
Daniel J Macqueen

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:vvexalyucomvauthortpdfvy46y5y3vdanieltjtmacqueentpublicationstbytyearupdf

Version:g2x24tx4t26g

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyucomugForg

theglatestgversiongofgthisgpublicationglistsgvisitgtheglinkggivengaboveu

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournalsgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticleu

50
papers

1,727
citations

22
h-index

41
g-index

59
ext. papers

2,345
ext. citations

5.6
avg, IF

5.24
L-index



j Paper IF Citations

50 “volutionOofOrayefinnedOfishOgenomesrOStatusOandOdirectionsOwithOaOprimerOonOmicroRNyO
characterizationO2022dOkhqekln 0

49 –enomeewideOreconstructionOofOrediploidizationOfollowingOautopolyploidizationOacrossOoneO
hundredOmillionOyearsOofOsalmonidOevolutionfOMolecularmBiologymandmEvolutiondO2021dO 8.3 2

48 ‘omparativeOregulomicsOsupportsOpervasiveOselectionOonOgeneOdosageOfollowingOwholeOgenomeO
duplicationfOGenomemBiologydO2021dOjjdOihk 18.3 8

47 –enomeOSequencingOofOSyVkORevealsORepeatedOSeedingO“ventsOofOViralOStrainsOinONorwegianO
yquaculturefOFrontiersminmMicrobiologydO2020dOiidOolh 5.7 3

46 –enomeewideOtargetOenrichedOviralOsequencingOrevealsOextensiveOâ��hiddenâ��OsalmonidOalphavirusO
diversityOinOfarmedOandOwildOfishOpopulationsfOAquaculturedO2020dOmjjdOokmiio 4.4 3

45 HarnessingOgenomicsOtoOfastetrackOgeneticOimprovementOinOaquaculturefONaturemReviewsmGeneticsdO
2020dOjidOkpqelhq 30.1 114

44 NanoporeOwholeOgenomeOsequencingOandOpartitionedOphylogeneticOanalysisOsupportsOaOnewO
salmonidOalphavirusOgenotypeO]SyVoafODiseasesmofmAquaticmOrganismsdO2020dOiljdOjhkejii 1.7 4

43 TheOstructuralOvariationOlandscapeOinOlqjOytlanticOsalmonOgenomesfONaturemCommunicationsdO2020dO
iidOmion 17.4 24

42 PlasmaOProteomeOResponsesOinOSalmonidO”ishO”ollowingOImmunizationfOFrontiersminmImmunologydO
2020dOiidOmpihoh 8.4 2

41 TheOyMPKOsystemOofOsalmonidOfishesOwasOexpandedOthroughOgenomeOduplicationOandOisOregulatedO
byOgrowthOandOimmuneOstatusOinOmusclefOScientificmReportsdO2019dOqdOqpiq 4.9 8

40 PhylogeneticOReclassificationOofOVertebrateOMelatoninOReceptorsOToOIncludeOMelidfOG3:mGenesym
GenomesymGeneticsdO2019dOqdOkjjmekjkp 3.2 4

39 “ffectOofOgrowthOrateOonOtranscriptomicOresponsesOtoOimmuneOstimulationOinOwildetypedO
domesticateddOandO–HetransgenicOcohoOsalmonfOBMCmGenomicsdO2019dOjhdOihjl 4.5 8

38 ProteomicOcomparisonOofOselectiveObreedingOandOgrowthOhormoneOtransgenesisOinOfishrOUniqueO
pathwaysOtoOenhancedOgrowthfOJournalmofmProteomicsdO2019dOiqjdOiileijl 3.9 17

37 ytlanticOsalmonO]SalmoOsalarOLfaOgeneticsOinOtheOjistOcenturyrOtakingOleapsOforwardOinOaquacultureO
andObiologicalOunderstandingfOAnimalmGeneticsdO2019dOmhdOkeil 2.5 27

36 –rowthOhormoneOtransgenesisOinOcohoOsalmonOdisruptsOmuscleOimmuneOfunctionOimpactingO
crossetalkOwithOgrowthOsystemsfOJournalmofmExperimentalmBiologydO2018dOjjidO 3 16

