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486 éheIpuzzlingImutationalIlandscapeIofItheIÖqRÖVbVvariantI micronWWIJournaleofeMedicaleVirologyUI
2022UI 19.7 14

485 uxploratoryIÖtudyIonIqpplicationIofI“q’tyVé vV“ÖItoItetectIÖqRÖVsoVVbIynfectionIinIxumanI
ÖalivaWWIJournaleofeClinicaleMedicineUI2022UIaaUI 5.1 3

484 ’imitedIspreadIofIaIrareIspikeIudhdKVharboringIÖqRÖVsoVVbIinI“arseilleUIvranceWWIArchiveseofe
VirologyUI2022UIafgUIehc 2.6 1

483 RealVtimeIdetectionIofIsovidVaiIpositiveIpersonsIusingIsnifferIdogWWIInfectiouseDiseasesUI2022UIaVc 3.1

482 yntroductionIofItheIÖqRÖVsoVVbIretaIvariantIfromIsomorosIintoItheI“arseilleIgeographicalIareaWWI
TraveleMedicineeandeInfectiouseDiseaseUI2022UIaZbbgg 8.4 0

481  micronIvariantIescapesItherapeuticImqbsIincludingIrecentlyIreleasedIuvusheldI´fiUIcontraryItoI
eightIpriorImainIV sWWIClinicaleInfectiouseDiseasesUI2022UI 11.6 3

480 umergenceIinIsouthernIvranceIofIaInewIÖqRÖVsoVVbIvariantIharbouringIbothI”eZaYIandIudhdKI
substitutionsIinItheIspikeIproteinWWIArchiveseofeVirologyUI2022UIafgUIaahe 2.6 5

479 virstIcasesIofIinfectionIwithItheIba’YrqWbI micronIvariantIinI“arseilleUIvranceWWIJournaleofeMedicale
VirologyUI2022UI 19.7 6

478 qntiviralIqctivityIofIRepurposingIyvermectinIagainstIaIPanelIofIcZIslinicalIÖqRÖVsoVVbIÖtrainsI
relongingItoIadIVariantsWWIPharmaceuticalsUI2022UIaeUI 5.2 1

477 PaleoserologyIpointsItoIsoronavirusIasIpossibleIcausativeIpathogensIofItheIPRussianIfluPWWIMicrobiale
BiotechnologyUI2022UI 6.3 1

476 sultureIandIidentificationIofIaIKteltamicronKIÖqRÖVsoVVbIinIaIthreeIcasesIclusterIinIsouthernI
vranceWWIJournaleofeMedicaleVirologyUI2022UI 19.7 3

475 upidemiologyIandIgenomicIcharacterisationIofItravelVassociatedIandIlocallyVacquiredIinfluenzaUI
“arseilleUIvranceWWITraveleMedicineeandeInfectiouseDiseaseUI2021UIdeUIaZbbcf 8.4

474 qnalysisIofIÖqRÖVsoVVbIVariantsIvromIbdUahaIPatientsIuxemplifiesItheIRoleIofIwlobalizationIandI
ZoonosisIinIPandemicsWWIFrontierseineMicrobiologyUI2021UIabUIghfbcc 5.7 11

473 trugIrepurposingIagainstIÖqRÖVsoVVaUIÖqRÖVsoVVb´ andI“uRÖVsoVWIFutureeMicrobiologyUI2021UIafUIacdaVacgZ2.9 9

472 ysolationIofIdZZZIÖqRÖVsoVVbIshowsIthatIcontagiousnessIisIassociatedIwithIviralIloadUInotIvaccineI
orIsymptomaticIstatusWIEmergingeMicrobeseandeInfectionsUI2021UIaZUIbbgfVbbgh 18.9 3

471 PacmanvirusIÖaiUItheIÖecondIPacmanvirusIysolatedIfromIÖewageIWatersIinI ranUIqlgeriaWI
MicrobiologyeResourceeAnnouncementsUI2021UIaZUIeZZficba 1.3 1

470 xighIyndividualIxeterogeneityIofI”eutralizingIqctivitiesIagainstItheI riginalIÖtrainIandI”ineI
tifferentIVariantsIofIÖqRÖVsoVVbWIVirusesUI2021UIacUI 6.2 7
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469 qutomatedIWesternIimmunoblottingIdetectionIofIantiVÖqRÖVsoVVbIserumIantibodiesWIEuropeane
JournaleofeClinicaleMicrobiologyeandeInfectiouseDiseasesUI2021UIdZUIacZiVacag 5.3 8

468 traftIgenomeIandIdescriptionIofIstrainI“arseilleV®bZegIspWnovWUIaInewIbacteriumIisolatedIfromI
humanIhealthyIskinWINeweMicrobeseandeNeweInfectionsUI2021UIdZUIaZZhdZ 4.1 1

467 ysolationIandItescriptionIofIspWInovWUIaI”ovelIÖpeciesUIysolatedIfromIaIÖtableIPeriodontitisIÖubjectWI
PathogensUI2021UIaZUI 4.5 1

466 s VytVaiIreVinfectionWIEuropeaneJournaleofeClinicaleInvestigationUI2021UIeaUIeacecg 4.6 22

465 traftIgenomeIandIdescriptionIofIstrainI“arseilleV®bZfhéIspWInovWUIaInewIbacteriumIisolatedIfromI
humanIhealthyIskinWINeweMicrobeseandeNeweInfectionsUI2021UIdZUIaZZhci 4.1 0

464 éheIstructureIofIaIvirusVencodedInucleosomeWINatureeStructuraleandeMoleculareBiologyUI2021UIbhUIdacVdag17.6 8

463 “icroscopicI bservationIofIÖqRÖV’ikeIParticlesIinIRéVqPsRIÖqRÖVsoVVbIPositiveIÖewageIÖamplesWI
PathogensUI2021UIaZUI 4.5 2

462 ÖqRÖVsoVVbIPersistentIViralIÖheddingIinItheIsontextIofIxydroxychloroquineVqzithromycinI
éreatmentWIVirusesUI2021UIacUI 6.2 2

461 shallengesIinIexploringIandImanipulatingItheIhumanIskinImicrobiomeWIMicrobiomeUI2021UIiUIabe 16.6 23

460 ViralIR”qIinIsityIWastewaterIasIaIKeyIyndicatorIofIs VytVaiIRecrudescenceIandIsontainmentI
“easuresIuffectivenessWIFrontierseineMicrobiologyUI2021UIabUIffddgg 5.7 10

459 ysolationIofIViableIÖqRÖVsoVVbIVirusIfromIvecesIofIanIymmunocompromisedIPatientIÖuggestingIaI
PossibleIvecalI“odeIofIéransmissionWIJournaleofeClinicaleMedicineUI2021UIaZUI 5.1 11

458 “arseillevirusesjIqnIβpdateIinIbZbaWIFrontierseineMicrobiologyUI2021UIabUIfdhgca 5.7 2

457 tiverseIérajectoriesItriveItheIuxpressionIofIaIwiantIVirusIinItheI omyceteIPlantIPathogenWI
FrontierseineMicrobiologyUI2021UIabUIffbgfb 5.7 3

456 uxpressionIofIqsubUIÖolubleIqsubUIqngiotensinIyUIqngiotensinIyyIandIqngiotensinVQaVgRIysI“odulatedI
inIs VytVaiIPatientsWIFrontierseineImmunologyUI2021UIabUIfbegcb 8.4 22

455 qngiotensinIyyIReceptorIrlockersIQqRrsIqntihypertensiveIqgentsRIyncreaseIReplicationIofI
ÖqRÖVsoVVbIinIVeroIufIsellsWIFrontierseineCellulareandeInfectioneMicrobiologyUI2021UIaaUIfciagg 5.9 3

454 ynIVitroIuvaluationIofItheIqntiviralIqctivityIofI“ethyleneIrlueIqloneIorIinIsombinationIagainstI
ÖqRÖVsoVVbWIJournaleofeClinicaleMedicineUI2021UIaZUI 5.1 2

453 ProlongedIÖqRÖVsoVVbIR”qIvirusIsheddingIandIlymphopeniaIareIhallmarksIofIs VytVaiIinIcancerI
patientsIwithIpoorIprognosisWICelleDeatheandeDifferentiationUI2021UIbhUIcbigVccae 12.7 7

452 xighVspeedIlargeVscaleIautomatedIisolationIofIÖqRÖVsoVVbIfromIclinicalIsamplesIusingIminiaturizedI
coVcultureIcoupledItoIhighVcontentIscreeningWIClinicaleMicrobiologyeandeInfectionUI2021UIbgUIabhWeaVabhWeg9.5 5
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451
sorrelationIretweenIcgiZI®uantitativeIPolymeraseIshainIReactionVPositivesIÖamplesIandIPositiveI
sellIsulturesUIyncludingIaidaIÖevereIqcuteIRespiratoryIÖyndromeIsoronavirusIbIysolatesWIClinicale
InfectiouseDiseasesUI2021UIgbUIeiba

11.6 101

450 ysolationIandIidentificationIofI’egionellaIsppWIfromIhotIspringIwaterIinIqlgeriaIbyIcultureIandI
molecularImethodsWIJournaleofeAppliedeMicrobiologyUI2021UIacZUIacidVadZZ 4.7 2

449 ynterpretationIofIÖqRÖVsoVVbIPsRIresultsIforItheIdiagnosisIofIs VytVaiWIInternationaleJournaleofe
AntimicrobialeAgentsUI2021UIegUIaZfbch 14.3

448 uvaluatingItheIserologicalIstatusIofIs VytVaiIpatientsIusingIanIindirectIimmunofluorescentIassayUI
vranceWIEuropeaneJournaleofeClinicaleMicrobiologyeandeInfectiouseDiseasesUI2021UIdZUIcfaVcga 5.3 18

447 soinfectionsIwithIÖqRÖVsoVVbIandIotherIrespiratoryIvirusesIinIÖoutheasternIvrancejIqImatterIofI
samplingItimeWIJournaleofeMedicaleVirologyUI2021UIicUIahghVahha 19.7 7

446 wiantIvirusVrelatedIsequencesIinItheIecZZVyearVoldIˆ�tziImummyImetagenomeWIViruseGenesUI2021UI
egUIbbbVbbg 2.3 0

445 ysolatedIfromItiabeticIvootI steomyelitisjIslonalItiversityUIResistanceIProfileUIVirulenceIPotentialUI
andIwenomeIqdaptationWIMicroorganismsUI2021UIiUI 4.9 4

444
’owIbloodIzincIconcentrationsIinIpatientsIwithIpoorIclinicalIoutcomeIduringIÖqRÖVsoVVbIinfectionjI
isIthereIaIneedItoIsupplementIwithIzincIs VytVaiIpatientsoWIJournaleofeMicrobiologyseImmunologye
andeInfectionUI2021UIedUIiigVaZZZ

