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n Paper IF Citations

110 ˛–dhNxntitrypsinNregulatesNhumanNneutrophilNchemotaxisNinducedNbyNsolubleNimmuneNcomplexesNandN
ILdoeNJournalhofhClinicalhInvestigationcN2010cNhigcNkijmdlg 15.9 191

109 xNneutrophilNintrinsicNimpairmentNaffectingNRabinaNandNdegranulationNinNcysticNfibrosisNisNcorrectedN
byNzFTRNpotentiatorNtherapyeNBloodcN2014cNhikcNpppdhggp 2.2 105

108 MiRNxdipaNregulatesNtheNexpressionNofNnumerousNproteinsNandNreducesNtheNinvasivenessNandN
proliferationNofNhumanNcarcinomaNcellNlineseNEuropeanhJournalhofhCancercN2009cNklcNjhgkdho 7.5 99

107
xnalysisNofNtheNsalivaNproteomeNfromNpatientsNwithNheadNandNneckNsquamousNcellNcarcinomaNrevealsN
differencesNinNabundanceNlevelsNofNproteinsNassociatedNwithNtumourNprogressionNandNmetastasiseN
JournalhofhProteomicscN2008cNnhcNhmodnl

3.9 93

106 IntegratedNmiRNxcNmRNxNandNproteinNexpressionNanalysisNrevealsNtheNroleNofNpostdtranscriptionalN
regulationNinNcontrollingNzHONcellNgrowthNrateeNBMChGenomicscN2012cNhjcNmlm 4.5 68

105 ProteomicNanalysisNofNisolatedNmembraneNfractionsNfromNsuperinvasiveNcancerNcellseNBiochimicahEth
BiophysicahActahwhProteinshandhProteomicscN2007cNhnnkcNpjdhgh 4 67

104 idαNdifferenceNgelNelectrophoresisNofNtheNlungNsquamousNcellNcarcinomaNversusNnormalNseraN
demonstratesNconsistentNalterationsNinNtheNlevelsNofNtenNspecificNproteinseNElectrophoresiscN2007cNiocNkjgidhg3.6 65

103
MicroarrayNandNproteomicsNexpressionNprofilingNidentifiesNseveralNcandidatescNincludingNtheN
valosindcontainingNproteinNVVzPXcNinvolvedNinNregulatingNhighNcellularNgrowthNrateNinNproductionNzHON
cellNlineseNBiotechnologyhandhBioengineeringcN2010cNhgmcNkidlm

4.9 60

102
idαNαIGENanalysisNofNtheNmitochondrialNproteomeNfromNhumanNskeletalNmuscleNrevealsNtimeN
courseddependentNremodellingNinNresponseNtoNhkNconsecutiveNdaysNofNenduranceNexerciseNtrainingeN
ProteomicscN2011cNhhcNhkhjdio

4.8 56

101 ProteinNandNchemotherapyNprofilingNofNextracellularNvesiclesNharvestedNfromNtherapeuticNinducedN
senescentNtripleNnegativeNbreastNcancerNcellseNOncogenesiscN2017cNmcNejoo 6.6 54

100 IdentificationNofNpancreaticNcancerNinvasiondrelatedNproteinsNbyNproteomicNanalysiseNProteomeh
SciencecN2009cNncNj 2.6 54

99 αifferentialNproteinNexpressionNfollowingNlowNtemperatureNcultureNofNsuspensionNzHOdKhNcellseNBMCh
BiotechnologycN2008cNocNki 3.5 54

98 SustainedNproductivityNinNrecombinantNzhineseNhamsterNovaryNVzHOXNcellNlinesqNproteomeNanalysisNofN
theNmolecularNbasisNforNaNprocessdrelatedNphenotypeeNBMChBiotechnologycN2011cNhhcNno 3.5 53

97 ImpactNofNmiRdnNoverdexpressionNonNtheNproteomeNofNzhineseNhamsterNovaryNcellseNJournalhofh
BiotechnologycN2012cNhmgcNilhdmi 3.7 51

96 IdentificationNofNtheNmetabolicNalterationsNassociatedNwithNtheNmultidrugNresistantNphenotypeNinN
cancerNandNtheirNintercellularNtransferNmediatedNbyNextracellularNvesicleseNScientifichReportscN2017cNncNkklkh4.9 47

