusL
zusariumLgraminearumaLPLoSeONEYL2013YLlYLeifckk 3.7 70

71 zusariumLgraminearumLTridepLinfluencesLvirulenceLtoLwheatLandLtrichotheceneLaccumulationaL
MolecularePlanttMicrobeeInteractionsYL2012YLehYLdgclZdl 3.6 67

70 InteractionsLbetweenLzusariumLverticillioidesYLUstilagoLmaydisYLandLZeaLmaysnLanLendophyteYLaL
pathogenYLandLtheirLsharedLplantLhostaLFungaleGeneticseandeBiologyYL2012YLgmYLhklZlk 3.9 56

69 SystematicsYLPhylogenyLandLTrichotheceneLMycotoxinLPotentialLofLzusariumLHeadLvlightLwerealL
PathogensaLMycotoxinsYL2012YLieYLmdZdce 0.2 72

68 TheLWordZlikeLproteinLzgpdLregulatesLpathogenicityYLtoxinLsynthesisLandLreproductionLinLtheL
phytopathogenicLfungusLzusariumLgraminearumaLPLoSePathogensYL2012YLlYLedccekeg 7.6 87

67 MetabolomeLandLtranscriptomeLofLtheLinteractionLbetweenLUstilagoLmaydisLandLzusariumL
verticillioidesLinLvitroaLAppliedeandeEnvironmentaleMicrobiologyYL2012YLklYLfihiZik 4.8 44

66 NpcdLisLinvolvedLinLsterolLtraffickingLinLtheLfilamentousLfungusLzusariumLgraminearumaLFungale
GeneticseandeBiologyYL2011YLglYLkehZfc 3.9 12

65 InLvitroLinteractionsLbetweenLzusariumLverticillioidesLandLUstilagoLmaydisLthroughLrealZtimeLPwRL
andLmetabolicLprofilingaLFungaleGeneticseandeBiologyYL2011YLglYLlkgZlh 3.9 44

64 NovelLzusariumLheadLblightLpathogensLfromLNepalLandLLouisianaLrevealedLbyLmultilocusL
genealogicalLconcordanceaLFungaleGeneticseandeBiologyYL2011YLglYLdcmiZdck 3.9 153
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63 TheLtranscriptomeLofLzusariumLgraminearumLduringLtheLinfectionLofLwheataLMoleculare
PlanttMicrobeeInteractionsYL2011YLegYLmmhZdccc 3.6 95

62 TheLHxzdLhistoneLdeacetylaseLgeneLisLimportantLforLconidiationYLsexualLreproductionYLandL
pathogenesisLinLzusariumLgraminearumaLMolecularePlanttMicrobeeInteractionsYL2011YLegYLglkZmi 3.6 62

61 NivalenolZtypeLpopulationsLofLzusariumLgraminearumLandLzaLasiaticumLareLprevalentLonLwheatLinL
southernLLouisianaaLPhytopathologyYL2011YLdcdYLdegZfg 3.8 133

60 uLnovelLtranscriptionalLfactorLimportantLforLpathogenesisLandLascosporogenesisLinLzusariumL
graminearumaLMolecularePlanttMicrobeeInteractionsYL2011YLegYLddlZel 3.6 49

59 TheLtranscriptionLfactorLzgStuupLinfluencesLsporeLdevelopmentYLpathogenicityYLandLsecondaryL
metabolismLinLzusariumLgraminearumaLMolecularePlanttMicrobeeInteractionsYL2011YLegYLhgZik 3.6 71

58 zunctionalLanalysisLofLtheLkinomeLofLtheLwheatLscabLfungusLzusariumLgraminearumaLPLoSePathogens
YL2011YLkYLedccegic 7.6 202

57 womparativeLgenomicsLrevealsLmobileLpathogenicityLchromosomesLinLzusariumaLNatureYL2010YLgigYLfikZkf50.4 1085

56 TheLgenomicLorganizationLofLplantLpathogenicityLinLzusariumLspeciesaLCurrenteOpinioneinePlante
BiologyYL2010YLdfYLgecZi 9.9 121

55 SystematicLdiscoveryLofLregulatoryLmotifsLinLzusariumLgraminearumLbyLcomparingLfourLzusariumL
genomesaLBMCeGenomicsYL2010YLddYLecl 4.5 15

