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m Paper IF Citations

120 TheHxs‘RHyuidingHPrinciplesHforHscientificHdataHmanagementHandHstewardshipXHScientificfDataVH2016VH
eVHchbbcj 8.2 4154

119 TheHOtOHxoundrylHcoordinatedHevolutionHofHontologiesHtoHsupportHbiomedicalHdataHintegrationXH
NaturefBiotechnologyVH2007VHdgVHcdgcWg 44.5 1556

118 TheHminimumHinformationHaboutHaHgenomeHsequenceHRM‘ySSHspecificationXHNaturefBiotechnologyVH
2008VHdhVHgfcWi 44.5 964

117 srraywxpressWWaHpublicHrepositoryHforHmicroarrayHgeneHexpressionHdataHatHtheHwt‘XHNucleicfAcidsf
ResearchVH2003VHecVHhjWic 20.1 637

116 sHcomprehensiveHassessmentHofHRNsWseqHaccuracyVHreproducibilityHandHinformationHcontentHbyHtheH
SequencingHQualityHuontrolHuonsortiumXHNaturefBiotechnologyVH2014VHedVHkbeWcf 44.5 618

115 MetaboLightsWWanHopenWaccessHgeneralWpurposeHrepositoryHforHmetabolomicsHstudiesHandH
associatedHmetaWdataXHNucleicfAcidsfResearchVH2013VHfcVHvijcWh 20.1 483

114 PromotingHcoherentHminimumHreportingHguidelinesHforHbiologicalHandHbiomedicalHinvestigationslHtheH
M‘tt‘HprojectXHNaturefBiotechnologyVH2008VHdhVHjjkWkh 44.5 417

113 srraywxpressHupdateWWfromHanHarchiveHofHfunctionalHgenomicsHexperimentsHtoHtheHatlasHofHgeneH
expressionXHNucleicfAcidsfResearchVH2009VHeiVHvjhjWid 20.1 346

112 TheHmetabolomicsHstandardsHinitiativeHRMS‘SXHMetabolomicsVH2007VHeVHcigWcij 4.7 304

111 TowardHinteroperableHbioscienceHdataXHNaturefGeneticsVH2012VHffVHcdcWh 36.3 286

110 TheHmetabolomicsHstandardsHinitiativeXHNaturefBiotechnologyVH2007VHdgVHjfhWj 44.5 253

109 SummaryHrecommendationsHforHstandardizationHandHreportingHofHmetabolicHanalysesXHNaturef
BiotechnologyVH2005VHdeVHjeeWj 44.5 233

108 ‘SsHsoftwareHsuitelHsupportingHstandardsWcompliantHexperimentalHannotationHandHenablingHcurationH
atHtheHcommunityHlevelXHBioinformaticsVH2010VHdhVHdegfWh 7.2 208

107 ModelingHbiomedicalHexperimentalHprocessesHwithHOt‘XHJournalfoffBiomedicalfSemanticsVH2010VHcH
SupplHcVHSi 2.2 187

106 TheHMywvHOntologylHaHresourceHforHsemanticsWbasedHdescriptionHofHmicroarrayHexperimentsXH
BioinformaticsVH2006VHddVHjhhWie 7.2 152

105 TheHyenomicHStandardsHuonsortiumXHPLoSfBiologyVH2011VHkVHecbbcbjj 9.7 143

104 TheHOntologyHforHtiomedicalH‘nvestigationsXHPLoSfONEVH2016VHccVHebcgfggh 3.7 143
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103 xs‘RsharingHasHaHcommunityHapproachHtoHstandardsVHrepositoriesHandHpoliciesXHNaturefBiotechnologyVH
2019VHeiVHegjWehi 44.5 123

102 MegascienceXHQOmicsHdataHsharingXHScienceVH2009VHedhVHdefWh 33.3 117

101 uOordinationHofHStandardsHinHMetabOlomicSHRuOSMOSSlHfacilitatingHintegratedHmetabolomicsHdataH
accessXHMetabolomicsVH2015VHccVHcgjiWcgki 4.7 109