95
ProteomicNscreeningNofNglucosedresponsiveNandNglucoseNnondresponsiveNMINdmNbetaNcellsNrevealsN
differentialNexpressionNofNproteinsNinvolvedNinNproteinNfoldingcNsecretionNandNoxidativeNstresseN
ProteomicscN2006cNmcNmlnodon

4.8 46

94 ProteomicNanalysisNofNmultidrugdresistanceNmechanismsNinNadriamycindresistantNvariantsNofNαLKPcNaN
squamousNlungNcancerNcellNlineeNProteomicscN2009cNpcNhllmdmm 4.8 45
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93 αifferentialNexpressionNofNfourteenNproteinsNbetweenNuvealNmelanomaNfromNpatientsNwhoN
subsequentlyNdevelopedNdistantNmetastasesNversusNthoseNwhoNdidNNotN2012cNljcNkmjkdkj 43

92 ProteomicNprofilingNofNzHONcellsNwithNenhancedNrhyMPdiNproductivityNfollowingNcodexpressionNofN
PxzEsoleNProteomicscN2008cNocNimhhdik 4.8 43

91 UtilizationNandNevaluationNofNzHOdspecificNsequenceNdatabasesNforNmassNspectrometryNbasedN
proteomicseNBiotechnologyhandhBioengineeringcN2012cNhgpcNhjomdpk 4.9 42

90 MultidrugNresistantNtumourNcellsNshedNmoreNmicrovesicledlikeNEVsNandNlessNexosomesNthanNtheirN
drugdsensitiveNcounterpartNcellseNBiochimicahEthBiophysicahActahwhGeneralhSubjectscN2016cNhomgcNmhodin 4 38

89
LabeldfreeNmassNspectrometricNanalysisNofNtheNmdxdkcvNdiaphragmNidentifiesNtheNmatricellularN
proteinNperiostinNasNaNpotentialNfactorNinvolvedNinNdystrophinopathydrelatedNfibrosiseNProteomicscN
2015cNhlcNijhodjh

4.8 37

88 RedprogrammingNzHONcellNmetabolismNusingNmiRdijNtipsNtheNbalanceNtowardsNaNhighlyNproductiveN
phenotypeeNBiotechnologyhJournalcN2015cNhgcNhgipdkg 5.6 37

87 ProteomicNprofilingNofNcardiomyopathicNtissueNfromNtheNagedNmdxNmodelNofNαuchenneNmuscularN
dystrophyNrevealsNaNdrasticNdecreaseNinNlaminincNnidogenNandNannexineNProteomicscN2013cNhjcNijhidij 4.8 37

86 ProteomicNanalysisNofNdystrophinNdeficiencyNandNassociatedNchangesNinNtheNagedNmdxdkcvNheartN
modelNofNdystrophinopathydrelatedNcardiomyopathyeNJournalhofhProteomicscN2016cNhklcNikdjm 3.9 34

85 PPixNinhibitionNovercomesNacquiredNresistanceNtoNHERiNtargetedNtherapyeNMolecularhCancercN2014cN
hjcNhln 42.1 34

84
zomparativeNLabeldFreeNMassNSpectrometricNxnalysisNofNMildlyNversusNSeverelyNxffectedNmdxN
MouseNSkeletalNMusclesNIdentifiesNxnnexincNLamincNandNVimentinNasNUniversalNαystrophicNMarkerseN
MoleculescN2015cNigcNhhjhndkk

4.8 32

83 ProteomicNanalysisNofNtheNsarcolemmadenrichedNfractionNfromNdystrophicNmdxdkcvNskeletalNmuscleeN
JournalhofhProteomicscN2019cNhphcNihidiin 3.9 28

82 SimultaneousNPathoproteomicNEvaluationNofNtheNαystrophindGlycoproteinNzomplexNandNSecondaryN
zhangesNinNtheNmdxdkcvNMouseNModelNofNαuchenneNMuscularNαystrophyeNBiologycN2015cNkcNjpndkij 4.9 27

81
ProteomicNprofilingNofNmdxdkcvNserumNrevealsNhighlyNelevatedNlevelsNofNtheNinflammationdinducedN
plasmaNmarkerNhaptoglobinNinNmuscularNdystrophyeNInternationalhJournalhofhMolecularhMedicinecN
2017cNjpcNhjlndhjng

