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35 SystemsNGeneticsNofNHepaticNMetabolomeNRevealsNOctopamineNasNaNTargetNforNNoncwlcoholicNFattyN
LiverNziseaseNTreatmentdNScientificnReportsbN2019bNobNilkl 4.9 9

34 EnsemblNhfgmdNNucleicnAcidsnResearchbN2017bNjkbNzlikczljh 20.1 404

33 TranscriptomeNProfilingNinNRatNInbredNStrainsNandNExperimentalNyrossNRevealsNziscrepantNGeneticN
wrchitectureNofNGenomecWideNGeneNExpressiondNG3:nGenes,nGenomes,nGeneticsbN2016bNlbNilmgcilni 3.2 5

32 LineagecSpecificNGenomeNwrchitectureNLinksNEnhancersNandNNonccodingNziseaseNVariantsNtoNTargetN
GeneNPromotersdNCellbN2016bNglmbNgilocginjdego 56.2 556

31 TheNwllelicNLandscapeNofNHumanNxloodNyellNTraitNVariationNandNLinksNtoNyommonNyomplexNziseasedN
CellbN2016bNglmbNgjgkcgjhodego 56.2 637

30 GeneticNzriversNofNEpigeneticNandNTranscriptionalNVariationNinNHumanNImmuneNyellsdNCellbN2016bNglmbNgioncgjgjdehj56.2 339

29 EnsemblNhfgldNNucleicnAcidsnResearchbN2016bNjjbNzmgfcl 20.1 1094

28 EnsemblNregulationNresourcesdNDatabase:nthenJournalnofnBiologicalnDatabasesnandnCurationbN2016bN
hfglbN 5 33

27 TopologicalNanalysisNofNmetabolicNnetworksNintegratingNcocsegregatingNtranscriptomesNandN
metabolomesNinNtypeNhNdiabeticNratNcongenicNseriesdNGenomenMedicinebN2016bNnbNgfg 14.4 14

26 TheNensemblNregulatoryNbuilddNGenomenBiologybN2015bNglbNkl 18.3 255

25 EnsemblNhfgkdNNucleicnAcidsnResearchbN2015bNjibNzllhco 20.1 1013

24 EnsemblNhfgjdNNucleicnAcidsnResearchbN2014bNjhbNzmjockk 20.1 1087

23 WiggleToolspNparallelNprocessingNofNlargeNcollectionsNofNgenomecwideNdatasetsNforNvisualizationNandN
statisticalNanalysisdNBioinformaticsbN2014bNifbNgffnco 7.2 44

22 wdaptiveNexpressionNofNmicroRNwcghkaNinNadiposeNtissueNinNresponseNtoNobesityNinNmiceNandNmendN
PLoSnONEbN2014bNobNeogimk 3.7 17

21 IntegrativeNannotationNofNchromatinNelementsNfromNENyOzENdatadNNucleicnAcidsnResearchbN2013bNjgbNnhmcjg20.1 383

20 EnsemblNhfgidNNucleicnAcidsnResearchbN2013bNjgbNzjnckk 20.1 797

19 ENyOzENdataNinNtheNUySyNGenomeNxrowserpNyearNkNupdatedNNucleicnAcidsnResearchbN2013bNjgbNzklcli 20.1 580
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18 NutrigenomicsNofNhighNfatNdietNinducedNobesityNinNmiceNsuggestsNrelationshipsNbetweenN
susceptibilityNtoNfattyNliverNdiseaseNandNtheNproteasomedNPLoSnONEbN2013bNnbNenhnhk 3.7 32

17 EnsemblNhfghdNNucleicnAcidsnResearchbN2012bNjfbNznjcof 20.1 798

16 EnsemblNhfggdNNucleicnAcidsnResearchbN2011bNiobNznffcl 20.1 590

15 EnsemblUsNgfthNyeardNNucleicnAcidsnResearchbN2010bNinbNzkkmclh 20.1 240

14 wTRcXNsyndromeNproteinNtargetsNtandemNrepeatsNandNinfluencesNallelecspecificNexpressionNinNaN
sizecdependentNmannerdNCellbN2010bNgjibNilmcmn 56.2 297

13 yhromosomalNmappingNofNpancreaticNisletNmorphologicalNfeaturesNandNregulatoryNhormonesNinNtheN
spontaneouslyNdiabeticNVTypeNhWNGotocKakizakiNratdNMammaliannGenomebN2010bNhgbNjoockfn 3.2 8

12 yomparativeNanalysisNofNmethodsNforNgeneNtranscriptionNprofilingNdataNderivedNfromNdifferentN
microarrayNtechnologiesNinNratNandNmouseNmodelsNofNdiabetesdNBMCnGenomicsbN2009bNgfbNli 4.5 15

11
FunctionalNannotationsNofNdiabetesNnephropathyNsusceptibilityNlociNthroughNanalysisNofN
genomecwideNrenalNgeneNexpressionNinNratNmodelsNofNdiabetesNmellitusdNBMCnMedicalnGenomicsbN
2009bNhbNjg

3.7 10

10 PathophysiologicalbNgeneticNandNgeneNexpressionNfeaturesNofNaNnovelNrodentNmodelNofNtheN
cardiocmetabolicNsyndromedNPLoSnONEbN2008bNibNeholh 3.7 22

9 PhylometabonomicNpatternsNofNadaptationNtoNhighNfatNdietNfeedingNinNinbredNmicedNPLoSnONEbN2008bN
ibNeglln 3.7 83

8 zirectNquantitativeNtraitNlocusNmappingNofNmammalianNmetabolicNphenotypesNinNdiabeticNandN
normoglycemicNratNmodelsdNNaturenGeneticsbN2007bNiobNlllcmh 36.3 132

7 MappingNdiabetesNQTLNinNanNintercrossNderivedNfromNaNcongenicNstrainNofNtheNxrownNNorwayNandN
GotocKakizakiNratsdNMammaliannGenomebN2006bNgmbNkincjm 3.2 14

6 yhromosomalNmappingNofNquantitativeNtraitNlociNcontrollingNelastinNcontentNinNratNaortadN
HypertensionbN2005bNjkbNjlfcl 8.5 18

5 PolymorphismsNinNtypeNIINSHhNdomainccontainingNinositolNkcphosphataseNVINPPLgbNSHIPhWNareN
associatedNwithNphysiologicalNabnormalitiesNofNtheNmetabolicNsyndromedNDiabetesbN2004bNkibNgoffcj 0.9 72

4 IntegrationNofNtheNratNrecombinationNandNESTNmapsNinNtheNratNgenomicNsequenceNandNcomparativeN
mappingNanalysisNwithNtheNmouseNgenomedNGenomenResearchbN2004bNgjbNmknclk 9.7 22

3 yhromosomalNmappingNofNgeneticNlociNcontrollingNabsenceNepilepsyNphenotypesNinNtheNWwGeRijNratdN
EpilepsiabN2004bNjkbNofncgk 6.4 44

2 PolygenicNcontrolNofNidiopathicNgeneralizedNepilepsyNphenotypesNinNtheNgeneticNabsenceNratsNfromN
StrasbourgNVGwERSWdNEpilepsiabN2004bNjkbNifgcn 6.4 51

1 yomparativeNanalysisNofNneutrophilNandNmonocyteNepigenomes 2
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