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Antimalarial artemisinin-based combination therapies (ACT) and COVID-19 in Africa: In vitro
inhibition of SARS-CoV-2 replication by mefloquine-artesunate. International Journal of Infectious
Diseases, 2020, 99, 437-440

3 The Strengths of Scanning Electron Microscopy in Deciphering SARS-CoV-2 Infectious Cycle.
3°3  Frontiers in Microbiology, 2020, 11, 2014 DY

Clusters of COVID-19 associated with Purim celebration in the Jewish community in Marseille,
France, March 2020. International Journal of Infectious Diseases, 2020, 100, 88-94

Children account for a small proportion of diagnoses of SARS-CoV-2 infection and do not exhibit
381 greater viral loads than adults. European Journal of Clinical Microbiology and Infectious Diseases, 53 17
2020, 39, 1983-1987

A protein of the metallo-hydrolase/oxidoreductase superfamily with both beta-lactamase and

ribonuclease activity is linked with translation in giant viruses. Scientific Reports, 2020, 10, 21685




BERNARD LA Scola
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