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From Green Super Rice to green agriculture: reaping the promise of functional genomics research.
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Rht24b, an ancient variation of TaGA20x-A9, reduces plant height without yield penalty in wheat. 3
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160 A crypticinhibitor of cytokinin phosphorelay controls rice grain size. Molecular Plant, 2021, 14.4 2
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Molecular Plant, 2020, 13, 946-948

Improvement of nutrient use efficiency in rice: current toolbox and future perspectives. Theoretical

152 and Applied Genetics, 2020, 133, 1365-1384

NRT1.1s in plants: functions beyond nitrate transport. Journal of Experimental Botany, 2020, 71, 4373-4379
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Nitrogen-phosphorus interplay: old story with molecular tale. New Phytologist, 2020, 225, 1455-1460

Analysis of genetic architecture and favorable allele usage of agronomic traits in a large collection

149 of Chinese rice accessions. Science China Life Sciences, 2020, 63, 1688-1702

85 16
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in Plant Science, 2018, 23, 1016-1028

114 Are we ready to improve phosphorus homeostasis in rice?. Journal of Experimental Botany, 2018, 69, 3515-352213

Endosperm sugar accumulation caused by mutation of PHS8/ISA1 leads to pre-harvest sprouting in
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tolerance in rice. Functional Plant Biology, 2016, 43, 727-738




(2014-2016)

o Genetics-based dynamic systems model of canopy photosynthesis: the key to improve light and . 1
9 resource use efficiencies for crops. Food and Energy Security, 2016, 5, 18-25 4- J
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