54 TransducinLbetaZlikeLgeneLzTLdLisLessentialLforLpathogenesisLinLzusariumLgraminearumaLEukaryotice
CellYL2009YLlYLlikZki 72

53 GlobalLgeneLregulationLbyLzusariumLtranscriptionLfactorsLTriiLandLTridcLrevealsLadaptationsLforL
toxinLbiosynthesisaLMoleculareMicrobiologyYL2009YLkeYLfhgZik 4.1 191

52 uLtwoZlocusLxNuLsequenceLdatabaseLforLtypingLplantLandLhumanLpathogensLwithinLtheLzusariumL
oxysporumLspeciesLcomplexaLFungaleGeneticseandeBiologyYL2009YLgiYLmfiZgl 3.9 207

51 uLnovelLusianLcladeLwithinLtheLzusariumLgraminearumLspeciesLcomplexLincludesLaLnewlyLdiscoveredL
cerealLheadLblightLpathogenLfromLtheLRussianLzarLyastaLMycologiaYL2009YLdcdYLlgdZhe 2.4 141

50 wonidialLgerminationLinLtheLfilamentousLfungusLzusariumLgraminearumaLFungaleGeneticseandeBiology
YL2008YLghYLflmZmm 3.9 136

49 MultilocusLgenotypingLandLmolecularLphylogeneticsLresolveLaLnovelLheadLblightLpathogenLwithinL
theLzusariumLgraminearumLspeciesLcomplexLfromLythiopiaaLFungaleGeneticseandeBiologyYL2008YLghYLdhdgZee3.9 164

48 PopulationLSubdivisionLofLzusariumLgraminearumLSensuLStrictoLinLtheLUpperLMidwesternLUnitedL
StatesaLPhytopathologyYL2007YLmkYLdgfgZm 3.8 127

47 GlobalLmolecularLsurveillanceLrevealsLnovelLzusariumLheadLblightLspeciesLandLtrichotheceneLtoxinL
diversityaLFungaleGeneticseandeBiologyYL2007YLggYLddmdZecg 3.9 341

46 TheLzusariumLgraminearumLgenomeLrevealsLaLlinkLbetweenLlocalizedLpolymorphismLandLpathogenL
specializationaLScienceYL2007YLfdkYLdgccZe 33.3 668

(2007-2011)
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45 vacterialLartificialLchromosomeZbasedLphysicalLmapLofLGibberellaLzeaeLUzusariumLgraminearumVaL
GenomeYL2007YLhcYLmhgZie 2.4 2

44 GenomicLanalysisLofLhostZpathogenLinteractionLbetweenLzusariumLgraminearumLandLwheatLduringL
earlyLstagesLofLdiseaseLdevelopmentaLMicrobiologyenUnitedeKingdomoYL2006YLdheYLdlkkZdlmc 2.9 44

43 wrypticLpromoterLactivityLinLtheLcodingLregionLofLtheLHMGZwouLreductaseLgeneLinLzusariumL
graminearumaLFungaleGeneticseandeBiologyYL2006YLgfYLfgZgd 3.9 34

42 xevelopmentLofLaLzusariumLgraminearumLuffymetrixLGenewhipLforLprofilingLfungalLgeneL
expressionLinLvitroLandLinLplantaaLFungaleGeneticseandeBiologyYL2006YLgfYLfdiZeh 3.9 150

41 GibberellaLzeaeLascosporeLproductionLandLcollectionLforLmicroarrayLexperimentsaLJournaleofe
VisualizedeExperimentsYL2006YLddh 1.6 2

40 RandomLInsertionalLMutagenesisLIdentifiesLGenesLussociatedLwithLVirulenceLinLtheLWheatLScabL
zungusLzusariumLgraminearumaLPhytopathologyYL2005YLmhYLkggZhc 3.8 124

39 PathogenicityLandLInLPlantaLMycotoxinLuccumulationLumongLMembersLofLtheLzusariumL
graminearumLSpeciesLwomplexLonLWheatLandLRiceaLPhytopathologyYL2005YLmhYLdfmkZgcg 3.8 170

38 whromosomeLcomplementLofLtheLfungalLplantLpathogenLzusariumLgraminearumLbasedLonLgeneticL
andLphysicalLmappingLandLcytologicalLobservationsaLGeneticsYL2005YLdkdYLmlhZdccd 4 91

