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Genome, epigenome and RNA sequences of monozygotic twins discordant for multiple sclerosis.

Nature, 2010, 464, 1351-1356.

Pathwar and network-based analysis of genome-wide association studies in multiple sclerosis. Human 9.9 371
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Ultra-Rare Genetic Variation in the Epilepsies: A Whole-Exome Sequencing Study of 17,606 Individuals. 6.2 237
American Journal of Human Genetics, 2019, 105, 267-282. :
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Meta-Analysis of Hodgkin Lymphoma and Asthma Genome-Wide Association Scans reveals common
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