4.4 26

80 ElevatedNlevelsNofNhkdjdjNproteinscNserotonincNgammaNenolaseNandNpyruvateNkinaseNidentifiedNinN
clinicalNsamplesNfromNpatientsNdiagnosedNwithNcolorectalNcancereNClinicahChimicahActacN2015cNkkhcNhjjdkh 6.2 26

79 GlycosylationNRepurposesNxlphadhNxntitrypsinNforNResolutionNofNzommunitydacquiredNPneumoniaeN
AmericanhJournalhofhRespiratoryhandhCriticalhCarehMedicinecN2018cNhpncNhjkmdhjkp 10.2 26

78 IdentificationNandNfunctionalNvalidationNofNRxαijyNasNaNpotentialNproteinNinNhumanNbreastNcancerN
progressioneNJournalhofhProteomehResearchcN2014cNhjcNjihidii 5.6 25

77 zoncurrentNLabeldFreeNMassNSpectrometricNxnalysisNofNαystrophinNIsoformNαpkinNandNtheN
MyofibrosisNMarkerNzollagenNinNzrudeNExtractsNfromNSkeletalNMuscleseNProteomescN2015cNjcNipodjin 4.6 25

76 xbnormalNlevelsNofNheterogeneousNnuclearNribonucleoproteinNxiyhNVhnRNPxiyhXNinNtumourNtissueN
andNbloodNsamplesNfromNpatientsNdiagnosedNwithNlungNcancereNMolecularhBioSystemscN2015cNhhcNnkjdli 24
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75
ProteomicNprofilingNofNtheNdystrophinNcomplexNandNmembraneNfractionNfromNdystrophicNmdxNmuscleN
revealsNdecreasesNinNtheNcytolinkerNdesmogleinNandNincreasesNinNtheNextracellularNmatrixNstabilizersN
biglycanNandNfibronectineNJournalhofhMusclehResearchhandhCellhMotilitycN2017cNjocNilhdimo

3.5 24

74 ProcessdrelevantNconcentrationsNofNtheNleachableNbαtyPPNimpactNnegativelyNonNzHONcellNproductionN
characteristicseNBiotechnologyhProgresscN2016cNjicNhlkndhllo 2.8 24

73 ProteomicNdifferencesNinNrecombinantNzHONcellsNproducingNtwoNsimilarNantibodyNfragmentseN
BiotechnologyhandhBioengineeringcN2016cNhhjcNhpgidhi 4.9 22

72 GlycosylationNpatternsNofNkidneyNproteinsNdifferNinNratNdiabeticNnephropathyeNKidneyhInternationalcN
2015cNoncNpmjdnk 9.9 21

71 ProteomicNinvestigationNofNtaxolNandNtaxotereNresistanceNandNinvasivenessNinNaNsquamousNlungN
carcinomaNcellNlineeNBiochimicahEthBiophysicahActahwhProteinshandhProteomicscN2008cNhnokcNhhokdph 4 21

70 IncreasedNouterNarmNandNcoreNfucoseNresiduesNonNtheNNdglycansNofNmutatedNalphadhNantitrypsinN
proteinNfromNalphadhNantitrypsinNdeficientNindividualseNJournalhofhProteomehResearchcN2014cNhjcNlpmdmgl 5.6 20

69 RecruitmentNofNhostNtranslationNinitiationNfactorNeIFkGNbyNtheNVacciniaNVirusNssαNxdbindingNproteinN
IjeNVirologycN2012cNkilcNhhdii 3.6 20

68 NeutrophilNMembraneNzholesterolNzontentNisNaNKeyNFactorNinNzysticNFibrosisNLungNαiseaseeN
EBioMedicinecN2017cNijcNhnjdhok 8.8 20

67 ResidualNurinaryNextracellularNvesiclesNinNultracentrifugationNsupernatantsNafterNhydrostaticN
filtrationNdialysisNenrichmenteNJournalhofhExtracellularhVesiclescN2017cNmcNhimnopm 16.4 20

66 TheNirondresponsiveNmicrosomalNproteomeNofNxspergillusNfumigatuseNJournalhofhProteomicscN2016cN
hjmcNppdhhh 3.9 19

65 xctivationNofNcomplementNcomponentNjNisNassociatedNwithNairwaysNdiseaseNandNpulmonaryN
emphysemaNinNalphadhNantitrypsinNdeficiencyeNThoraxcN2020cNnlcNjihdjjg 7.3 19