8.5 6

443 wenerationIofIynfectiousI“imivirusIVirionsIéhroughIynoculationIofIViralIt”qIWithinIÖhowsI
ynvolvementIofIviveIProteinsUIussentiallyIβncharacterizedWIFrontierseineMicrobiologyUI2021UIabUIfgghdg 5.7

442 sompleteIgenomeIandIdescriptionIofIspWInovWjIaInewIbacteriumIwithinItheIgenusWINeweMicrobeseande
NeweInfectionsUI2021UIdbUIaZZhic 4.1 2

441 ÖqRÖVsoVVbIvariantIfromIyndiaItoI“arseillejIéheIstillIactiveIroleIofIportsIinItheIintroductionIofI
epidemicsWITraveleMedicineeandeInfectiouseDiseaseUI2021UIdbUIaZbZhe 8.4 8

440 slandestinovirusjIqIwiantIVirusIWithIshromatinIProteinsIandIaIPotentialItoI“anipulateItheIsellI
sycleIofIytsIxostWIFrontierseineMicrobiologyUI2021UIabUIgaefZh 5.7 4

439 “outhIWashingIympairedIÖqRÖVsoVVbItetectionIinIÖalivaWIDiagnosticsUI2021UIaaUI 3.8 2

438 “onitoringItheIsirculationIofIÖqRÖVsoVVbIVariantsIbyIwenomicIqnalysisIofIWastewaterIinI“arseilleUI
ÖouthVuastIvranceWIPathogensUI2021UIaZUI 4.5 4

437 ÖpreadingIofIaInewIÖqRÖVsoVVbI”eZaYIspikeIvariantIinIaInewIlineageWIClinicaleMicrobiologyeande
InfectionUI2021UIbgUIacebWeaVacebWee 9.5 20

436 upidemiologicalIandIgeneticIcharacterizationIofImeaslesIvirusIcirculatingIstrainsIatI“arseilleUI
vranceIduringIbZagVbZaiImeaslesIoutbreakWIJournaleofeInfectionUI2021UIhcUIcfaVcgZ 18.9 2

435 “orphologicalIandIwenomicIveaturesIofItheI”ewIKlosneuvirinaeIysolateIvadolivirusIyxβ“yVVVedWI
FrontierseineMicrobiologyUI2021UIabUIgaigZc 5.7 0

434 ’ongVéermIyntrahostIuvolutionIofIqmongItiabeticIPatientsIWithIvootIynfectionsWIFrontierseine
MicrobiologyUI2021UIabUIgdadZf 5.7 2

BernarduLauScola

4



433 yncompleteItricarboxylicIacidIcycleIandIprotonIgradientIinIPandoravirusImassiliensisjIisIitIstillIaI
virusoWIISMEeJournalUI2021UI 11.9 4

432 éheIKaumoebavirusI’ssaZIwenomeIRevealsIaIβniqueIweneIÖtrandIriasIamongIKuxtendedIKWIVirusesUI
2021UIacUI 6.2 3

431 sultureIofIÖqRÖVsoVVbIinIaIpanelIofIlaboratoryIcellIlinesUIpermissivityUIandIdifferencesIinIgrowthI
profileWIEuropeaneJournaleofeClinicaleMicrobiologyeandeInfectiouseDiseasesUI2021UIdZUIdggVdhd 5.3 39

430 “onocytesIandI“acrophagesUIéargetsIofIÖevereIqcuteIRespiratoryIÖyndromeIsoronavirusIbjIéheI
slueIforIsoronavirusItiseaseIbZaiIymmunoparalysisWIJournaleofeInfectiouseDiseasesUI2021UIbbdUIcieVdZf 7 65

429 ÖalivetteUIaIrelevantIsalivaIsamplingIdeviceIforIÖqRÖVsoVVbIdetectionWIJournaleofeOraleMicrobiologyUI
2021UIacUIaibZbbf 6.3 8

428 umergingIÖqRÖVsoVVbIwenotypesIÖhowItifferentIReplicationIPatternsIinIxumanIPulmonaryIandI
yntestinalIupithelialIsellsWWIVirusesUI2021UIadUI 6.2 3

427 xeterogeneityIinIsusceptibilityItoIhydroxychloroquineIofIÖqRÖVsoVVbIisolatesWWIFrontierseine
BioscienceUI2021UIbfUIadicVaeZb 0

426 saseIReportjIracteremiaIinIaIPretermI”eonateIWithI”ecrotizingIunterocolitisWWIFrontierseine
PediatricsUI2021UIiUIggadfg 3.4 0

425
traftIgenomeIandIdescriptionIofIstrainI“arseilleV®cfaeIspWInovWUIaInewIbacteriumIisolatedIfromIaI
eiVyearVoldImanIwithIchronicIobstructiveIpulmonaryIdiseaseIsymptomsWINeweMicrobeseandeNewe
InfectionsUI2020UIchUIaZZhZa

4.1 0

424 traftIgenomeIandIdescriptionIofIstrainI“arseilleV®ZhdcIspWInovWUIaInewIbacteriumIisolatedIfromI
humanIhealthyIskinWINeweMicrobeseandeNeweInfectionsUI2020UIchUIaZZhZi 4.1

423 ynIVitroIqntiviralIqctivityIofItoxycyclineIagainstIÖqRÖVsoVVbWIMoleculesUI2020UIbeUI 4.8 42

422 uarlyItreatmentIofIs VytVaiIpatientsIwithIhydroxychloroquineIandIazithromycinjIqIretrospectiveI
analysisIofIaZfaIcasesIinI“arseilleUIvranceWITraveleMedicineeandeInfectiouseDiseaseUI2020UIceUIaZagch 8.4 300

421 qnalysisIofIaI“arseillevirusIéranscriptomeIRevealsIéemporalIweneIuxpressionIProfileIandIxostI
éranscriptionalIÖhiftWIFrontierseineMicrobiologyUI2020UIaaUIfea 5.7 10

420
somparisonIofImortalityIassociatedIwithIrespiratoryIviralIinfectionsIbetweenItecemberIbZaiIandI
“archIbZbZIwithIthatIofItheIpreviousIyearIinIÖoutheasternIvranceWIInternationaleJournaleofe
InfectiouseDiseasesUI2020UIifUIaedVaef

10.5 9

419 raselineIandImultinormalIdistributionIofIexIvivoIsusceptibilitiesIofIPlasmodiumIfalciparumItoI
methyleneIblueIinIqfricaUIbZacVahWIJournaleofeAntimicrobialeChemotherapyUI2020UIgeUIbadaVbadh 5.1 3

418 VermamoebaIvermiformisIstsVaiIdraftIgenomeIsequenceIrevealsIconsiderableIgeneItraffickingI
includingIwithIcandidateIphylaIradiationIandIgiantIvirusesWIScientificeReportsUI2020UIaZUIeibh 4.9 7

417 qIvirophageIcrossVspeciesIinfectionIthroughImutantIselectionIrepressesIgiantIvirusIpropagationUI
promotingIhostIcellIsurvivalWICommunicationseBiologyUI2020UIcUIbdh 6.7 5

416 tiversityIofIqmoebaVqssociatedIwiantIVirusesIysolatedIinIqlgeriaWIDiversityUI2020UIabUIbae 2.5 1

(2020-2021)
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415 ynsightIintoItheI’ifestyleIofIqmoebaIduringIrioreactorIwrowthIβsingIéranscriptomicsIandI
ProteomicsWIMicroorganismsUI2020UIhUI 4.9 2

414 somparativeIwenomicsIβnveilsIRegionalizedIuvolutionIofItheIvaustovirusIwenomesWIVirusesUI2020UI
abUI 6.2 6

413 uvidenceIofIanIenvironmentalIreservoirIforIemergentWINeweMicrobeseandeNeweInfectionsUI2020UIceUIaZZfff4.1

412 éestingItheIrepatriatedIforIÖqRÖVsovbjIÖhouldIlaboratoryVbasedIquarantineIreplaceItraditionalI
quarantineoWITraveleMedicineeandeInfectiouseDiseaseUI2020UIcdUIaZafbd 8.4 31

411 tescriptionIofIVirulentIvactorsIandIxorizontalIweneIéransfersIofIKeratitisVqssociatedIqmoebaI
qcanthamoebaIériangularisIbyIwenomeIqnalysisWIPathogensUI2020UIiUI 4.5 5

410
RapidIviralIdiagnosisIandIambulatoryImanagementIofIsuspectedIs VytVaiIcasesIpresentingIatItheI
infectiousIdiseasesIreferralIhospitalIinI“arseilleUIvranceUIVIzanuaryIcastItoI“archIastUIbZbZjIqI
respiratoryIvirusIsnapshotWITraveleMedicineeandeInfectiouseDiseaseUI2020UIcfUIaZafcb

8.4 82

409 YaravirusjIqInovelIhZVnmIvirusIinfectingWIProceedingseofetheeNationaleAcademyeofeScienceseofethee
UnitedeStateseofeAmericaUI2020UIaagUIafegiVafehf 11.5 15

408 qdenovirusIynfectionsIinIqfricanIxumansIandIWildI”onVxumanIPrimatesjIwreatItiversityIandI
srossVÖpeciesIéransmissionWIVirusesUI2020UIabUI 6.2 8

407
ViralIR”qIloadIasIdeterminedIbyIcellIcultureIasIaImanagementItoolIforIdischargeIofIÖqRÖVsoVVbI
patientsIfromIinfectiousIdiseaseIwardsWIEuropeaneJournaleofeClinicaleMicrobiologyeandeInfectiouse
DiseasesUI2020UIciUIaZeiVaZfa

5.3 494

406
 utcomesIofIcUgcgIs VytVaiIpatientsItreatedIwithIhydroxychloroquineYazithromycinIandIotherI
regimensIinI“arseilleUIvrancejIqIretrospectiveIanalysisWITraveleMedicineeandeInfectiouseDiseaseUI2020UI
cfUIaZagia

8.4 162

405 qdvantagesIandI’imitsIofI“etagenomicIqssemblyIandIrinningIofIaIwiantIVirusWIMSystemsUI2020UIeUI 7.6 5

404 spWInovWIandIspWInovWUItwoInewIspeciesIidentifiedIfromIhumanIgutImicrobiotaWINeweMicrobeseande
NeweInfectionsUI2020UIcdUIaZZfdb 4.1 2

403 soreIgeneVbasedImolecularIdetectionIandIidentificationIofIqcanthamoebaIspeciesWIScientifice
ReportsUI2020UIaZUIaehc 4.9 6

402 spWInovWUIaInewIbacteriumIisolatedIinIaIstoolIsampleIfromIaIhealthyImaleIpygmyWINeweMicrobeseande
NeweInfectionsUI2020UIcdUIaZZfdd 4.1 0

401 ysolationIandIgenomicIcharacterizationIofIaInewImimivirusIofIlineageIrIfromIaIrrazilianIriverWI
ArchiveseofeVirologyUI2020UIafeUIhecVhfc 2.6 1