100 viscoveringHandHlinkingHpublicHomicsHdataHsetsHusingHtheHOmicsHviscoveryH‘ndexXHNaturef
BiotechnologyVH2017VHegVHfbhWfbk 44.5 105

99 wt‘HmetagenomicsWWaHnewHresourceHforHtheHanalysisHandHarchivingHofHmetagenomicHdataXHNucleicf
AcidsfResearchVH2014VHfdVHvhbbWh 20.1 104

98 MinimumHinformationHspecificationHforHinHsituHhybridizationHandHimmunohistochemistryH
experimentsHRM‘Sx‘Sz‘wSXHNaturefBiotechnologyVH2008VHdhVHebgWcd 44.5 97

97 vatabaseHdevelopmentHinHtoxicogenomicslHissuesHandHeffortsXHEnvironmentalfHealthfPerspectivesVH
2004VHccdVHfkgWgbg 8.4 94

96 sHdesignHframeworkHandHexemplarHmetricsHforHxs‘RnessXHScientificfDataVH2018VHgVHcjbccj 8.2 90

95 wstablishingHreportingHstandardsHforHmetabolomicHandHmetabonomicHstudieslHaHcallHforH
participationXHOMICSfAfJournalfoffIntegrativefBiologyVH2006VHcbVHcgjWhe 3.8 87

94 vataHstandardsHcanHboostHmetabolomicsHresearchVHandHifHthereHisHaHwillVHthereHisHaHwayXHMetabolomics
VH2016VHcdVHcf 4.7 85

93 MeasuresHforHinteroperabilityHofHphenotypicHdatalHminimumHinformationHrequirementsHandH
formattingXHPlantfMethodsVH2016VHcdVHff 5.8 83

92 TheHxunctionalHyenomicsHwxperimentHmodelHRxuywSlHanHextensibleHframeworkHforHstandardsHinH
functionalHgenomicsXHNaturefBiotechnologyVH2007VHdgVHccdiWee 44.5 81

91 StandardHreportingHrequirementsHforHbiologicalHsamplesHinHmetabolomicsHexperimentslH
environmentalHcontextXHMetabolomicsVH2007VHeVHdbeWdcb 4.7 78

90 tioSharinglHcuratedHandHcrowdWsourcedHmetadataHstandardsVHdatabasesHandHdataHpoliciesHinHtheHlifeH
sciencesXHDatabase:fthefJournalfoffBiologicalfDatabasesfandfCurationVH2016VHdbchVH 5 71

89 xs‘RHPrincipleslH‘nterpretationsHandH‘mplementationHuonsiderationsXHDatafIntelligenceVH2020VHdVHcbWdk 3 66

88 MetaboLightslHtowardsHaHnewHuOSMOSHofHmetabolomicsHdataHmanagementXHMetabolomicsVH2012VHjVHigiWihb4.7 64

87 ‘dentifiersHforHtheHdcstHcenturylHzowHtoHdesignVHprovisionVHandHreuseHpersistentHidentifiersHtoH
maximizeHutilityHandHimpactHofHlifeHscienceHdataXHPLoSfBiologyVH2017VHcgVHedbbcfcf 9.7 63

86 srraywxpresslHaHpublicHdatabaseHofHgeneHexpressionHdataHatHwt‘XHComptesfRendusfvfBiologiesVH2003VH
edhVHcbigWj 1.4 58

(2003-2019)
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85 TheHcenterHforHexpandedHdataHannotationHandHretrievalXHJournalfoffthefAmericanfMedicalfInformaticsf
Association:fJAMIAVH2015VHddVHccfjWgd 8.6 56

84 vataHstandardsHforHOmicsHdatalHtheHbasisHofHdataHsharingHandHreuseXHMethodsfinfMolecularfBiologyVH
2011VHickVHecWhk 1.4 52

83
TheHcarcinoywNOM‘uSHprojectlHcriticalHselectionHofHmodelHcompoundsHforHtheHdevelopmentHofH
omicsWbasedHinHvitroHcarcinogenicityHscreeningHassaysXHMutationfResearchfvfReviewsfinfMutationf
ResearchVH2008VHhgkVHdbdWcb