35 InsulineLikeO–rowthO”actorezindingOProteinsOofOTeleostO”ishesfOFrontiersminmEndocrinologydO2018dOqdOph 5.7 39

34 NanoporeOsequencingOforOrapidOdiagnosticsOofOsalmonidORNyOvirusesfOScientificmReportsdO2018dOpdOinkho 4.9 15

Daniel J Macqueen

2



33 PhylotranscriptomicsOsuggestsOtheOjawedOvertebrateOancestorOcouldOgenerateOdiverseOhelperOandO
regulatoryOTOcellOsubsetsfOBMCmEvolutionarymBiologydO2018dOipdOinq 3 15

32 HighethroughputOproteomicOprofilingOofOtheOfishOliverOfollowingObacterialOinfectionfOBMCmGenomicsdO
2018dOiqdOoiq 4.5 34

31
’ivergentOregulationOofOinsulinelikeOgrowthOfactorObindingOproteinOgenesOinOculturedOytlanticOsalmonO
myotubesOunderOdifferentOmodelsOofOcatabolismOandOanabolismfOGeneralmandmComparativem
EndocrinologydO2017dOjlodOmkenm

3 20

30 “volutionaryOhistoryOofOtheOTOcellOreceptorOcomplexOasOrevealedObyOsmallespottedOcatsharkO
]ScyliorhinusOcaniculaafODevelopmentalmandmComparativemImmunologydO2017dOoldOijmeikm 3.2 12

29 LineageespecificOrediploidizationOisOaOmechanismOtoOexplainOtimeelagsObetweenOgenomeOduplicationO
andOevolutionaryOdiversificationfOGenomemBiologydO2017dOipdOiii 18.3 86

28 “volutionOandO“xpressionOofOTissueO–lobinsOinORaye”innedO”ishesfOGenomemBiologymandmEvolutiondO
2017dOqdOkjelo 3.9 6

27
TargetedOsequencingOforOhigheresolutionOevolutionaryOanalysesOfollowingOgenomeOduplicationOinO
salmonidOfishrOProofOofOconceptOforOkeyOcomponentsOofOtheOinsulinelikeOgrowthOfactorOaxisfOMarinem
GenomicsdO2016dOkhdOimejn

1.9 14

26 TheOcompleteOsalmonidOI–”eIROgeneOrepertoireOandOitsOtranscriptionalOresponseOtoOdiseasefOScientificm
ReportsdO2016dOndOklphn 4.9 8

25 ‘rossOTalkOzetweenO–rowthOandOImmunityrO‘ouplingOofOtheOI–”OyxisOtoO‘onservedO‘ytokineO
PathwaysOinORainbowOTroutfOEndocrinologydO2016dOimodOiqljemm 4.8 31

24 ’isparateOdevelopmentalOpatternsOofOimmuneOresponsesOtoObacterialOandOviralOinfectionsOinOfishfO
ScientificmReportsdO2015dOmdOimlmp 4.9 35

23
yOwelleconstrainedOestimateOforOtheOtimingOofOtheOsalmonidOwholeOgenomeOduplicationOrevealsO
majorOdecouplingOfromOspeciesOdiversificationfOProceedingsmofmthemRoyalmSocietymB:mBiologicalmSciences
dO2014dOjpidOjhikjppi

4.4 267

22 TheOvertebrateOmuscleespecificORIN–OfingerOproteinOfamilyOincludesOMuR”leeaOnoveldOconservedO
“keubiquitinOligasefOFEBSmLettersdO2014dOmppdOlkqheo 3.8 9

21 ‘ardiacOmyoglobinOdeficitOhasOevolvedOrepeatedlyOinOteleostOfishesfOBiologymLettersdO2014dOihdO 3.6 14

20 ‘haracterizationOofOtheOdefinitiveOclassicalOcalpainOfamilyOofOvertebratesOusingOphylogeneticdO
evolutionaryOandOexpressionOanalysesfOOpenmBiologydO2014dOldOikhjiq 7 26

19 “volutionOofOancientOfunctionsOinOtheOvertebrateOinsulinelikeOgrowthOfactorOsystemOuncoveredObyO
studyOofOduplicatedOsalmonidOfishOgenomesfOMolecularmBiologymandmEvolutiondO2013dOkhdOihnheon 8.3 79

18 UniversalOscalingOrulesOpredictOevolutionaryOpatternsOofOmyogenesisOinOspeciesOwithOindeterminateO
growthfOProceedingsmofmthemRoyalmSocietymB:mBiologicalmSciencesdO2012dOjoqdOjjmmeni 4.4 14

17 –rowthOandOtheOregulationOofOmyotomalOmuscleOmassOinOteleostOfishfOJournalmofmExperimentalmBiology
dO2011dOjildOinioejp 3 276