400
slinicalIandImicrobiologicalIeffectIofIaIcombinationIofIhydroxychloroquineIandIazithromycinIinIhZI
s VytVaiIpatientsIwithIatIleastIaIsixVdayIfollowIupjIqIpilotIobservationalIstudyWITraveleMedicineeande
InfectiouseDiseaseUI2020UIcdUIaZaffc

8.4 479

399 ynIvitroItestingIofIcombinedIhydroxychloroquineIandIazithromycinIonIÖqRÖVsoVVbIshowsI
synergisticIeffectWIMicrobialePathogenesisUI2020UIadeUIaZdbbh 3.8 171

398 xighVsontentIÖcreeningUIaIReliableIÖystemIforIsoxiellaIburnetiiIysolationIfromIslinicalIÖamplesWI
JournaleofeClinicaleMicrobiologyUI2020UIehUI 9.7 2
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397 ’etterItoItheIeditorjIPlentyIofIcoronavirusesIbutInoIÖqRÖVsoVVbWIEurosurveillanceUI2020UIbeUI 19.8 8

396 xydroxychloroquineIandIazithromycinIasIaItreatmentIofIs VytVaijIresultsIofIanIopenVlabelI
nonVrandomizedIclinicalItrialWIInternationaleJournaleofeAntimicrobialeAgentsUI2020UIefUIaZeidi 14.3 3043

395 ”aturalIhistoryIofIs VytVaiIandItherapeuticIoptionsWIExperteRevieweofeClinicaleImmunologyUI2020UI
afUIaaeiVaahd 5.1 41

394 virstIgenomeIsequenceIofIisolatedIfromIcerebrospinalIfluidIinItheIcontextIofIsuddenIinfantIdeathI
syndromeWINeweMicrobeseandeNeweInfectionsUI2020UIccUIaZZfbc 4.1 1

393 spWInovWUIaInewIbacteriumIisolatedIfromIdentalIplaqueIofIaIwomanIwithIperiodontitisWINeweMicrobese
andeNeweInfectionsUI2020UIccUIaZZfbe 4.1 1

392 “ethyleneIblueIinhibitsIreplicationIofIÖqRÖVsoVVbIinIvitroWIInternationaleJournaleofeAntimicrobiale
AgentsUI2020UIefUIaZfbZb 14.3 29

391 qntimalarialIdrugsIinhibitItheIreplicationIofIÖqRÖVsoVVbjIqnIinIvitroIevaluationWITraveleMedicineeande
InfectiouseDiseaseUI2020UIcgUIaZahgc 8.4 38

390 KlenkiaIterraeIresistantItoIt”qIextractionIinIgermVfreeImiceIstoolsIillustratesItheIextractionIpitfallI
facedIbyImetagenomicsWIScientificeReportsUI2020UIaZUIaZbbh 4.9 1

389 RapidIÖcanningIulectronI“icroscopyItetectionIandIÖequencingIofIÖevereIqcuteIRespiratoryI
ÖyndromeIsoronavirusIbIandI therIRespiratoryIVirusesWIFrontierseineMicrobiologyUI2020UIaaUIeifahZ 5.7 4

388 unterovirusesIfromIxumansIandIwreatIqpesIinItheIRepublicIofIsongojIRecombinationIwithinI
unterovirusIsIÖerotypesWIMicroorganismsUI2020UIhUI 4.9 3

387 traftIgenomeIandIdescriptionIofIstrainI“arseilleV®bZfiIspWInovWUIaInewIbacteriumIisolatedIfromI
humanIhealthyIskinWINeweMicrobeseandeNeweInfectionsUI2020UIchUIaZZhZe 4.1

386 βltrarapidIdiagnosisUImicroscopeIimagingUIgenomeIsequencingUIandIcultureIisolationIofI
ÖqRÖVsoVVbWIEuropeaneJournaleofeClinicaleMicrobiologyeandeInfectiouseDiseasesUI2020UIciUIafZaVafZc 5.3 27

385 xowIéupanvirusItegradesItheIRibosomalIR”qIofIytsIqmoebalIxostoIéheIRibonucleaseIébIérackWI
FrontierseineMicrobiologyUI2020UIaaUIafia 5.7 1

384
qntimalarialIartemisininVbasedIcombinationItherapiesIQqséRIandIs VytVaiIinIqfricajIynIvitroI
inhibitionIofIÖqRÖVsoVVbIreplicationIbyImefloquineVartesunateWIInternationaleJournaleofeInfectiouse
DiseasesUI2020UIiiUIdcgVddZ

10.5 46

383 éheIÖtrengthsIofIÖcanningIulectronI“icroscopyIinItecipheringIÖqRÖVsoVVbIynfectiousIsycleWI
FrontierseineMicrobiologyUI2020UIaaUIbZad 5.7 24

382 slustersIofIs VytVaiIassociatedIwithIPurimIcelebrationIinItheIzewishIcommunityIinI“arseilleUI
vranceUI“archIbZbZWIInternationaleJournaleofeInfectiouseDiseasesUI2020UIaZZUIhhVid 10.5 12

381
shildrenIaccountIforIaIsmallIproportionIofIdiagnosesIofIÖqRÖVsoVVbIinfectionIandIdoInotIexhibitI
greaterIviralIloadsIthanIadultsWIEuropeaneJournaleofeClinicaleMicrobiologyeandeInfectiouseDiseasesUI
2020UIciUIaihcVaihg

5.3 17

380 qIproteinIofItheImetalloVhydrolaseYoxidoreductaseIsuperfamilyIwithIbothIbetaVlactamaseIandI
ribonucleaseIactivityIisIlinkedIwithItranslationIinIgiantIvirusesWIScientificeReportsUI2020UIaZUIbafhe 4.9 4

(2020-2020)
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379 “etagenomicIqnalysisIofI“icrodissectedIValvularIéissueIforIutiologicalItiagnosisIofIrloodI
sultureV”egativeIundocarditisWIClinicaleInfectiouseDiseasesUI2020UIgZUIbdZeVbdab 11.6 5

378 socultureIatItheIcrossroadsIofItheInewImicrobiologyItechniquesIforItheIisolationIofIstrictI
intracellularIbacteriaWIFutureeMicrobiologyUI2020UIaeUIbhgVbih 2.9 1

377 xostVvirusIinteractionsIandIdefenseImechanismsIforIgiantIvirusesWIAnnalseofetheeNeweYorkeAcademye
ofeSciencesUI2020UIadhfUIci 6.5 1

376 éupanvirusVinfectedIamoebasIareIinducedItoIaggregateIwithIuninfectedIcellsIpromotingIviralI
disseminationWIScientificeReportsUI2019UIiUIahc 4.9 13

375 qtypicalIsowpoxIVirusIynfectionIinIÖmallpoxVVaccinatedIPatientUIvranceWIEmergingeInfectiouse
DiseasesUI2019UIbeUIbabVbai 10.2 12

374 xighVthroughputIisolationIofIgiantIvirusesIusingIhighVcontentIscreeningWICommunicationseBiologyUI
2019UIbUIbaf 6.7 16

373 RoleIofItheIRcdiIweneIandIytsIRepeatsIinItheI“y“yVyRuItefenseIÖystemWIFrontierseineMicrobiologyUI
2019UIaZUIaadg 5.7 6

372 wenomeIsequenceIandIdescriptionIofIgenWInovWUIspWInovWUIaInewIbacteriumIisolatedIfromIhumanI
ileumIofIaIpatientIwithIsrohnPsIdiseaseWINeweMicrobeseandeNeweInfectionsUI2019UIcZUIaZZecc 4.1 3

371 spWInovWUIaInewIhalophilicIbacteriumIisolatedIfromItheIstoolIofIaIhealthyIaaVyearVoldIboyWINewe
MicrobeseandeNeweInfectionsUI2019UIcZUIaZZeda 4.1

370 wuaraniIVirophageUIaI”ewIÖputnikV’ikeIysolateIvromIaIrrazilianI’akeWIFrontierseineMicrobiologyUI2019
UIaZUIaZZc 5.7 6

369 wenomeIsequenceIandIdescriptionIofIgenWInovWUIspWInovWUIaInewIbacterialIgenusIisolatedIfromItheI
humanIleftIcolonWINeweMicrobeseandeNeweInfectionsUI2019UIcZUIaZZedh 4.1 1

368 tiscoveryIandIvurtherIÖtudiesIonIwiantIVirusesIatItheIyxβI“editerraneeIynfectionIéhatI“odifiedI
theIPerceptionIofItheIVirosphereWIVirusesUI2019UIaaUI 6.2 14

367 érappingItheIunemyjIsircumventsIvaustovirusI“ariensisItisseminationIbyIunclosingIViralIProgenyI
insideIsystsWIJournaleofeVirologyUI2019UIicUI 6.6 9

366 éheImultipleIoriginsIofIproteinsIpresentIinItupanvirusIparticlesWICurrenteOpinioneineVirologyUI2019UI
cfUIbeVca 7.5 0

365 aInewIspeciesIwithinItheIgenusWINeweMicrobeseandeNeweInfectionsUI2019UIbhUIfVaZ 4.1 2

364 ÖpecificIclonesIofIérichomonasItenaxIareIassociatedIwithIperiodontitisWIPLoSeONEUI2019UIadUIeZbaccch 3.7 16

363 VirophagesIofIwiantIVirusesjIqnIβpdateIatIulevenWIVirusesUI2019UIaaUI 6.2 17

362 xumanImetalloV˛†VlactamaseIenzymesIdegradeIpenicillinWIScientificeReportsUI2019UIiUIabagc 4.9 18

BernarduLauScola

8



361 “icroscopicIqnalysisIofItheIsycleIinWIFrontierseineMicrobiologyUI2019UIaZUIfga 5.7 11

360 “olecularIepidemiologyIofIandIitsIrelationshipIwithItheIoccurrenceIofInecrotizingIenterocolitisIinI
pretermIneonatesWINeweMicrobeseandeNeweInfectionsUI2019UIcbUIaZZfab 4.1 4

359 wiantIvirusIvsIamoebajIfightIforIsupremacyWIVirologyeJournalUI2019UIafUIabf 6.1 6

358 ÖingleIsellI“icroVaspirationIasIanIqlternativeIÖtrategyItoIvluorescenceVactivatedIsellIÖortingIforI
wiantIVirusI“ixtureIÖeparationWIJournaleofeVisualizedeExperimentsUI2019UI 1.6 2

357 “ultidisciplinaryIevaluationIofIslostridiumIbutyricumIclonalityIisolatedIfromIpretermIneonatesI
withInecrotizingIenterocolitisIinIÖouthIvranceIbetweenIbZZiIandIbZagWIScientificeReportsUI2019UIiUIbZgg 4.9 5

356 uvidenceIofIaIsellulosicI’ayerIinIéegumentIandItheI“ysteryIofItheIweneticIÖupportIofIytsI
riosynthesisWIFrontierseineMicrobiologyUI2019UIaZUIbicb 5.7 8