64 LabeldfreeNmassNspectrometricNanalysisNrevealsNcomplexNchangesNinNtheNbrainNproteomeNfromNtheN
mdxdkcvNmouseNmodelNofNαuchenneNmuscularNdystrophyeNClinicalhProteomicscN2015cNhicNin 5 18

63 FilterdxidedNSampleNPreparationNVFxSPXNforNImprovedNProteomeNxnalysisNofNRecombinantNzhineseN
HamsterNOvaryNzellseNMethodshinhMolecularhBiologycN2017cNhmgjcNhondhpk 1.4 17

62 ProteomicNprofilingNofNtheNmouseNdiaphragmNandNrefinedNmassNspectrometricNanalysisNofNtheN
dystrophicNphenotypeeNJournalhofhMusclehResearchhandhCellhMotilitycN2019cNkgcNpdio 3.5 17

61 LabeldfreeNLzdMSNanalysisNofNHERibNbreastNcancerNcellNlineNresponseNtoNHERiNinhibitorNtreatmenteN
DARUvhJournalhofhPharmaceuticalhSciencescN2015cNijcNkg 3.9 16

60 TheNExpressionNPatternNofNtheNPhosphoproteomeNIsNSignificantlyNzhangedNαuringNtheNGrowthN
PhasesNofNRecombinantNzHONzellNzultureeNBiotechnologyhJournalcN2018cNhjcNehnggiih 5.6 15

59 TransferrindboundNproteinsNasNpotentialNbiomarkersNforNadvancedNbreastNcancerNpatientseNBBAh
ClinicalcN2014cNicNikdjg 15

58 RecentNadvancesNinNclinicalNproteomicsNusingNmassNspectrometryeNBioanalysiscN2010cNicNhmgpdhl 2.1 15
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57 iαdαIGENanalysisNofNphosphodenrichedNfractionsNfromNdasatinibdtreatedNmelanomaNcellNlineseNJournalh
ofhProteomicscN2011cNnkcNkpgdlgh 3.9 15

56 xldehydeNdehydrogenaseNhxhNandNgelsolinNidentifiedNasNnovelNinvasiondmodulatingNfactorsNinN
conditionedNmediumNofNpancreaticNcancerNcellseNJournalhofhProteomicscN2008cNnhcNlmhdnh 3.9 15

55 xNzomparativeNQuantitativeNLzdMSfMSNProfilingNxnalysisNofNHumanNPancreaticNxdenocarcinomacN
xdjacentdNormalNTissuecNandNPatientdαerivedNTumourNXenograftseNProteomescN2018cNmcN 4.6 15

54 ProteomicNprofilingNofNliverNtissueNfromNtheNdNmouseNmodelNofNαuchenneNmuscularNdystrophyeN
ClinicalhProteomicscN2018cNhlcNjk 5 15

53 αifferentialNPhosphoproteomicNxnalysisNofNRecombinantNzhineseNHamsterNOvaryNzellsNFollowingN
TemperatureNShifteNJournalhofhProteomehResearchcN2017cNhmcNijjpdijlo 5.6 14

52 zirculatingNTruncatedNxlphadhNxntitrypsinNGlycoproteinNinNPatientNPlasmaNRetainsN
xntidInflammatoryNzapacityeNJournalhofhImmunologycN2019cNigicNiikgdiilj 5.3 14

51
MetabolomicNandNproteomicNanalysisNofNbreastNcancerNpatientNsamplesNsuggestsNthatNglutamateNandN
hidHETENinNcombinationNwithNzxhldjNmayNbeNusefulNbiomarkersNreflectingNtumourNburdeneN
MetabolomicscN2015cNhhcNmigdmjl

4.7 14

50 TheNuseNofNLzdMSNtoNidentifyNdifferentiallyNexpressedNproteinsNinNdocetaxeldresistantNprostateN
cancerNcellNlineseNProteomicscN2012cNhicNihhldim 4.8 13

49 ProteogenomicNxnnotationNofNzhineseNHamstersNRevealsNExtensiveNNovelNTranslationNEventsNandN
EndogenousNRetroviralNElementseNJournalhofhProteomehResearchcN2019cNhocNikjjdikkl 5.6 12