7 50

82 xindingHusefulHdataHacrossHmultipleHbiomedicalHdataHrepositoriesHusingHvataMedXHNaturefGeneticsVH
2017VHfkVHjchWjck 36.3 48

81 TheHgenomicHstandardsHconsortiumlHbringingHstandardsHtoHlifeHforHmicrobialHecologyXHISMEfJournalVH
2011VHgVHcghgWi 11.9 48

80 sHseaHofHstandardsHforHomicsHdatalHsinkHorHswimqXHJournalfoffthefAmericanfMedicalfInformaticsf
Association:fJAMIAVH2014VHdcVHdbbWe 8.6 45

79 vevelopmentHofHxuyOlHanHontologyHforHfunctionalHgenomicsHinvestigationsXHOMICSfAfJournalfoff
IntegrativefBiologyVH2006VHcbVHckkWdbf 3.8 45

78 wnablingHreusabilityHofHplantHphenomicHdatasetsHwithHM‘sPPwHcXcXHNewfPhytologistVH2020VHddiVHdhbWdie 9.8 42

77 vsTSVHtheHdataHtagHsuiteHtoHenableHdiscoverabilityHofHdatasetsXHScientificfDataVH2017VHfVHcibbgk 8.2 42

76 wvaluatingHxs‘RHmaturityHthroughHaHscalableVHautomatedVHcommunityWgovernedHframeworkXH
ScientificfDataVH2019VHhVHcif 8.2 41

75 MetabolomicsHstandardsHinitiativelHontologyHworkingHgroupHworkHinHprogressXHMetabolomicsVH2007VH
eVHdfkWdgh 4.7 41

74 PhenoMeNallHprocessingHandHanalysisHofHmetabolomicsHdataHinHtheHcloudXHGigaScienceVH2019VHjVH 7.6 41

73 TheHMetaboLightsHrepositorylHcurationHchallengesHinHmetabolomicsXHDatabase:fthefJournalfoff
BiologicalfDatabasesfandfCurationVH2013VHdbceVHbatbdk 5 40

72 SurveyWbasedHnamingHconventionsHforHuseHinHOtOHxoundryHontologyHdevelopmentXHBMCf
BioinformaticsVH2009VHcbVHcdg 3.6 39

71 linked‘SslHsemanticHrepresentationHofH‘SsWTabHexperimentalHmetadataXHBMCfBioinformaticsVH2014VH
cgHSupplHcfVHSf 3.6 37

70 OntoMatonlHaHbioportalHpoweredHontologyHwidgetHforHyoogleHSpreadsheetsXHBioinformaticsVH2013VH
dkVHgdgWi 7.2 37

69 TaxonomyWtasedHylyphHvesignPMjdcdmwithHaHuaseHStudyHonHVisualizingHWorkflowsHofHtiologicalH
wxperimentsXHIEEEfTransactionsfonfVisualizationfandfComputerfGraphicsVH2012VHcjVHdhbeWcd 4 35

68 sHSpecialH‘ssueHonHvataHStandardsXHOMICSfAfJournalfoffIntegrativefBiologyVH2006VHcbVHjfWke 3.8 35
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67 vefiningHbestHpracticeHforHmicroarrayHanalysesHinHnutrigenomicHstudiesXHBritishfJournalfoffNutritionVH
2005VHkeVHfdgWed 3.6 32

66 TowardHaHstandardsWcompliantHgenomicHandHmetagenomicHpublicationHrecordXHOMICSfAfJournalfoff
IntegrativefBiologyVH2008VHcdVHcgiWhb 3.8 31

65 uOV‘vWckHpandemicHrevealsHtheHperilHofHignoringHmetadataHstandardsXHScientificfDataVH2020VHiVHcjj 8.2 30

64 vataMedHWHanHopenHsourceHdiscoveryHindexHforHfindingHbiomedicalHdatasetsXHJournalfoffthefAmericanf
MedicalfInformaticsfAssociation:fJAMIAVH2018VHdgVHebbWebj 8.6 27