355
ysolationIofIYasminevirusUItheIvirstI“emberIofIKlosneuvirinaeIysolatedIinIsocultureIwithI
VermamoebaIvermiformisUItemonstratesIanIuxtendedIqrsenalIofIéranslationalIqpparatusI
somponentsWIJournaleofeVirologyUI2019UIidUI

6.6 17

354 xumanIynfectionIwithI rfIVirusIandItescriptionIofIytsIWholeIwenomeUIvranceUIbZagWIEmerginge
InfectiouseDiseasesUI2019UIbeUIbaigVbbZd 10.2 9

353 ynvestigationIofIpotentialIpathogenicityIofIWillaertiaImagnaIbyIinvestigatingItheItransferIofI
bacteriaIpathogenicityIgenesIintoIitsIgenomeWIScientificeReportsUI2019UIiUIahcah 4.9 8

352 ynVdepthIanalysisIofItheIreplicationIcycleIofI rpheovirusWIVirologyeJournalUI2019UIafUIaeh 6.1 4

351 wiantImimivirusesIescapeImanyIcanonicalIcriteriaIofItheIvirusIdefinitionWIClinicaleMicrobiologyeande
InfectionUI2019UIbeUIadgVaed 9.5 8

350 KéupanvirusKUIaInewIgenusIinItheIfamilyI“imiviridaeWIArchiveseofeVirologyUI2019UIafdUIcbeVcca 2.6 11

349 éailedIgiantIéupanvirusIpossessesItheImostIcompleteItranslationalIapparatusIofItheIknownI
virosphereWINatureeCommunicationsUI2018UIiUIgdi 17.4 136

348 uxperimentalIqnalysisIofI“imivirusIéranslationIynitiationIvactorIdaIRevealsIytsIymportanceIinIViralI
ProteinIéranslationIduringIynfectionIofIqcanthamoebaIpolyphagaWIJournaleofeVirologyUI2018UIibUI 6.6 10

347 “olecularIstrategyIforItheIdiagnosisIofIinfectiousIlymphadenitisWIEuropeaneJournaleofeClinicale
MicrobiologyeandeInfectiouseDiseasesUI2018UIcgUIaagiVaahf 5.3 14

346 “ethodsIforIculturingIanaerobesIfromIhumanIspecimenWIFutureeMicrobiologyUI2018UIacUIcfiVcha 2.9 9

345 “imivirusIinItheIurineIofIaIkidneyVtransplantIrecipientWIClinicaleMicrobiologyeandeInfectionUI2018UIbdUIefaVefc9.5 5

344 éaxonogenomicIdescriptionIofIfourInewIspeciesIisolatedIfromIhumanIgutjIUIUIandWINeweMicrobeseande
NeweInfectionsUI2018UIbaUIabhVaci 4.1 14
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343 aInewIbacterialIspeciesIisolatedIfromIhumanIskinWINeweMicrobeseandeNeweInfectionsUI2018UIbbUIagVah 4.1 1

342 tecipheringIviralIpresencesjItwoInovelIpartialIgiantIvirusesIdetectedIinImarineImetagenomeIandIinI
aImineIdrainageImetagenomeWIVirologyeJournalUI2018UIaeUIff 6.1 15

341 tecipheringItheIgenomesIofIafIqcanthamoebaIspeciesIdoesInotIprovideIevidenceIofIintegrationIofI
knownIgiantIvirusVassociatedImobileIgeneticIelementsWIViruseResearchUI2018UIbeaUIadVaf 6.4 2

340 “orphologicIandIwenomicIqnalysesIofI”ewIysolatesIRevealIaIÖecondI’ineageIofIsedratvirusesWI
JournaleofeVirologyUI2018UIibUI 6.6 13

339 PPIgenWInovWUIspWInovWUIaInewIgenusIwithinItheIfamilyIofIisolatedIfromIaIpatientIwithIvaginosisWINewe
MicrobeseandeNeweInfectionsUI2018UIbaUIaVh 4.1 1

338 qI’argeI penIPangenomeIandIaIÖmallIsoreIwenomeIforIwiantIPandoravirusesWIFrontierseine
MicrobiologyUI2018UIiUIadhf 5.7 23

337 uxperimentalIynoculationIinIRatsIandI“iceIbyItheIwiantI“arseillevirusI’eadsItoI’ongVéermI
tetectionIofIVirusWIFrontierseineMicrobiologyUI2018UIiUIdfc 5.7 4

336 “etagenomicIbinningIreconstructionIcoupledIwithIautomaticIpipelineIannotationIandIgiantIvirusesjI
qIpotentialIsourceIofImistakeIinIannotationsWIViruseResearchUI2018UIbeeUIcfVch 6.4 5

335 vaustovirusIuabIéranscriptomeIqnalysisIRevealsIsomplexIÖplicingIinIsapsidIweneWIFrontierseine
MicrobiologyUI2018UIiUIbecd 5.7 6

334 qncestralityIandI“osaicismIofIwiantIVirusesIÖupportingItheItefinitionIofItheIvourthIéRβsIofI
“icrobesWIFrontierseineMicrobiologyUI2018UIiUIbffh 5.7 30

333 ”amingImicroorganismsjItheIcontributionIofItheIyxβI“ˆ'diterranˆ'eIynfectionUI“arseilleUIvranceWI
NeweMicrobeseandeNeweInfectionsUI2018UIbfUIÖhiVÖie 4.1 8

332 sorrelativeIlightIelectronImicroscopyIofIgiantIvirusesIwithItheIÖus “IsystemWINeweMicrobeseande
NeweInfectionsUI2018UIbfUIaaZVaac 4.1 3

331 qmebaborneIKqttilinaImassiliensisKIKeratitisUIvranceWIEmergingeInfectiouseDiseasesUI2018UIbdUIchgVchi 10.2 2

330 qIPhylogenomicIÖtudyIofItraftIwenomeIÖequencesIÖuggestsIweneticIuxchangesIWithIwiantI
VirusesWIFrontierseineMicrobiologyUI2018UIiUIbZih 5.7 21

329 uxploringItheI“icrobiotaIofItiabeticIvootIynfectionsIWithIsulturomicsWIFrontierseineCellulareande
InfectioneMicrobiologyUI2018UIhUIbhb 5.9 27

328 aInewIanaerobicIbacterialIspeciesIisolatedIfromIhumanIoralImicrobiotaWINeweMicrobeseandeNewe
InfectionsUI2018UIbdUIaVc 4.1 0

327 xigherIeducationIatItheIynstitutIxospitaloVβniversitaireI“ˆ'diterranˆ'eIynfectionWINeweMicrobeseande
NeweInfectionsUI2018UIbfUIÖaZiVÖaac 4.1

326 wenomicIanalysisIofIaIRaoultellaIornithinolyticaIstrainIcausingIprostheticIjointIinfectionIinIanI
immunocompetentIpatientWIScientificeReportsUI2018UIhUIidfb 4.9 7
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325
“ultiVspacerItypingIasIanIeffectiveImethodItoIdistinguishItheIclonalIlineageIofIslostridiumI
butyricumIstrainsIisolatedIfromIstoolIsamplesIduringIaIseriesIofInecrotizingIenterocolitisIcasesWI
JournaleofeHospitaleInfectionUI2017UIieUIcZZVcZe

6.9 5

324 “imivirusjIleadingItheIwayIinItheIdiscoveryIofIgiantIvirusesIofIamoebaeWINatureeReviewse
MicrobiologyUI2017UIaeUIbdcVbed 22.2 72

323 xydroxychloroquineIsusceptibilityIdeterminationIofIsoxiellaIburnetiiIinIhumanIembryonicIlungI
Qxu’RIfibroblastIcellsWIInternationaleJournaleofeAntimicrobialeAgentsUI2017UIeZUIaZfVaZi 14.3 3

322 PacmanvirusUIaI”ewIwiantIycosahedralIVirusIatItheIsrossroadsIbetweenIqsfarviridaeIandI
vaustovirusesWIJournaleofeVirologyUI2017UIiaUI 6.6 63

321 ProtochlamydiaIphocaeensisIspWInovWUIaInewIshlamydialesIspeciesIwithIhostIdependentIreplicationI
cycleWIMicrobeseandeInfectionUI2017UIaiUIcdcVceZ 9.3 13

320 aInewIbacterialIspeciesIisolatedIfromItheIhumanIgutWINeweMicrobeseandeNeweInfectionsUI2017UIbZUIbeVbf 4.1 1

319 “anyI“oreI“icrobesIinIxumansjIunlargingItheI“icrobiomeIRepertoireWIClinicaleInfectiouseDiseasesUI
2017UIfeUIÖbZVÖbi 11.6 17

318 éheIanalysisIofItranslationVrelatedIgeneIsetIboostsIdebatesIaroundIoriginIandIevolutionIofI
mimivirusesWIPLoSeGeneticsUI2017UIacUIeaZZfecb 6 26

317 PsRItetectionIofI“imivirusWIEmergingeInfectiouseDiseasesUI2017UIbcUIaZddVaZde 10.2 5

316 wenomeIÖequencesIofI”ewIvaustovirusIÖtrainsIÖéaIandI’siUIysolatedIfromItheIÖouthIofIvranceWI
GenomeeAnnouncementsUI2017UIeUI 8

315  rpheovirusIyxβ“yV’ssbjIqI”ewIVirusIamongItheIwiantIVirusesWIFrontierseineMicrobiologyUI2017UIhUIbfdc 5.7 46

314 villingIKnowledgeIwapsIforI“imivirusIuntryUIβncoatingUIandI“orphogenesisWIJournaleofeVirologyUI
2017UIiaUI 6.6 23

313 βpdatingIonIgutImicrobiotaIandIitsIrelationshipIwithItheIoccurrenceIofInecrotizingIenterocolitisWI
HumaneMicrobiomeeJournalUI2017UIdUIadVai 5.6 13

312 uxIvivoIactivityIofIProveblueUIaImethyleneIblueUIagainstIfieldIisolatesIofIPlasmodiumIfalciparumIinI
takarUIÖenegalIfromIbZacVbZaeWIInternationaleJournaleofeAntimicrobialeAgentsUI2017UIeZUIaeeVaeh 14.3 8

311 “edicalIuntomologyjIqIReemergingIvieldIofIResearchItoIretterIβnderstandIVectorVrorneI
ynfectiousItiseasesWIClinicaleInfectiouseDiseasesUI2017UIfeUIÖcZVÖch 11.6 17

310 wiantIVirusesIofIqmoebaejIqIzourneyIéhroughIynnovativeIResearchIandIParadigmIshangesWIAnnuale
RevieweofeVirologyUI2017UIdUIfaVhe 14.6 40

309 éheIynvestigationIofIPromoterIÖequencesIofI“arseillevirusesIxighlightsIaIRemarkableIqbundanceI
ofItheIqqqéqéééI“otifIinIyntergenicIRegionsWIJournaleofeVirologyUI2017UIiaUI 6.6 8