37 HeadingLforLdisasternLzusariumLgraminearumLonLcerealLcropsaLMolecularePlantePathologyYL2004YLhYLhdhZeh5.7 841

36 xevelopmentLofLVNTRLmarkersLforLtwoLzusariumLgraminearumLcladeLspeciesaLMoleculareEcologye
NotesYL2004YLgYLgilZgkc 57

35
GenealogicalLconcordanceLbetweenLtheLmatingLtypeLlocusLandLsevenLotherLnuclearLgenesLsupportsL
formalLrecognitionLofLnineLphylogeneticallyLdistinctLspeciesLwithinLtheLzusariumLgraminearumL
cladeaLFungaleGeneticseandeBiologyYL2004YLgdYLiccZef

3.9 577

34 OriginLofLRaceLfLofLzusariumLoxysporumLfaLspaLlycopersiciLatLaLSingleLSiteLinLwaliforniaaL
PhytopathologyYL2003YLmfYLdcdgZee 3.8 69

33 unalysisLofLexpressedLsequenceLtagsLfromLGibberellaLzeaeLUanamorphLzusariumLgraminearumVaL
FungaleGeneticseandeBiologyYL2003YLflYLdlkZmk 3.9 111

32 TheLProbableLwenterLofLOriginLofLzusariumLoxysporumLfaLspaLlycopersiciLVwGLccffaLPlanteDiseaseYL
2003YLlkYLdgffZdgfl 1.5 31

31
uncestralLpolymorphismLandLadaptiveLevolutionLinLtheLtrichotheceneLmycotoxinLgeneLclusterLofL
phytopathogenicLzusariumaLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaYL2002YLmmYLmeklZlf

11.5 414

30
uLmitogenZactivatedLproteinLkinaseLgeneLUMGVdVLinLzusariumLgraminearumLisLrequiredLforLfemaleL
fertilityYLheterokaryonLformationYLandLplantLinfectionaLMolecularePlanttMicrobeeInteractionsYL2002YL
dhYLdddmZek

3.6 342

29 PopulationLunalysisLofLzusariumLgraminearumLfromLWheatLzieldsLinLyasternLwhinaaLPhytopathologyYL
2002YLmeYLdfdhZee 3.8 164

28 zirstLReportLofLSphaeropsisLtumefaciensLonLanLyndangeredLStaLJohnTsZWortLinLzloridaaLPlanteDiseaseYL
2002YLliYLddkk 1.5 0
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27 GenesLdeterminingLpathogenicityLtoLpeaLareLclusteredLonLaLsupernumeraryLchromosomeLinLtheL
fungalLplantLpathogenLNectriaLhaematococcaaLPlanteJournalYL2001YLehYLfchZdg 6.9 146

26 uLMolecularLwharacterizationLofLwercosporaLSpeciesLPathogenicLtoLWaterLHyacinthLandLymendationL
ofLwaLpiaropiaLMycologiaYL2001YLmfYLfef 2.4 20

25 uLmolecularLcharacterizationLofLwercosporaLspeciesLpathogenicLtoLwaterLhyacinthLandLemendationL
ofLwaLpiaropiaLMycologiaYL2001YLmfYLfefZffg 2.4 24

24 GeneticLdiversityLamongLisolatesLofLzusariumoxysporumLfaspaLcanariensisaLPlantePathologyYL2000YLgmYLdhhZdig2.8 13

23 RoleLofLHorizontalLGeneLTransferLinLtheLyvolutionLofLzungiaLAnnualeRevieweofePhytopathologyYL2000YL
flYLfehZfif 10.8 216

22
GeneLgenealogiesLrevealLglobalLphylogeographicLstructureLandLreproductiveLisolationLamongL
lineagesLofLzusariumLgraminearumYLtheLfungusLcausingLwheatLscabaLProceedingseofetheeNationale
AcademyeofeScienceseofetheeUnitedeStateseofeAmericaYL2000YLmkYLkmchZdc

11.5 662

21 HighLlevelsLofLgeneLflowLandLheterozygoteLexcessLcharacterizeLRhizoctoniaLsolaniLuGZdLIuL
UThanatephorusLcucumerisVLfromLTexasaLFungaleGeneticseandeBiologyYL1999YLelYLdglZhm 3.9 69

20 PopulationLGeneticLunalysisLworroboratesLxispersalLofLzusariumLoxysporumLfaLspaLradicisZlycopersiciL
fromLzloridaLtoLyuropeaLPhytopathologyYL1999YLlmYLiefZfc 3.8 45