63 sHstrategyHcapitalizingHonHsynergieslHtheHReportingHStructureHforHtiologicalH‘nvestigationHRRSt‘SH
workingHgroupXHOMICSfAfJournalfoffIntegrativefBiologyVH2006VHcbVHchfWic 3.8 27

62 MeetingHReportHfromHtheHSecondHLMinimumH‘nformationHforHtiologicalHandHtiomedicalH
‘nvestigationsLHRM‘tt‘SHworkshopXHStandardsfinfGenomicfSciencesVH2010VHeVHdgkWhh 26

61 TowardHunrestrictedHuseHofHpublicHgenomicHdataXHScienceVH2019VHeheVHegbWegd 33.3 25

60 TheHinternationalHMsQuHSocietyHlaunchesHtoHenhanceHreproducibilityHofHhighWthroughputH
technologiesXHNaturefBiotechnologyVH2017VHegVHccdiWccdj 44.5 23

59 TheHStemHuellHviscoveryHwnginelHanHintegratedHrepositoryHandHanalysisHsystemHforHcancerHstemHcellH
comparisonsXHNucleicfAcidsfResearchVH2012VHfbVHvkjfWkc 20.1 20

58 ReportingHguidelinesHforHhumanHmicrobiomeHresearchlHtheHSTORMSHchecklistXHNaturefMedicineVH2021
VHdiVHcjjgWcjkd 50.5 19

57 StandardizingHdataXHNaturefNanotechnologyVH2013VHjVHieWf 28.7 18

56 snnotationHofHenvironmentalHOM‘uSHdatalHapplicationHtoHtheHtranscriptomicsHdomainXHOMICSfAf
JournalfoffIntegrativefBiologyVH2006VHcbVHcidWj 3.8 18

55 TheHfutureHofHmetabolomicsHinHwL‘X‘RXHF1zzzResearchVH2017VHhVH 3.6 18

54 xromHPeerWReviewedHtoHPeerWReproducedHinHScholarlyHPublishinglHTheHuomplementaryHRolesHofH
vataHModelsHandHWorkflowsHinHtioinformaticsXHPLoSfONEVH2015VHcbVHebcdihcd 3.7 18

53 xs‘RshakelHToolkitHtoHwvaluateHtheHxs‘RnessHofHResearchHvigitalHResourcesXHCellfSystemsVH2019VHkVHfciWfdc10.6 17

52 wmpoweringHindustrialHresearchHwithHsharedHbiomedicalHvocabulariesXHDrugfDiscoveryfTodayVH2011VH
chVHkfbWi 8.8 16

51 ‘nteroperableHandHscalableHdataHanalysisHwithHmicroserviceslHapplicationsHinHmetabolomicsXH
BioinformaticsVH2019VHegVHeigdWeihb 7.2 15

50 VisualHcompressionHofHworkflowHvisualizationsHwithHautomatedHdetectionHofHmacroHmotifsXHIEEEf
TransactionsfonfVisualizationfandfComputerfGraphicsVH2013VHckVHdgihWjg 4 15

(2013-2005)
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49 TheHRisaHRatioconductorHpackagelHintegrativeHdataHanalysisHfromHexperimentalHmetadataHandHbackH
againXHBMCfBioinformaticsVH2014VHcgHSupplHcVHScc 3.6 15

48 StandardizationH‘nitiativesHinHtheHRecoStoxicogenomicsHdomainlHaHreviewXHComparativefandf
FunctionalfGenomicsVH2004VHgVHheeWfc 14

47 StandardsHforHmicroarrayHdatalHanHopenHletterXHEnvironmentalfHealthfPerspectivesVH2004VHccdVHshhhWi 8.4 13

46 PublishingHdescriptionsHofHnonWpublicHclinicalHdatasetslHproposedHguidanceHforHresearchersVH
repositoriesVHeditorsHandHfundingHorganisationsXHResearchfIntegrityfandfPeerfReviewVH2016VHcVHh 6.1 12

45 TheHfutureHofHmetabolomicsHinHwL‘X‘RXHF1zzzResearchVH2017VHhVHchfk 3.6 10

44 uommunityHstandardsHforHopenHcellHmigrationHdataXHGigaScienceVH2020VHkVH 7.6 9