308 uvidenceIofIgiantIvirusesIofIamoebaeIinItheIhumanIgutWIHumaneMicrobiomeeJournalUI2017UIeVfUIadVai 5.6 9
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307 éheIdiabeticIfootImicrobiotajIqIreviewWIHumaneMicrobiomeeJournalUI2017UIeVfUIaVf 5.6 47

306 rartonellaIhenselaeIisIusuallyInotIviableIinIlymphInodesIofIpatientsIwithIcatIscratchIdiseaseWI
EuropeaneJournaleofeClinicaleMicrobiologyeandeInfectiouseDiseasesUI2017UIcfUIbbZgVbbac 5.3 9

305 tetectionIofImimivirusIgenomeIandIneutralizingIantibodiesIinIhumansIfromIrrazilWIArchiveseofe
VirologyUI2017UIafbUIcbZeVcbZg 2.6 4

304 PromoterI“otifsIinI”s’tVsjIqnIuvolutionaryIPerspectiveWIVirusesUI2017UIiUI 6.2 16

303 tevelopmentalIsycleIandIwenomeIqnalysisIofIspWInovWIaI”ewIÖpeciesIinItheIvamilyWIFrontierseine
CellulareandeInfectioneMicrobiologyUI2017UIgUIche 5.9 7

302 wenomeIsharacterizationIofItheIvirstI“imivirusesIofI’ineageIsIysolatedIinIrrazilWIFrontierseine
MicrobiologyUI2017UIhUIbefb 5.7 5

301 ÖurveyIofIlaboratoryVacquiredIinfectionsIaroundItheIworldIinIbiosafetyIlevelIcIandIdIlaboratoriesWI
EuropeaneJournaleofeClinicaleMicrobiologyeandeInfectiouseDiseasesUI2016UIceUIabdgVeh 5.3 47

300 somparisonIofIaI“odernIandIvossilIPithovirusIRevealsIytsIweneticIsonservationIandIuvolutionWI
GenomeeBiologyeandeEvolutionUI2016UIhUIbcccVi 3.9 24

299 sultureIofIpreviouslyIunculturedImembersIofItheIhumanIgutImicrobiotaIbyIculturomicsWINaturee
MicrobiologyUI2016UIaUIafbZc 26.6 555

298 qIRapidIÖtrategyIforItheIysolationIofI”ewIvaustovirusesIfromIunvironmentalIÖamplesIβsingI
VermamoebaIvermiformisWIJournaleofeVisualizedeExperimentsUI2016UI 1.6 10

297 qIquasiVuniversalImediumItoIbreakItheIaerobicYanaerobicIbacterialIcultureIdichotomyIinIclinicalI
microbiologyWIClinicaleMicrobiologyeandeInfectionUI2016UIbbUIecVeh 9.5 39

296 “imivirusesjIReplicationUIPurificationUIandI®uantificationWICurrenteProtocolseineMicrobiologyUI2016UI
daUIadwWaWaVadwWaWac 7.1 6

295 éheI’argeI“arseillevirusIuxploresItifferentIuntryIPathwaysIbyIvormingIwiantIynfectiousIVesiclesWI
JournaleofeVirologyUI2016UIiZUIebdfVee 6.6 56

294 wutImicrobiotaIandItheIpathogenesisIofInecrotizingIenterocolitisIinIpretermIneonatesWIFuturee
MicrobiologyUI2016UIaaUIbgcVib 2.9 33

293 qcanthamoebaIandImimivirusIinteractionsjItheIroleIofIamoebalIencystmentIandItheIexpansionIofI
theIPsheshireIsatPItheoryWICurrenteOpinioneineMicrobiologyUI2016UIcaUIiVae 7.9 4

292 “y“yVyRuIisIaIdefenceIsystemIinImimivirusIthatIconfersIresistanceItoIvirophageWINatureUI2016UIecaUIbdiVeb50.4 63

291 slostridiumIbutyricumjIfromIbeneficialItoIaInewIemergingIpathogenWIClinicaleMicrobiologyeande
InfectionUI2016UIbbUIcgVde 9.5 91

290 vlowIsytometryIÖortingItoIÖeparateIViableIwiantIVirusesIfromIqmoebaIsoVcultureIÖupernatantsWI
FrontierseineCellulareandeInfectioneMicrobiologyUI2016UIfUIbZb 5.9 19
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289 ydentificationIofI”ovelIZoonoticIqctivityIofIrartonellaIsppWUIvranceWIEmergingeInfectiouseDiseasesUI
2016UIbbUI 10.2 2

288 ’egionellaIsaoudiensisIspWInovWUIisolatedIfromIaIsewageIwaterIsampleWIInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyUI2016UIffUIdcfgVdcga 2.2 8

287 éheIuxpandingIvamilyIofIVirophagesWIVirusesUI2016UIhUI 6.2 23

286 ydentificationIofI”ovelIZoonoticIqctivityIofIrartonellaIsppWUIvranceWIEmergingeInfectiouseDiseasesUI
2016UIbbUIdegVfb 10.2 62

285 KaumoebavirusUIaI”ewIVirusIéhatIslustersIwithIvaustovirusesIandIqsfarviridaeWIVirusesUI2016UIhUI 6.2 52

284 qIrrazilianI“arseillevirusIysItheIvoundingI“emberIofIaI’ineageIinIvamilyI“arseilleviridaeWIVirusesUI
2016UIhUIgf 6.2 33

283 sedratvirusUIaItoubleVsorkIÖtructuredIwiantIVirusUIisIaItistantIRelativeIofIPithovirusesWIVirusesUI
2016UIhUI 6.2 63

282 tevelopmentalIsycleIandIwenomeIqnalysisIofIKRubidusImassiliensisUKIaI”ewIVermamoebaI
vermiformisIPathogenWIFrontierseineCellulareandeInfectioneMicrobiologyUI2016UIfUIca 5.9 18

281 vaustovirusesjIsomparativeIwenomicsIofI”ewI“egaviralesIvamilyI“embersWIFrontierseine
MicrobiologyUI2016UIgUIc 5.7 34

280 xighVéhroughputIysolationIofIwiantIVirusesIinI’iquidI“ediumIβsingIqutomatedIvlowIsytometryIandI
vluorescenceIÖtainingWIFrontierseineMicrobiologyUI2016UIgUIbf 5.7 30

279 wenomicIynsightsIintoIaI”ewIsitrobacterIkoseriIÖtrainIRevealedIweneIuxchangesIwithItheI
VirulenceVqssociatedIYersiniaIpestisIpPsPaIPlasmidWIFrontierseineMicrobiologyUI2016UIgUIcdZ 5.7 10

278 wiantIVirusesIofIqmoebasjIqnIβpdateWIFrontierseineMicrobiologyUI2016UIgUIcdi 5.7 78

277 “wVtiggerjIqnIqutomatedIPipelineItoIÖearchIforIwiantIVirusVRelatedIÖequencesIinI“etagenomesWI
FrontierseineMicrobiologyUI2016UIgUIdbh 5.7 24

276 ÖaudiI“oumouvirusUItheIvirstIwroupIrI“imivirusIysolatedIfromIqsiaWIFrontierseineMicrobiologyUI2016UI
gUIbZbi 5.7 6

275 traftIwenomeIÖequenceIofIProvidenciaIheimbachaeUIysolatedIfromIaItiabeticIvootIβlcerWIGenomee
AnnouncementsUI2016UIdUI 3

274 wenomeIÖequenceIofIaIslostridiumIneonataleIÖtrainIysolatedIinIaIsanadianI”eonatalIyntensiveIsareI
βnitWIGenomeeAnnouncementsUI2016UIdUI 5

273 βpdatingIstrategiesIforIisolatingIandIdiscoveringIgiantIvirusesWICurrenteOpinioneineMicrobiologyUI
2016UIcaUIhZVhg 7.9 31

272 éheIroleIofIgiantIvirusesIofIamoebasIinIhumansWICurrenteOpinioneineMicrobiologyUI2016UIcaUIaiiVbZh 7.9 16
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271 ÖtructureIofIfaustovirusUIaIlargeIdst”qIvirusWIProceedingseofetheeNationaleAcademyeofeScienceseofethee
UnitedeStateseofeAmericaUI2016UIaacUIfbZfVaa 11.5 55

270 slostridiumIÖpeciesIydentificationIbyIafÖIrR”qIPyrosequencingI“etagenomicsWIClinicaleInfectiouse
DiseasesUI2016UIfbUIafafVh 11.6 4

269 sompleteIwenomeIÖequenceIofIslostridiumIsepticumIÖtrainIsÖβRIPaZddUIysolatedIfromItheIxumanI
wutI“icrobiotaWIGenomeeAnnouncementsUI2016UIdUI 6

268 aInewIbacterialIspeciesIisolatedIfromItheIhumanIgutImicrobiotaWINeweMicrobeseandeNeweInfectionsUI
2016UIadUIeaVeb 4.1 3

267 P’achnoclostridiumImassiliosenegalensePUIaInewIbacterialIspeciesIisolatedIfromItheIhumanIgutI
microbiotaWINeweMicrobeseandeNeweInfectionsUI2016UIadUIdVe 4.1 3

266 tescriptionIofIspWInovWUIaInewIspeciesIwithinItheIgenusWINeweMicrobeseandeNeweInfectionsUI2016UIadUIheVib4.1 7

265 K’achnoclostridiumIbouchesdurhonenseUKIaInewIbacterialIspeciesIisolatedIfromIhumanIgutI
microbiotaWINeweMicrobeseandeNeweInfectionsUI2016UIacUIfiVgZ 4.1 6

264 qInewIasfarvirusIinfectingIamoebasIdiscoveredIinIhematophagousIarthropodsIandItheirIvertebrateI
hostsWIVirologieUI2016UIbZUIbdeVbdg 0.4

263 PlasmodiumIfalciparumIsusceptibilityItoIstandardIandIpotentialIantiVmalarialIdrugsIinItakarUI
ÖenegalUIduringItheIbZacVbZadImalariaIseasonWIMalariaeJournalUI2015UIadUIfZ 3.6 23

262 ynsightsIintoIbacterialIcolonizationIofIintensiveIcareIpatientsPIskinjItheIeffectIofIchlorhexidineIdailyI
bathingWIEuropeaneJournaleofeClinicaleMicrobiologyeandeInfectiouseDiseasesUI2015UIcdUIiiiVaZZd 5.3 34

261  ystersIasIhotIspotsIforImimivirusIisolationWIArchiveseofeVirologyUI2015UIafZUIdggVhb 2.6 32

260 xighIpositivityIofImimivirusIinIinanimateIsurfacesIofIaIhospitalIrespiratoryVisolationIfacilityUIrrazilWI
JournaleofeClinicaleVirologyUI2015UIffUIfbVe 14.5 13

