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Dimethylation. Journal of Integrative Plant Biology, 2010, 52, 420-430.

20 Polycomba€group histone methyltransferase CLF is required for proper somatic recombination in 85 8
<i>Arabidopsis</i>. Journal of Integrative Plant Biology, 2014, 56, 550-558. :

Structural studies on MRG701 chromodomain reveal a novel dimerization interface of MRG proteins
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