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Recapitulating whole genome based population genetic structure for Indian wild tigers through an

ancestry informative marker panel. Heredity, 2022, 128, 88-96.

Editorial: Association Between Individualsa€™ Genomic Ancestry and Variation in Disease Susceptibility. 9.3 3
Frontiers in Genetics, 2022, 13, 831320. :

Ancestry Specific variation in neuropsychological disorders among the South Asian population.
Journal of Experimental Biology and Agricultural Sciences, 2022, 10, 248-253.

The intraflagellar transport protein IFT52 associated with short-rib thoracic dysplasia is essential for
ciliary function in osteogenic differentiation in vitro and for sensory perception in Drosophila. 2.6 3
Experimental Cell Research, 2022, 418, 113273.

Population genetic variation of SLC6A4 gene, associated with neurophysiological development.
Journal of Genetics, 2021, 100, 1.

Genomic and Ancestral Variation Underlies the Severity of COVID-19 Clinical Manifestation in 9.4 4
Individuals of European Descent. Life, 2021, 11, 921. :

Population genetic variation of gene, associated with neurophysiological development. Journal of
Genetics, 2021, 100, .

The story of the lost twins: decoding the genetic identities of the Kumhar and Kurcha populations 07 5
from the Indian subcontinent. BMC Genetics, 2020, 21, 117. :

Developing ancestry informative marker panel for Nigeria-Cameroonian chimpanzees. Journal of
Genetics, 2020, 99, 1.

Developing ancestry informative marker panel for Nigeria- Cameroonian chimpanzees. Journal of o7 1
Genetics, 2020, 99, . :

On Peopling of India: Ancient DNA perspectives By K Thangaraj and Niraj Rai. Journal of Biosciences,
2019, 44, 1.

Investigating the West Eurasian ancestry of Pakistani Hazaras. Journal of Genetics, 2019, 98, 1. 0.7 3

Using Ancestry Informative Markers (AlMs) to Detect Fine Structures Within Gorilla Populations.
Frontiers in Genetics, 2019, 10, 43.

Application of the geographic population structure (GPS) algorithm for biogeographical analyses of

wild and captive gorillas. BMC Bioinformatics, 2019, 20, 35. 2.6 5

Phenetic classification of Kimmeridgian ammonites from the eastern Kachchh Basin, India.
Palaontologische Zeitschrift, 2019, 93, 255-263.

Investigating the West Eurasian ancestry of Pakistani Hazaras. Journal of Genetics, 2019, 98, . 0.7 2

Peopling of India: Ancient DNA perspectives K Thangaraj and Niraj Rai. Journal of Biosciences, 2019, 44, .

Ancient Ancestry Informative Markers for |dentifying Fine-Scale Ancient Population Structure in 9.4 16
Eurasians. Genes, 2018, 9, 625. :
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An Ancestry Informative Marker Set Which Recapitulates the Known Fine Structure of Populations in

South Asia. Genome Biology and Evolution, 2018, 10, 2408-2416.

Unraveling the Population History of Indian Siddis. Genome Biology and Evolution, 2017, 9, 1385-1392. 2.5 2

The Origins of Ashkenaz, Ashkenazic Jews, and Yiddish. Frontiers in Genetics, 2017, 8, 87.

Application of geographic population structure (GPS) algorithm for biogeographical analyses of
populations with complex ancestries: a case study of South Asians from 1000 genomes project. BMC 2.7 10
Genetics, 2017, 18, 109.

Reconstructing Druze population history. Scientific Reports, 2016, 6, 35837.

Localizing Ashkenazic Jews to Primeval Villages in the Ancient Iranian Lands of Ashkenaz. Genome 05 a1
Biology and Evolution, 2016, 8, 1132-1149. :

Complete Mitochondrial Genome Sequence of the Eastern Gorilla (<i>Gorilla beringei</i>) and

Implications for African Ape Biogeography. Journal of Heredity, 2014, 105, 846-855.

i»;First population-level study of the ammonite genus Hildoglochiceras Spath, and the Lower Tithonian

record of the Hildoglochiceras Horizon in the Kachchh Basin, India. Zitteliana, 0, 96, 1-49. 0.0 1