259 shlorhexidineIdailyIbathingjIimpactIonIhealthIcareVassociatedIinfectionsIcausedIbyIgramVnegativeI
bacteriaWIAmericaneJournaleofeInfectioneControlUI2015UIdcUIfdZVc 3.8 41

258 vaustovirusUIanIasfarvirusVrelatedInewIlineageIofIgiantIvirusesIinfectingIamoebaeWIJournaleofe
VirologyUI2015UIhiUIfeheVid 6.6 143

257 rabelaImassiliensisUIaIrepresentativeIofIaIwidespreadIbacterialIphylumIwithIunusualIadaptationsItoI
parasitismIinIamoebaeWIBiologyeDirectUI2015UIaZUIac 7.2 31

256 ”ouvelleItechniqueIdâ��ˆ'tudeIduImicrobioteIjIlaIculturomiqueWIRevueeFrancophoneeDeseLaboratoiresUI
2015UIbZaeUIhcVhg 0 1

255 “imivirusIvibrilsIqreIymportantIforIViralIqttachmentItoItheI“icrobialIWorldIbyIaItiverseIwlycosideI
ynteractionIRepertoireWIJournaleofeVirologyUI2015UIhiUIaahabVi 6.6 35

254 slostridiumIbutyricumIÖtrainsIandItysbiosisI’inkedItoI”ecrotizingIunterocolitisIinIPretermI
”eonatesWIClinicaleInfectiouseDiseasesUI2015UIfaUIaaZgVae 11.6 76
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253 WolbachiaI2015UIaVab 0

252 éetracyclinesIinImalariaWIMalariaeJournalUI2015UIadUIdde 3.6 61

251 ydentificationIofIgiantI“imivirusIproteinIfunctionsIusingIR”qIinterferenceWIFrontierseineMicrobiologyUI
2015UIfUIcde 5.7 19

250 “odulationIofItheIexpressionIofImimivirusVencodedItranslationVrelatedIgenesIinIresponseItoI
nutrientIavailabilityIduringIqcanthamoebaIcastellaniiIinfectionWIFrontierseineMicrobiologyUI2015UIfUIeci 5.7 11

249 ysolationIofInewIrrazilianIgiantIvirusesIfromIenvironmentalIsamplesIusingIaIpanelIofIprotozoaWI
FrontierseineMicrobiologyUI2015UIfUIaZhf 5.7 35

248 ”iemeyerIVirusjIqI”ewI“imivirusIwroupIqIysolateIxarboringIaIÖetIofItuplicatedIqminoacylVtR”qI
ÖynthetaseIwenesWIFrontierseineMicrobiologyUI2015UIfUIabef 5.7 19

247 qI”ewIZamilonVlikeIVirophageIPartialIwenomeIqssembledIfromIaIrioreactorI“etagenomeWI
FrontierseineMicrobiologyUI2015UIfUIacZh 5.7 14

246 vaustovirusV’ikeIqsfarvirusIinIxematophagousIritingI“idgesIandIéheirIVertebrateIxostsWIFrontierse
ineMicrobiologyUI2015UIfUIadZf 5.7 20

245 PanVwenomeIqnalysisIofIrrazilianI’ineageIqIqmoebalI“imivirusesWIVirusesUI2015UIgUIcdhcVii 6.2 22

244 éheIrebirthIofIcultureIinImicrobiologyIthroughItheIexampleIofIculturomicsItoIstudyIhumanIgutI
microbiotaWIClinicaleMicrobiologyeReviewsUI2015UIbhUIbcgVfd 34 490

243 ysolationIofIVermamoebaIvermiformisIandIassociatedIbacteriaIinIhospitalIwaterWIMicrobiale
PathogenesisUI2015UIhZUIadVbZ 3.8 48

242 qcanthamoebaIpolyphagaImimivirusIpreventsIamoebalIencystmentVmediatingIserineIproteinaseI
expressionIandIcircumventsIcellIencystmentWIJournaleofeVirologyUI2015UIhiUIbifbVe 6.6 9

241 qIresourcefulIgiantjIqP“VIisIableItoIinterfereIwithItheIhumanItypeIyIinterferonIsystemWIMicrobese
andeInfectionUI2014UIafUIahgVie 9.3 17

240 qerobicIcultureIofIanaerobicIbacteriaIusingIantioxidantsjIaIpreliminaryIreportWIEuropeaneJournaleofe
ClinicaleMicrobiologyeandeInfectiouseDiseasesUI2014UIccUIaghaVc 5.3 45

239 sompleteIgenomeIsequenceIofIsourdoaaIvirusUIaImemberIofItheIfamilyI“imiviridaeWIViruseGenesUI
2014UIdhUIbahVbc 2.3 19

238 wrowingIaIgiantjIevaluationIofItheIvirologicalIparametersIforImimivirusIproductionWIJournaleofe
VirologicaleMethodsUI2014UIbZgUIfVaa 2.6 8

237 qcanthamoebaIpolyphagaImimivirusIandIotherIgiantIvirusesjIanIopenIfieldItoIoutstandingI
discoveriesWIVirologyeJournalUI2014UIaaUIabZ 6.1 35

236 sompleteIgenomeIsequenceIofIéunisvirusUIaInewImemberIofItheIproposedIfamilyI“arseilleviridaeWI
ArchiveseofeVirologyUI2014UIaeiUIbcdiVeh 2.6 32

(2014-2015)

15



235 ÖambaIvirusjIaInovelImimivirusIfromIaIgiantIrainIforestUItheIrrazilianIqmazonWIVirologyeJournalUI2014
UIaaUIie 6.1 70

234 ’ookingIatIprotistsIasIaIsourceIofIpathogenicIvirusesWIMicrobialePathogenesisUI2014UIggUIacaVe 3.8 15

233 traftIgenomeIsequencesIofIéerraaIandIéerrabIvirusesUInewImembersIofItheIfamilyI“imiviridaeI
isolatedIfromIsoilWIVirologyUI2014UIdebVdecUIabeVcb 3.6 18

232 wenomeIÖequenceIofIqfipiaIfelisIÖtrainIgfgacUIysolatedIinIxospitalIWaterIβsingIanIqmoebaI
soVsultureIProcedureWIGenomeeAnnouncementsUI2014UIbUI 1

231 ”onVcontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIqnaerococcusIprovenciensisIspWInovWI
StandardseineGenomiceSciencesUI2014UIiUIaaihVbaZ 7

230 ”onVcontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIvenollariaImassiliensisIgenWInovWUIspWI
novWUIaInewIgenusIofIanaerobicIbacteriumWIStandardseineGenomiceSciencesUI2014UIiUIgZdVag 13

229 ”onVcontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIracteroidesIneonatiIspWInovWUIaInewI
speciesIofIanaerobicIbacteriumWIStandardseineGenomiceSciencesUI2014UIiUIgidVhZf 4

228 wenomeIÖequenceIofI’egionellaIanisaUIysolatedIfromIaIRespiratoryIÖampleUIβsingIanIqmoebalI
socultureIProcedureWIGenomeeAnnouncementsUI2014UIbUI 4

227 qmoebasIasImimivirusIbunkersjIincreasedIresistanceItoIβVIlightUIheatIandIchemicalIbiocidesIwhenI
virusesIareIcarriedIbyIamoebaIhostsWIArchiveseofeVirologyUI2014UIaeiUIaZciVdc 2.6 9

226 ZamilonUIaInovelIvirophageIwithI“imiviridaeIhostIspecificityWIPLoSeONEUI2014UIiUIeidibc 3.7 57

225 éheIexpandingIfamilyI“arseilleviridaeWIVirologyUI2014UIdffVdfgUIbgVcg 3.6 23

224
wenomicIanalysisIofIthreeIqfricanIstrainsIofIracillusIanthracisIdemonstratesIthatItheyIareIpartIofI
theIclonalIexpansionIofIanIexclusivelyIpathogenicIbacteriumWINeweMicrobeseandeNeweInfectionsUI
2014UIbUIafaVi

4.1 12

223 qcanthamoebaIpolyphagaImimivirusIstabilityIinIenvironmentalIandIclinicalIsubstratesjIimplicationsI
forIvirusIdetectionIandIisolationWIPLoSeONEUI2014UIiUIehghaa 3.7 14

222 “imivirusIcirculationIamongIwildIandIdomesticImammalsUIqmazonIRegionUIrrazilWIEmerginge
InfectiouseDiseasesUI2014UIbZUIdfiVgb 10.2 21

221 K“egaviralesKUIaIproposedInewIorderIforIeukaryoticInucleocytoplasmicIlargeIt”qIvirusesWIArchivese
ofeVirologyUI2013UIaehUIbeagVba 2.6 193

220 “odernIclinicalImicrobiologyjInewIchallengesIandIsolutionsWINatureeReviewseMicrobiologyUI2013UIaaUIegdVhe22.2 220

219 ympactIofImethyleneIblueIandIatorvastatinIcombinationItherapyIonItheIapparitionIofIcerebralI
malariaIinIaImurineImodelWIMalariaeJournalUI2013UIabUIabg 3.6 18

218 K“arseilleviridaeKUIaInewIfamilyIofIgiantIvirusesIinfectingIamoebaeWIArchiveseofeVirologyUI2013UIaehUIiaeVbZ2.6 61

BernarduLauScola

16



217 sompleteIgenomeIsequenceIofIsannesIhIvirusUIaInewImemberIofItheIproposedIfamilyI
K“arseilleviridaeKWIViruseGenesUI2013UIdgUIeeZVe 2.3 32

216 virstIisolationIofIaIgiantIvirusIfromIwildIxirudoImedicinalisIleechjI“imiviridaeIisolationIinIxirudoI
medicinalisWIVirusesUI2013UIeUIbibZVcZ 6.2 27

215
ydentificationIofIrareIpathogenicIbacteriaIinIaIclinicalImicrobiologyIlaboratoryjIimpactIofI
matrixVassistedIlaserIdesorptionIionizationVtimeIofIflightImassIspectrometryWIJournaleofeClinicale
MicrobiologyUI2013UIeaUIbahbVid

9.7 312

214 ’aboratoryIdiagnosisIofIleptospirosisjIaIchallengeWIJournaleofeMicrobiologyseImmunologyeande
InfectionUI2013UIdfUIbdeVeb 8.5 118

213 ymprovingItheIidentificationIofIanaerobesIinItheIclinicalImicrobiologyIlaboratoryIthroughI
“q’tyVé vImassIspectrometryWIAnaerobeUI2013UIbbUIabcVe 2.8 60

212 éheIrhizomeIofItheImultidrugVresistantIunterobacterIaerogenesIgenomeIrevealsIhowInewIKkillerI
bugsKIareIcreatedIbecauseIofIaIsympatricIlifestyleWIMoleculareBiologyeandeEvolutionUI2013UIcZUIcfiVhc 8.3 83

211 uvidenceIofItheImegaviromeIinIhumansWIJournaleofeClinicaleVirologyUI2013UIegUIaiaVbZZ 14.5 85