43 uOPOlHaHmetadataHplatformHforHbrokeringHxs‘RHdataHinHtheHlifeHsciencesXHF1zzzResearchVkVHfkg 3.6 8

42 TeSSlHaHplatformHforHdiscoveringHlifeWscienceHtrainingHopportunitiesXHBioinformaticsVH2020VHehVHedkbWedkc 7.2 7

41 vevelopingHaHstrategyHforHcomputationalHlabHskillsHtrainingHthroughHSoftwareHandHvataHuarpentrylH
wxperiencesHfromHtheHwL‘X‘RHPilotHactionXHF1zzzResearchVH2017VHhVH 3.6 7

40 wxperimentHdesignHdrivenHxs‘RificationHofHomicsHdataHmatricesVHanHexemplarXHScientificfDataVH2019VH
hVHdic 8.2 7

39 TheHMetadataHuoverageH‘ndexHRMu‘SlHsHstandardizedHmetricHforHquantifyingHdatabaseHmetadataH
richnessXHStandardsfinfGenomicfSciencesVH2012VHhVHfejWfi 6

38 WrestlingHwithHSUMOHandHbioWontologiesXHNaturefBiotechnologyVH2006VHdfVHdcWdmHauthorHreplyHde 44.5 6

37 zelpingHtheHuonsumersHandHProducersHofHStandardsVHRepositoriesHandHPoliciesHtoHwnableHxs‘RHvataXH
DatafIntelligenceVH2020VHdVHcgcWcgi 3 6

36 tioWyraph‘‘nlHaHgraphWbasedVHintegrativeHandHsemanticallyWenabledHrepositoryHforHlifeHscienceH
experimentalHdataXHEMBnetfJournalVH2013VHckVHfh 2.3 6

35
ModelingHaHmicrobialHcommunityHandHbiodiversityHassayHwithHOtOHxoundryHontologieslHtheH
interoperabilityHgainsHofHaHmodularHapproachXHDatabase:fthefJournalfoffBiologicalfDatabasesfandf
CurationVH2015VHdbcgVH

5 5

34 zighWqualityHscienceHrequiresHhighWqualityHopenHdataHinfrastructureXHScientificfDataVH2018VHgVHcjbbdi 8.2 5

33 xs‘RsharingVHaHcohesiveHcommunityHapproachHtoHtheHgrowthHinHstandardsVHrepositoriesHandHpolicies 5

32 wvaluatingHxs‘RWuomplianceHThroughHanHObjectiveVHsutomatedVHuommunityWyovernedHxramework 5
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31 tioSharinglHzarnessingHMetadataHStandardsHforHtheHvataHuommons 5

30 uonsentHinsufficientHforHdataHreleaseWResponseXHScienceVH2019VHehfVHffh 33.3 4

29 vataHdiscoveryHwithHvsTSlHexemplarHadoptionsHandHlessonsHlearnedXHJournalfoffthefAmericanf
MedicalfInformaticsfAssociation:fJAMIAVH2018VHdgVHceWch 8.6 4

28 OvercomingHtheHOntologyHwnrichmentHtottleneckHwithHQuickHTermHTemplatesXHNaturefPrecedingsVH
2009VH 4

27 OvercomingHtheHontologyHenrichmentHbottleneckHwithHQuickHTermHTemplatesXHAppliedfOntologyVH
2011VHhVHceWdd 1.4 4

26 xs‘RHuonvergenceHMatrixlHOptimizingHtheHReuseHofHwxistingHxs‘RWRelatedHResourcesXHDataf
IntelligenceVH2020VHdVHcgjWcib 3 4

25 xorewordHtoHtheHspecialHissueHonHtheHxifthHyenomicHStandardsHconsortiumHworkshopXHOMICSfAf
JournalfoffIntegrativefBiologyVH2008VHcdVHkk 3.8 3

24 uommunityHStandardsHforHOpenHuellHMigrationHvata 3

23 wvaluatingHxs‘RHMaturityHThroughHaHScalableVHsutomatedVHuommunityWyovernedHxramework 3