48 xNnovelNinhibitoryNantidinvasiveNMxbNisolatedNusingNphenotypicNscreeningNhighlightsNxnxxmNasNaN
functionallyNrelevantNtargetNproteinNinNpancreaticNcancereNBritishhJournalhofhCancercN2017cNhhncNhjimdhjjl8.7 12

47 NovelNpanelNofNproteinNbiomarkersNtoNpredictNresponseNtoNbortezomibdcontainingNinductionN
regimensNinNmultipleNmyelomaNpatientseNBBAhClinicalcN2017cNocNiodjk 12

46 xNnovelNneutrophilNderivedNinflammatoryNbiomarkerNofNpulmonaryNexacerbationNinNcysticNfibrosiseN
JournalhofhCystichFibrosiscN2012cNhhcNhggdn 4.1 12

45 ParallelNmRNxcNproteomicsNandNmiRNxNexpressionNanalysisNinNcellNlineNmodelsNofNtheNintestineeNWorldh
JournalhofhGastroenterologycN2017cNijcNnjmpdnjom 5.6 12

44
ProteomicNanalysisNofNconditionedNmediaNfromNglucoseNresponsiveNandNglucoseNnondresponsiveN
phenotypesNrevealsNaNpanelNofNsecretedNproteinsNassociatedNwithNbetaNcellNdysfunctioneN
ElectrophoresiscN2008cNipcNkhkhdp

3.6 11

43 ProteomicNandNcellNbiologicalNprofilingNofNtheNrenalNphenotypeNofNtheNmdxdkcvNmouseNmodelNofN
αuchenneNmuscularNdystrophyeNEuropeanhJournalhofhCellhBiologycN2020cNppcNhlhglp 6.1 11

42 PurificationNandNIdentificationNofNMembraneNProteinsNfromNUrinaryNExtracellularNVesiclesNusingN
TritonNXdhhkNPhaseNPartitioningeNJournalhofhProteomehResearchcN2018cNhncNomdpm 5.6 10

41 nynqNaNnovelNantibodyNdirectedNagainstNtheNKungfKuogNheterodimerNblocksNinvasionNinNpancreaticN
andNlungNcancerNcellseNTumorhBiologycN2014cNjlcNmpojdpn 2.9 10

40 ProteomedwideNzhangesNinNtheNmdxdkcvNSpleenNdueNtoNPathophysiologicalNzrossNTalkNwithN
αystrophindαeficientNSkeletalNMuscleeNISciencecN2020cNijcNhghlgg 6.1 10

(2020-2011)
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39
IncreasedNgrowthNrateNandNproductivityNfollowingNstableNdepletionNofNmiRdnNinNaNmxbNproducingN
zHONcellNlineNcausesNanNincreaseNinNproteinsNassociatedNwithNtheNxktNpathwayNandNribosomeN
biogenesiseNJournalhofhProteomicscN2019cNhplcNijdji

3.9 9

38 IntricateNeffectsNofNprimaryNmotorNneuronopathyNonNcontractileNproteinsNandNmetabolicNmuscleN
enzymesNasNrevealedNbyNlabeldfreeNmassNspectrometryeNBiosciencehReportscN2014cNjkcN 4.1 9

37 yleomycinNtreatmentNofNxlkpNhumanNlungNcancerNcellsNresultsNinNassociationNofNMGrhdxgNandN
caveolindhNinNlipidNraftseNInternationalhJournalhofhBiochemistryhandhCellhBiologycN2011cNkjcNpodhgl 5.6 9

36 ProtocolNforNtheNyottomdUpNProteomicNxnalysisNofNMouseNSpleeneNSTARhProtocolscN2020cNhcNhgghpm 1.4 9

35 QuantitativeNlabeldfreeNmassNspectrometryNanalysisNofNformalindfixedcNparaffindembeddedNtissueN
representingNtheNinvasiveNcutaneousNmalignantNmelanomaNproteomeeNOncologyhLetterscN2016cNhicNjipmdjjgk2.6 9

34
αepletionNofNendogenousNmiRNxdjnodjpNincreasesNpeakNcellNdensityNofNzHONαPhiNcellsNandNisN
correlatedNwithNelevatedNlevelsNofNubiquitinNcarboxyldterminalNhydrolaseNhkeNJournalhofh
BiotechnologycN2018cNioocNjgdkg