210 xealthVcareVassociatedIbloodstreamIinfectionsIinIvranceWILanceteInfectiouseDiseasesseTheUI2013UIacUIfef 25.5 4

209 PneumoniaIpathogenIdetectionIandImicrobialIinteractionsIinIpolymicrobialIepisodesWIFuturee
MicrobiologyUI2013UIhUIfccVfZ 2.9 20

208 xighVthroughputIisolationIofIgiantIvirusesIofItheI“imiviridaeIandI“arseilleviridaeIfamiliesIinItheI
éunisianIenvironmentWIEnvironmentaleMicrobiologyUI2013UIaeUIbZZZVg 5.2 54

207 βniqueIcloneIofIsoxiellaIburnetiiIcausingIsevereI®IfeverUIvrenchIwuianaWIEmergingeInfectiouse
DiseasesUI2013UIaiUIaaZbVd 10.2 32

206 toseIresponsesIofIproveblueImethyleneIblueIinIanIexperimentalImurineIcerebralImalariaImodelWI
AntimicrobialeAgentseandeChemotherapyUI2013UIegUIdZhZVa 5.9 15

205 ufficacyIofIproveblueIQmethyleneIblueRIinIanIexperimentalIcerebralImalariaImurineImodelWI
AntimicrobialeAgentseandeChemotherapyUI2013UIegUIcdabVd 5.9 21

204 PersistenceIofIt”qIinIaIcuredIpatientIandIpositiveIcultureIinIcasesIwithIlowIantibodyIlevelsIbringI
intoIquestionIdiagnosisIofI®IfeverIendocarditisWIJournaleofeClinicaleMicrobiologyUI2013UIeaUIcZabVg 9.7 20

203 qmoebaeIasIbattlefieldsIforIbacteriaUIgiantIvirusesUIandIvirophagesWIJournaleofeVirologyUI2013UIhgUIdghcVe6.6 21

202 ÖhanIvirusjIaInewImimivirusIisolatedIfromItheIstoolIofIaIéunisianIpatientIwithIpneumoniaWI
IntervirologyUI2013UIefUIdbdVi 2.5 61

201 qIdecadeIofIimprovementsIinI“imiviridaeIandI“arseilleviridaeIisolationIfromIamoebaWIIntervirologyUI
2013UIefUIcedVfc 2.5 71

200 wiantIvirusesIofIamoebaeIasIpotentialIhumanIpathogensWIIntervirologyUI2013UIefUIcgfVhe 2.5 30

(2013-2013)
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199 virstIisolationIofIaI“arseillevirusIinItheItipteraIÖyrphidaeIuristalisItenaxWIIntervirologyUI2013UIefUIchfVid 2.5 39

198 RealVtimeIPsRIsystemsItargetingIgiantIvirusesIofIamoebaeIandItheirIvirophagesWIIntervirologyUI2013
UIefUIdacVbc 2.5 21

197 qlcoholIdisinfectionIprocedureIforIisolatingIgiantIvirusesIfromIcontaminatedIsamplesWIIntervirologyUI
2013UIefUIdcdVdZ 2.5 11

196 virstIisolationIofI“imivirusIinIaIpatientIwithIpneumoniaWIClinicaleInfectiouseDiseasesUI2013UIegUIeabgVcd 11.6 106

195 RoutineIuseIofIÖtaphylococcusIaureusIrapidIdiagnosticItestIinIpatientsIwithIsuspectedI
ventilatorVassociatedIpneumoniaWICriticaleCareUI2013UIagUIRagZ 10.8 24

194 ”onVcontiguousIfinishedIgenomeIsequenceIandIdescriptionIofIqnaerococcusIpacaensisIspWInovWUIaI
newIspeciesIofIanaerobicIbacteriumWIStandardseineGenomiceSciencesUI2013UIhUIedhVfZ 5

193 VirophageIsonceptUIéheI2013UI 2

192 slusteredIcasesIofIRickettsiaIsibiricaImongolitimonaeIinfectionUIvranceWIEmergingeInfectiouse
DiseasesUI2013UIaiUIccgVh 10.2 15

191 ÖerologicIprevalenceIofIamoebaVassociatedImicroorganismsIinIintensiveIcareIunitIpneumoniaI
patientsWIPLoSeONEUI2013UIhUIeehaaa 3.7 27

190 rroadIspectrumIofImimiviridaeIvirophageIallowsIitsIisolationIusingIaImimivirusIreporterWIPLoSeONEUI
2013UIhUIefaiab 3.7 41

189 éimeItoIintubationIisIassociatedIwithIoutcomeIinIpatientsIwithIcommunityVacquiredIpneumoniaWI
PLoSeONEUI2013UIhUIegdicg 3.7 14

188 tetectionIofIqcinetobacterIbaumanniiIinIhumanIheadIandIbodyIliceIfromIuthiopiaIandI
identificationIofInewIgenotypesWIInternationaleJournaleofeInfectiouseDiseasesUI2012UIafUIefhZVc 10.5 33

187 “icrobialIculturomicsjIparadigmIshiftIinItheIhumanIgutImicrobiomeIstudyWIClinicaleMicrobiologyeande
InfectionUI2012UIahUIaaheVic 9.5 722

186 VirucidalIactivityIofIchemicalIbiocidesIagainstImimivirusUIaIputativeIpneumoniaIagentWIJournaleofe
ClinicaleVirologyUI2012UIeeUIcbcVh 14.5 17

185 virstIisolationIofIéropherymaIwhippleiIfromIbronchoalveolarIfluidIandIclinicalIimplicationsWIJournale
ofeInfectionUI2012UIfeUIbgeVh 18.9 25

184 somparisonIofIrealVtimeIquantitativeIPsRIandIcultureIforItheIdiagnosisIofIemergingIRickettsiosesWI
PLoSeNeglectedeTropicaleDiseasesUI2012UIfUIeaedZ 4.8 33

183 RepertoireIofIintensiveIcareIunitIpneumoniaImicrobiotaWIPLoSeONEUI2012UIgUIecbdhf 3.7 80

182 sytomegalovirusIandIherpesIsimplexIvirusIeffectIonItheIprognosisIofImechanicallyIventilatedI
patientsIsuspectedItoIhaveIventilatorVassociatedIpneumoniaWIPLoSeONEUI2012UIgUIeeacdZ 3.7 59
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181 qcanthamoebaIpolyphagaImimivirusIvirophageIseroconversionIinItravelersIreturningIfromI’aosWI
EmergingeInfectiouseDiseasesUI2012UIahUIaeZZVb 10.2 20

180 ProteinIcandidatesIforItheIserodiagnosisIofIrickettsiosesWIFEMSeImmunologyeandeMedicale
MicrobiologyUI2012UIfdUIacZVc 8

179 ProteinIcandidatesIforI®IfeverIserodiagnosisWIFEMSeImmunologyeandeMedicaleMicrobiologyUI2012UIfdUIadZVb 4

178 wenomeIsequenceIofIReyranellaImassiliensisUIaIbacteriumIassociatedIwithIamoebaeWIJournaleofe
BacteriologyUI2012UIaidUIefih 3.5 6

177 ’egionellaItunisiensisIspWInovWIandI’egionellaImassiliensisIspWInovWUIisolatedIfromIenvironmentalI
waterIsamplesWIInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyUI2012UIfbUIcZZcVcZZf 2.2 17

176 wenomeIsequenceIofI’egionellaItunisiensisIstrainI’eg“QéRUIaInewI’egionellaIspeciesIisolatedIfromI
hypersalineIlakeIwaterWIJournaleofeBacteriologyUI2012UIaidUIeigh 3.5 2

175 ProvirophagesIandItranspovironsIasItheIdiverseImobilomeIofIgiantIvirusesWIProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaUI2012UIaZiUIahZghVhc 11.5 148

174 wenomeIsequenceIofIqfipiaIbirgiaeUIaIrareIbacteriumIassociatedIwithIqmoebaeWIJournaleofe
BacteriologyUI2012UIaidUIgZah 3.5 3

173 éheIroleIofIatypicalIpathogensIinIcommunityVacquiredIpneumoniaWISeminarseineRespiratoryeande
CriticaleCareeMedicineUI2012UIccUIbddVef 3.9 17

172
RelatedIgiantIvirusesIinIdistantIlocationsIandIdifferentIhabitatsjIqcanthamoebaIpolyphagaI
moumouvirusIrepresentsIaIthirdIlineageIofItheI“imiviridaeIthatIisIcloseItoItheImegavirusIlineageWI
GenomeeBiologyeandeEvolutionUI2012UIdUIacbdVcZ

3.9 95

171 RevolutionizingIclinicalImicrobiologyIlaboratoryIorganizationIinIhospitalsIwithIinIsituIpointVofVcareWI
PLoSeONEUI2011UIfUIebbdZc 3.7 59

170 VirusesIwithImoreIthanIaUZZZIgenesjI“amavirusUIaInewIqcanthamoebaIpolyphagaImimivirusIstrainUI
andIreannotationIofI“imivirusIgenesWIGenomeeBiologyeandeEvolutionUI2011UIcUIgcgVdb 3.9 71

169 ydentificationIofI’egionellaIfeeleiiIcellulitisWIEmergingeInfectiouseDiseasesUI2011UIagUIadeVf 10.2 12

168 upidemiologicIimplicationsIofItheIfirstIisolationIandIcultivationIofIéropherymaIwhippleiIfromIaI
salivaIsampleWIAnnalseofeInternaleMedicineUI2011UIaedUIddcVd 8 16

167 rurdenIofIemergingIanaerobesIinItheI“q’tyVé vIandIafÖIrR”qIgeneIsequencingIeraWIAnaerobeUI
2011UIagUIaZfVab 2.8 105

166 uvidenceIofIcirculationIofIanIepidemicIstrainIofIvrancisellaItularensisIinIvranceIbyImultispacerI
typingWIEuropeaneJournaleofeClinicaleMicrobiologyeandeInfectiouseDiseasesUI2011UIcZUIaaceVh 5.3 4

165 yntactIcellI“q’tyVé vImassIspectrometryVbasedIapproachesIforItheIdiagnosisIofIbloodstreamI
infectionsWIExperteRevieweofeMoleculareDiagnosticsUI2011UIaaUIbhgVih 3.8 50

164 qmebaVassociatedIKeratitisUIvranceWIEmergingeInfectiouseDiseasesUI2011UIagUIacZfVh 10.2 31

(2011-2012)
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163 ynIvitroIactivityIofIProveblueIQmethyleneIblueRIonIPlasmodiumIfalciparumIstrainsIresistantItoI
standardIantimalarialIdrugsWIAntimicrobialeAgentseandeChemotherapyUI2011UIeeUIbdgbVd 5.9 36

162 ÖhellIvialIcellIcultureIasIaItoolIforIÖtreptobacillusImoniliformisIKresuscitationKWIAmericaneJournaleofe
TropicaleMedicineeandeHygieneUI2011UIhdUIcZfVg 3.2 9