22 MeetingHReportlHLMetagenomicsVHMetadataHandHMetaWanalysisLHRMeSHWorkshopHatHtheHPacificH
SymposiumHonHtiocomputingHdbcbXHStandardsfinfGenomicfSciencesVH2010VHdVHegiWhb 2

21 ‘nteroperableHandHscalableHdataHanalysisHwithHmicroserviceslHspplicationsHinHMetabolomics 2

20 PublishingHdescriptionsHofHnonWpublicHclinicalHdatasetslHguidanceHforHresearchersVHrepositoriesVH
editorsHandHfundingHorganisations 2

19 OmicsHviscoveryH‘ndexHWHviscoveringHandHLinkingHPublicHâ��Omicsâ��Hvatasets 2

18 sHdesignHframeworkHandHexemplarHmetricsHforHxs‘Rness 2

17 xs‘RshakelHtoolkitHtoHevaluateHtheHfindabilityVHaccessibilityVHinteroperabilityVHandHreusabilityHofH
researchHdigitalHresources 2

16 xosteringHglobalHdataHsharinglHhighlightingHtheHrecommendationsHofHtheHResearchHvataHsllianceH
uOV‘vWckHworkingHgroupXHWellcomefOpenfResearchVH2020VHgVHdhi 4.8 2

15 ‘SsHsP‘lHsnHopenHplatformHforHinteroperableHlifeHscienceHexperimentalHmetadataXHGigaScienceVH2021VH
cbVH 7.6 2

14 SemanticHconceptHschemaHofHtheHlinearHmixedHmodelHofHexperimentalHobservationsXHScientificfDataVH
2020VHiVHib 8.2 1

(2020-)
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13 uwvsRH2018VH 1

12 uonceptualizingHaHyenomicsHSoftwareH‘nstituteHRyS‘SXHStandardsfinfGenomicfSciencesVH2012VHhVHcehWff 1

11 ReportHofHtheHceRthSHyenomicHStandardsHuonsortiumHMeetingVHShenzhenVHuhinaVHMarchHfWiVHdbcdXH
StandardsfinfGenomicfSciencesVH2012VHhVHdihWjh 1

10 xosteringHglobalHdataHsharinglHhighlightingHtheHrecommendationsHofHtheHResearchHvataHsllianceH
uOV‘vWckHworkingHgroupXHWellcomefOpenfResearchVH2020VHgVHdhi 4.8 1

9 TowardsHinteroperableHreportingHstandardsHforHomicsHdatalHhopesHandHhurdlesXHSummitfonf
TranslationalfBioinformaticsVH2009VHdbbkVHccdWg 1

8 PhenoMeNallHProcessingHandHanalysisHofHMetabolomicsHdataHinHtheHuloud 1

7 uOPOlHaHmetadataHplatformHforHbrokeringHxs‘RHdataHinHtheHlifeHsciences 1

6 ‘dentifiersHforHtheHdcstHcenturylHzowHtoHdesignVHprovisionVHandHreuseHpersistentHidentifiersHtoH
maximizeHutilityHandHimpactHofHlifeHscienceHdata 1

5 xs‘RsharinglHvataHandHMetadataHStandardsHandHvataHPoliciesHforHtiomedicalHResearchH2021VHgffWgfh 1

4 ‘nvestigationWStudyWsssayVHaHtoolkitHforHstandardizingHdataHcaptureHandHsharingH2012VHcieWcjj 0

3 wL‘X‘RHandHToxicologylHaHcommunityHinHdevelopmentXHF1zzzResearchVH2021VHcbVHccdk 3.6 0

2 OrchestratingHandHsharingHlargeHmultimodalHdataHforHtransparentHandHreproducibleHresearchXHNaturef
CommunicationsVH2021VHcdVHgiki 17.4 0

1 SelectedHpapersHfromHtheHcgthHsnnualHtioWOntologiesHSpecialH‘nterestHyroupHMeetingXHJournalfoff
BiomedicalfSemanticsVH2013VHfHSupplHcVH‘c 2.2
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