19 RapidLxetectionLofLtheLzusariumLoxysporumLLineageLwontainingLtheLwanaryLIslandLxateLPalmLWiltL
PathogenaLPhytopathologyYL1999YLlmYLgckZdf 3.8 25

18 SystematicLNumberingLofLVegetativeLwompatibilityLGroupsLinLtheLPlantLPathogenicLzungusL
zusariumLoxysporumaLPhytopathologyYL1998YLllYLfcZe 3.8 61

17
MultipleLevolutionaryLoriginsLofLtheLfungusLcausingLPanamaLdiseaseLofLbanananLconcordantL
evidenceLfromLnuclearLandLmitochondrialLgeneLgenealogiesaLProceedingseofetheeNationaleAcademyeofe
ScienceseofetheeUnitedeStateseofeAmericaYL1998YLmhYLecggZm

11.5 1252

16 zusariumLoxysporumLfaLspaLcubenseLwonsistsLofLaLSmallLNumberLofLxivergentLandLGloballyL
xistributedLwlonalLLineagesaLPhytopathologyYL1997YLlkYLmdhZef 3.8 125

15 GeneticLxiversityLinLtheLPlantZPathogenicLzungusLzusariumLoxysporumaLPhytopathologyYL1997YLlkYLgkgZm 3.8 154

14 TargetedLchromosomeLbreakageLinLfilamentousLfungiaLFungaleGeneticseandeBiologyYL1997YLeeYLdfZl 3.9 2

13 GeneticLduplicationLinLzusariumLoxysporumaLCurrenteGeneticsYL1995YLelYLdkfZi 2.9 33

12 NrsdYLaLrepetitiveLelementLlinkedLtoLpisatinLdemethylaseLgenesLonLaLdispensableLchromosomeLofL
NectriaLhaematococcaaLMolecularePlanttMicrobeeInteractionsYL1995YLlYLhegZfd 3.6 19

11 StatisticalLunalysisLofLylectrophoreticLKaryotypeLVariationLumongLVegetativeLwompatibilityLGroupsL
ofzusariumLoxysporumfaLspacubenseaLMolecularePlanttMicrobeeInteractionsYL1994YLkYLdmi 3.6 73

10 NewLmodesLofLgeneticLchangeLinLfilamentousLfungiaLAnnualeRevieweofePhytopathologyYL1992YLfcYLdfdZhf 10.8 174

(1992-2001)
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9 uutonomouslyLreplicatingLplasmidsLandLchromosomeLrearrangementLduringLtransformationLofL
NectriaLhaematococcaaLGeneYL1992YLddkYLldZm 3.8 53

8 MitochondrialLplasmidsLdoLnotLdetermineLhostLrangeLinLcruciferZinfectingLstrainsLofLzusariumL
oxysporumaLPlantePathologyYL1992YLgdYLdcfZdde 2.8 17

7 GeneticLManipulationLofLPlantLPathogenicLzungiL1991YLdheZdkc 9

6 InLvivoLrearrangementLofLforeignLxNuLbyLzusariumLoxysporumLproducesLlinearLselfZreplicatingL
plasmidsaLJournaleofeBacteriologyYL1990YLdkeYLfdifZkd 3.5 109

5 SpeciesZspecificLbandingLpatternsLofLrestrictionLendonucleaseZdigestedLmitochondrialLxNuLfromL
theLgenusPythiumaLExperimentaleMycologyYL1990YLdgYLfeZgi 65

4 TheLmitochondrialLgenomeLofLzusariumLoxysporumaLPlasmidYL1989YLeeYLliZm 3.3 20

3 GeneticLtransformationLofLtheLfungalLplantLwiltLpathogenYLzusariumLoxysporumaLCurrenteGeneticsYL
1988YLdfYLdghZdgm 2.9 99

2 RelatednessLofLStrainsLofzusariumLoxysporumfromLwrucifersLMeasuredLbyLyxaminationLofL
MitochondrialLandLRibosomalLxNuaLPhytopathologyYL1987YLkkYLdelm 3.8 82

1 LinearLplasmidlikeLxNuLinLtheLplantLpathogenicLfungusLzusariumLoxysporumLfaLspaLconglutinansaL
JournaleofeBacteriologyYL1986YLdikYLhlkZmf 3.5 67

Harold Corby Kistler

8