161 “imivirusIshowsIdramaticIgenomeIreductionIafterIintraamoebalIcultureWIProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaUI2011UIaZhUIaZbifVcZa 11.5 102

160 sorrectionIforIroyerIetIalWUI“imivirusIshowsIdramaticIgenomeIreductionIafterIintraamoebalI
cultureWIProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaUI2011UIaZhUIagbcdVagbcd11.5 2

159
ysolationIandIcharacterizationIofIReyranellaImassiliensisIgenWInovWUIspWInovWIfromIfreshwaterI
samplesIbyIusingIanIamoebaIcoVcultureIprocedureWIInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyUI2011UIfaUIbaeaVbaed

2.2 25

158 ynterimIreportIonItheIqYxa”aIinfluenzaIvirusIpandemicIinI“arseilleUIvranceUIqprilV”ovemberIbZZiWI
ClinicaleMicrobiologyeandeInfectionUI2010UIafUIcbbVe 9.5 6

157 ’ikelyIcorrelationIbetweenIsourcesIofIinformationIandIacceptabilityIofIqYxa”aIswineVoriginI
influenzaIvirusIvaccineIinI“arseilleUIvranceWIPLoSeONEUI2010UIeUIeaabib 3.7 44

156 tetectionIofIplantIt”qIinItheIbronchoalveolarIlavageIofIpatientsIwithIventilatorVassociatedI
pneumoniaWIPLoSeONEUI2010UIeUIeaabih 3.7 11

155 uvidenceIofItransferIbyIconjugationIofItypeIyVIsecretionIsystemIgenesIbetweenIrartonellaIspeciesI
andIRhizobiumIradiobacterIinIamoebaWIPLoSeONEUI2010UIeUIeabfff 3.7 28

154 éropherymaIwhippleiIinIpatientsIwithIpneumoniaWIEmergingeInfectiouseDiseasesUI2010UIafUIbehVfc 10.2 68

153 rartonellaIhenselaeIinIskinIbiopsyIspecimensIofIpatientsIwithIcatVscratchIdiseaseWIEmerginge
InfectiouseDiseasesUI2010UIafUIaifcVe 10.2 15

152 éentativeIcharacterizationIofInewIenvironmentalIgiantIvirusesIbyI“q’tyVé vImassIspectrometryWI
IntervirologyUI2010UIecUIcddVec 2.5 110

151 qdvancesIinI“imivirusIpathogenicityWIIntervirologyUI2010UIecUIcZdVi 2.5 19

150 ÖpecificIandInonspecificIrVcellIfunctionIinItheIsmallIintestinesIofIpatientsIwithIWhipplePsIdiseaseWI
InfectioneandeImmunityUI2010UIghUIdehiVib 3.7 15

149 PhylogeneticIandIphyleticIstudiesIofIinformationalIgenesIinIgenomesIhighlightIexistenceIofIaIdI
domainIofIlifeIincludingIgiantIvirusesWIPLoSeONEUI2010UIeUIeaeecZ 3.7 108

148 ÖtructuralIstudiesIofItheIÖputnikIvirophageWIJournaleofeVirologyUI2010UIhdUIhidVg 6.6 37

147 “q’tyVé vVmassIspectrometryIapplicationsIinIclinicalImicrobiologyWIFutureeMicrobiologyUI2010UIeUIagccVed2.9 266

146 “icrobiogicalIdataUIbutInotIprocalcitoninIimproveItheIaccuracyIofItheIclinicalIpulmonaryIinfectionI
scoreWIIntensiveeCareeMedicineUI2010UIcfUIgiZVh 14.5 48
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145 PointIofIcareIstrategyIforIrapidIdiagnosisIofInovelIqYxa”aIinfluenzaIvirusWIPLoSeONEUI2010UIeUIeibae 3.7 18

144 tirectIidentificationIofIbacteriaIinIpositiveIbloodIcultureIbottlesIbyImatrixVassistedIlaserIdesorptionI
ionisationItimeVofVflightImassIspectrometryWIPLoSeONEUI2009UIdUIehZda 3.7 277

143
rartonellaIrattaustralianiIspWInovWUIrartonellaIqueenslandensisIspWInovWIandIrartonellaI
coopersplainsensisIspWInovWUIidentifiedIinIqustralianIratsWIInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyUI2009UIeiUIbiefVfa

2.2 61

142 ValidationIofIpartialIrporIgeneIsequenceIanalysisIforItheIidentificationIofIclinicallyIimportantIandI
emergingIqcinetobacterIspeciesWIMicrobiologyenUnitedeKingdomoUI2009UIaeeUIbcccVbcda 2.9 144

141 qmoebaIcoVcultureIofIsoilIspecimensIrecoveredIccIdifferentIbacteriaUIincludingIfourInewIspeciesI
andIÖtreptococcusIpneumoniaeWIMicrobiologyenUnitedeKingdomoUI2009UIaeeUIfegVffd 2.9 43

140 umergingI“ycobacteriaIsppWIinIcoolingItowersWIEmergingeInfectiouseDiseasesUI2009UIaeUIabaVb 10.2 19

139 PotentiallyIpathogenicIamoebaVassociatedImicroorganismsIinIcoolingItowersIandItheirIcontrolWI
FutureeMicrobiologyUI2009UIdUIfaeVbi 2.9 45

138
wiantI“arseillevirusIhighlightsItheIroleIofIamoebaeIasIaImeltingIpotIinIemergenceIofIchimericI
microorganismsWIProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaUI
2009UIaZfUIbahdhVec

11.5 270

137 “icrobialIdiversityIinItheIsputumIofIaIcysticIfibrosisIpatientIstudiedIwithIafÖIrt”qIpyrosequencingWI
EuropeaneJournaleofeClinicaleMicrobiologyeandeInfectiouseDiseasesUI2009UIbhUIaaeaVd 5.3 79

136 racterialIventilatorVassociatedIpneumoniajIbronchoalveolarIlavageIresultsIareInotIinfluencedIbyI
dilutionWIIntensiveeCareeMedicineUI2009UIceUIabaZVe 14.5 7

135 ÖpecificIrecognitionIofItheImajorIcapsidIproteinIofIqcanthamoebaIpolyphagaImimivirusIbyIseraIofI
patientsIinfectedIbyIvrancisellaItularensisWIFEMSeMicrobiologyeLettersUI2009UIbigUIaagVbc 2.9 17

134  ngoingIrevolutionIinIbacteriologyjIroutineIidentificationIofIbacteriaIbyImatrixVassistedIlaserI
desorptionIionizationItimeVofVflightImassIspectrometryWIClinicaleInfectiouseDiseasesUI2009UIdiUIedcVea 11.6 1396

133 ÖhelfIlifeUIdissolvingIactionUIandIantibacterialIactivityIofIaIneutralizedIbWeNIsodiumIhypochloriteI
solutionWIOraleSurgeryeOraleMedicineeOralePathologyeOraleRadiologyeandeEndodonticsUI2009UIaZhUIeffVgc 23

132 PredictionIofIrickettsialIskinIescharsIinIhumansIusingIanIexperimentalIguineaIpigImodelWIMicrobiale
PathogenesisUI2009UIdgUIabhVcc 3.8 19

131 ”ucleicIacidsIasIviabilityImarkersIforIbacteriaIdetectionIusingImolecularItoolsWIFutureeMicrobiologyUI
2009UIdUIdeVfd 2.9 69

130 slinicalIsignificanceIofIaIpositiveIserologyIforImimivirusIinIpatientsIpresentingIaIsuspicionIofI
ventilatorVassociatedIpneumoniaWICriticaleCareeMedicineUI2009UIcgUIaaaVh 1.4 45

129 “olecularIidentificationIofIrorreliaIcrociduraeIinIaIpatientIreturningIfromIÖenegalWIBMJeCasee
ReportsUI2009UIbZZiUI 0.9 9

128 PointIofIcareIstrategyIforIrapidIdiagnosisIofInovelIqYxa”aIinfluenzaIvirusWIPLOSeCurrentsUI2009UIaUIRR”aZci 4

(2009-2010)
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127 éheIvirophageIasIaIuniqueIparasiteIofItheIgiantImimivirusWINatureUI2008UIdeeUIaZZVd 50.4 389

126 ysolationIandIidentificationIofIamoebaVresistingIbacteriaIfromIwaterIinIhumanIenvironmentIbyI
usingIanIqcanthamoebaIpolyphagaIcoVcultureIprocedureWIEnvironmentaleMicrobiologyUI2008UIaZUIaaceVdd5.2 92

125 wenotypingIrevealsIaIwideIheterogeneityIofIéropherymaIwhippleiWIMicrobiologyenUnitedeKingdomoUI
2008UIaedUIebaVebg 2.9 68

124 RapidIcomparativeIgenomicIanalysisIforIclinicalImicrobiologyjItheIvrancisellaItularensisIparadigmWI
GenomeeResearchUI2008UIahUIgdbVeZ 9.7 37

123 ”anobacteriaIareImineraloIfetuinIcomplexesWIPLoSePathogensUI2008UIdUIeda 7.6 75

122 qntibodiesIagainstIRickettsiaIsppWIinIhuntersUIwermanyWIEmergingeInfectiouseDiseasesUI2008UIadUIaifaVc 10.2 12

121 ynfluenceIofIlongItimeIstorageIinImineralIwaterIonIR”qIstabilityIofIPseudomonasIaeruginosaIandI
uscherichiaIcoliIafterIheatIinactivationWIPLoSeONEUI2008UIcUIecddc 3.7 13

120 wrowthVpromotingIeffectsIofIsingleVdoseIintragastricallyIadministeredIprobioticsIinIchickensWI
BritishePoultryeScienceUI2007UIdhUIgcbVe 1.9 60

119 éheIdiscoveryIandIcharacterizationIofI“imivirusUItheIlargestIknownIvirusIandIputativeIpneumoniaI
agentWIClinicaleInfectiouseDiseasesUI2007UIdeUIieVaZb 11.6 108

118 PneumoniaIinImiceIinoculatedIexperimentallyIwithIqcanthamoebaIpolyphagaImimivirusWIMicrobiale
PathogenesisUI2007UIdbUIefVfa 3.8 48

117 βltrastructuralIcharacterizationIofItheIgiantIvolcanoVlikeIvirusIfactoryIofIqcanthamoebaIpolyphagaI
“imivirusWIPLoSeONEUI2007UIbUIecbh 3.7 108

116 ReportIofItwoIfatalIcasesIofI“ycobacteriumImucogenicumIcentralInervousIsystemIinfectionIinI
immunocompetentIpatientsWIJournaleofeClinicaleMicrobiologyUI2006UIddUIhcgVdZ 9.7 16

115 wenomeIsequenceIofIRickettsiaIbelliiIilluminatesItheIroleIofIamoebaeIinIgeneIexchangesIbetweenI
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