3.7 9

33 ProteomicNstrategiesNinNtheNsearchNforNnovelNpancreaticNcancerNbiomarkersNandNdrugNtargetsqNrecentN
advancesNandNclinicalNimpacteNExperthReviewhofhProteomicscN2016cNhjcNjojdpk 4.2 7

32 αataNsupportingNtheNsheddingNofNlargerNextracellularNvesiclesNbyNmultidrugNresistantNtumourNcellseN
DatahinhBriefcN2016cNmcNhgijdn 1.2 7

31 ˛–NxntitrypsinNtherapyNmodulatesNtheNneutrophilNmembraneNproteomeNandNsecretomeeNEuropeanh
RespiratoryhJournalcN2020cNllcN 13.6 7

30 TranscriptomicNanalysisNofNIgGkNFcdfusionNproteinNdegradationNinNaNpanelNofNclonallydderivedNzHON
cellNlinesNusingNRNxSeqeNBiotechnologyhandhBioengineeringcN2019cNhhmcNhllmdhlmi 4.9 6

29
zlonalNvariationNinNproductivityNandNproteolyticNclippingNofNanNFcdfusionNproteinNinNzHONcellsqN
ProteomicNanalysisNsuggestsNaNroleNforNdefectiveNproteinNfoldingNandNtheNUPReNJournalhofh
BiotechnologycN2018cNiohcNihdjg

3.7 6

28 ImprovementsNinNsingleduseNbioreactorNfilmNmaterialNcompositionNleadsNtoNrobustNandNreliableN
zhineseNhamsterNovaryNcellNperformanceeNBiotechnologyhProgresscN2019cNjlcNeioik 2.8 5

27 IncreasedNmxbNproductionNinNamplifiedNzHONcellNlinesNisNassociatedNwithNincreasedNinteractionNofN
zREyhNwithNtransgeneNpromotereNCurrenthResearchhinhBiotechnologycN2019cNhcNkpdln 4.8 4

26 LzdMSfMSdbasedNquantitativeNproteomicNandNphosphoproteomicNanalysisNofNzHOdKhNcellsNadaptedN
toNgrowthNinNglutaminedfreeNmediaeNBiotechnologyhLetterscN2020cNkicNilijdiljm 3 4

25 SubproteomicNprofilingNofNsarcolemmaNfromNdystrophicNskeletalNmuscleeNDatahinhBriefcN2018cNhncNpogdppj 1.2 4

24 NeonicotinoidNresiduesNinNhoneyNfromNurbanNandNruralNenvironmentseNEnvironmentalhSciencehandh
PollutionhResearchcN2021cNiocNiohnpdiohpg 5.1 4

23 xcuteNexposureNtoNorganicNandNinorganicNsourcesNofNcopperqNαifferentialNresponseNinNintestinalNcellN
lineseNFoodhSciencehandhNutritioncN2018cNmcNikppdilhk 3.2 4

22 UtilizationNofNdriedNandNlongdtermNstoredNpolyacrylamideNgelsNforNtheNadvancedNproteomicNprofilingN
ofNmitochondrialNcontactNsitesNfromNratNlivereNBiologyhMethodshandhProtocolscN2018cNjcNbpyggo 2.4 4
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21 PhosphopeptideNEnrichmentNandNLzdMSfMSNxnalysisNtoNStudyNtheNPhosphoproteomeNofN
RecombinantNzhineseNHamsterNOvaryNzellseNMethodshinhMolecularhBiologycN2017cNhmgjcNhpldigo 1.4 3

20 ProteomicNanalysisNofNpancreaticNductalNadenocarcinomaeNExperthReviewhofhProteomicscN2020cNhncNkljdkmn4.2 3

19 MassNSpectrometricNProfilingNofNExtraocularNMuscleNandNProteomicNxdaptationsNinNtheNModelNofN
αuchenneNMuscularNαystrophyeNLifecN2021cNhhcN 3 3

18 xNproteomicNprofilingNdatasetNofNrecombinantNzhineseNhamsterNovaryNcellsNshowingNenhancedN
cellularNgrowthNfollowingNmiRdjnoNdepletioneNDatahinhBriefcN2018cNihcNimnpdimoo 1.2 3

17 zlinicalNProteomicsqNLiquidNzhromatographydMassNSpectrometryNVLzdMSXNPurificationNSystemseN
MethodshinhMolecularhBiologycN2017cNhkolcNjnldjoo 1.4 2