16 TheOparallelOevolutionOofOdwarfismOinOyrcticOcharrOisOaccompaniedObyOadaptiveOdivergenceOinO
mTORepathwayOgeneOexpressionfOMolecularmEcologydO2011dOjhdOkinoepl 5.7 39

(2011-2018)

3



15
yOnewlyOclassifiedOvertebrateOcalpainOproteasedOdirectlyOancestralOtoO‘yPNiOandOjdOepisodicallyO
evolvedOaOrestrictedOphysiologicalOfunctionOinOplacentalOmammalsfOMolecularmBiologymandmEvolutiondO
2010dOjodOippneqhj

8.3 31

14
‘haracterisationOofOcapnidOcapnjelikedOcapnkOandOcapniiOgenesOinOytlanticOhalibutO]HippoglossusO
hippoglossusOLfarOTranscriptionalOregulationOacrossOtissuesOandOinOskeletalOmuscleOatOdistinctO
nutritionalOstatesfOGenedO2010dOlmkdOlmemp

3.8 18

13 PositioningOtheOexpandedOakirinOgeneOfamilyOofOytlanticOsalmonOwithinOtheOtranscriptionalOnetworksO
ofOmyogenesisfOBiochemicalmandmBiophysicalmResearchmCommunicationsdO2010dOlhhdOmqqenhm 3.4 22

12
SalmonidOgenomesOhaveOaOremarkablyOexpandedOakirinOfamilydOcoexpressedOwithOgenesOfromO
conservedOpathwaysOgoverningOskeletalOmuscleOgrowthOandOcatabolismfOPhysiologicalmGenomicsdO
2010dOljdOiklelp

3.6 42

11 “volutionOofOtheOmultifacetedOeukaryoticOakirinOgeneOfamilyfOBMCmEvolutionarymBiologydO2009dOqdOkl 3 72

10 TemperatureOuntilOtheO[eyedOstage[OofOembryogenesisOprogrammesOtheOgrowthOtrajectoryOandO
muscleOphenotypeOofOadultOytlanticOsalmonfOBiologymLettersdO2008dOldOjqlep 3.6 62

9 ynOupdateOonOMyo’OevolutionOinOteleostsOandOaOproposedOconsensusOnomenclatureOtoO
accommodateOtheOtetraploidizationOofOdifferentOvertebrateOgenomesfOPLoSmONEdO2008dOkdOeimno 3.7 29

8 “volutionOofOfollistatinOinOteleostsOrevealedOthroughOphylogeneticdOgenomicOandOexpressionO
analysesfODevelopmentmGenesmandmEvolutiondO2008dOjipdOieil 1.8 26

7
TemperatureOinfluencesOtheOcoordinatedOexpressionOofOmyogenicOregulatoryOfactorsOduringO
embryonicOmyogenesisOinOytlanticOsalmonO]SalmoOsalarOLfafOJournalmofmExperimentalmBiologydO2007dO
jihdOjopieql

3 35

6 yOnovelOsalmonidOmyo’OgeneOisOdistinctlyOregulatedOduringOdevelopmentOandOprobablyOaroseObyO
duplicationOafterOtheOgenomeOtetraploidizationfOFEBSmLettersdO2006dOmphdOlqqnemhhj 3.8 27

5
‘orrigendumOtoOâ��yOnovelOsalmonidOmyo’OgeneOisOdistinctlyOregulatedOduringOdevelopmentOandO
probablyOaroseObyOduplicationOafterOtheOgenomeOtetraploidizationâ��O[”“zSOLettfOmphO]jhhnaO
lqqnâ��mhhj]fOFEBSmLettersdO2006dOmphdOnjpnenjpo

3.8 1

4 ”unctionalOynalysisOofOyllOSalmonidO–enomesO]”yyS–arOanOinternationalOinitiativeOsupportingOfutureO
salmonidOresearchdOconservationOandOaquaculture 7

3 LineageespecificOrediploidizationOisOaOmechanismOtoOexplainOtimeelagsObetweenOgenomeOduplicationO
andOevolutionaryOdiversification 3

2 ‘omparativeOregulomicsOrevealsOpervasiveOselectionOonOgeneOdosageOfollowingOwholeOgenomeOduplication 4

1 –rowthOhormoneOtransgenesisOdisruptsOimmuneOfunctionOinOmuscleOofOcohoOsalmonO]OncorhynchusO
kisutchaOimpactingOcrossetalkOwithOgrowthOsystems 2

Daniel J Macqueen

4