16 ProteomicNxnalysisNofNzellNLinesNandNPrimaryNTumorsNinNPancreaticNzancerNIdentifiesNProteinsN
ExpressedNOnlyNInNVitroNandNOnlyNInNVivoeNPancreascN2020cNkpcNhhgpdhhhm 2.6 2

15 zopperNtoxicityNofNinflectionNpointNinNhumanNintestinalNcellNlineNzacodiNdissectedqNinfluenceNofN
temporalNexpressionNpatternseNInhVitrohCellularhandhDevelopmentalhBiologyhwhAnimalcN2021cNlncNjlpdjnh 2.6 2

14 ProteomicNprofilingNofNtheNinterfaceNbetweenNtheNstomachNwallNandNtheNpancreasNinN
dystrophinopathyeNEuropeanhJournalhofhTranslationalhMyologycN2021cNjhcN 2.1 2

13 GlobalNphosphoproteomicNstudyNofNhighflowNspecificNproductivityNindustriallyNrelevantNmxbN
producingNrecombinantNzHONcellNlineseNCurrenthResearchhinhBiotechnologycN2021cNjcNkpdlm 4.8 2

12 αatasetNonNtheNmassNspectrometrydbasedNproteomicNprofilingNofNtheNkidneyNfromNwildNtypeNandNtheN
dystrophicNmouseNmodelNofNXdlinkedNmuscularNdystrophyeNDatahinhBriefcN2020cNiocNhglgmn 1.2 1

11 zharacterisationNandNproteomicNprofilingNofNcontinuouslyNexposedNzudresistantNvariantsNofNtheN
zacodiNcellNlineeNToxicologyhinhVitrocN2020cNmlcNhgknnj 3.6 1

10 TargetNPredictionNxlgorithmsNandNyioinformaticsNResourcesNforNmiRNxNStudiesN2012cNipdko 1

9 αifferentialNexpressionNofNmiRNxsNandNfunctionalNroleNofNmirdiggaNinNhighNandNlowNproductivityNzHON
cellsNexpressingNanNFcNfusionNproteineNBiotechnologyhLetterscN2021cNkjcNhllhdhlmj 3 1

8 MappingNtheNmolecularNbasisNforNgrowthNrelatedNphenotypesNinNindustrialNproducerNzHONcellNlinesN
usingNdifferentialNproteomicNanalysiseNBMChBiotechnologycN2021cNihcNkj 3.5 1

7 andNmodulationNofNNxαPHNoxidaseNactivityNandNreactiveNoxygenNspeciesNproductionNinNhumanN
neutrophilsNbyN˛–dantitrypsineNERJhOpenhResearchcN2021cNncN 3.5 1

6
LzdMSNproteomicNprofilingNofNzacodiNhumanNintestinalNcellsNexposedNtoNtheNcopperdchelatingNagentcN
triethylenetetramineqNxNpreliminaryNstudyeNBiochemicalhandhBiophysicalhResearchhCommunicationscN
2020cNlikcNokndoli

3.4

5 zlinicalNproteomicsqNliquidNchromatographydmassNspectrometryNpurificationNsystemseNMethodshinh
MolecularhBiologycN2011cNmohcNknjdoj 1.4

4 zharacterisationNofNtheNTumourNProteomeNinNPrimaryNExtramedullaryNMultipleNMyelomaNIdentifiesN
KeyNProteinsNxssociatedNwithNTransendothelialNMigrationeNBloodcN2021cNhjocNimmldimml 2.2

(2021-2017)
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3
PhosphoproteomicNxnalysisNofNPrimaryNMyelomaNPatientNSamplesNIdentifiesNαistinctN
PhosphorylationNSignaturesNzorrelatingNwithNzhemodSensitivityNProfilesNinNanNExNVivoNαrugN
SensitivityNTestingNPlatformeNBloodcN2021cNhjocNimmmdimmm

2.2

2 ProteomicNProfilingNofNTemperaturedShiftedNzHONzellsNtoNIdentifyNGenesNthatNImpactNonNyothNzellN
GrowthNandNRecombinantNProteinNProductivityNinNSuspensionNzultureN2012cNpldhgn

1 ProteomicNzharacterizationNofNxnNIsogenicNMultipleNMyelomaNzellNLineNModelNofNyortezomibN
ResistanceeNBloodcN2011cNhhocNhoigdhoig 2.2
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