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j Paper IF Citations

164 TriticeaeNgenomeNsequencesNrevealNhugeNexpansionsNofNgeneNfamiliesNimplicatedNinNfertilityN
restorationccNCurrentiOpinioniiniPlantiBiologyaN2022aNkkaNfegfkk 9.9 0

163 xhromosomebscaleNgenomeNassemblyNprovidesNinsightsNintoNryeNbiologyaNevolutionNandNagronomicN
potentialcNNatureiGeneticsaN2021aNjhaNjkibjlh 36.3 35

162 vNsyntheticNRNvNeditingNfactorNeditsNitsNtargetNsiteNinNchloroplastsNandNbacteriacNCommunicationsi
BiologyaN2021aNiaNjij 6.7 4

161 vdaptingNtheNxROPGRONmodelNtoNsimulateNgrowthNandNproductionNofNwrassicaNcarinataaNaNbiobfuelN
cropcNGCBiBioenergyaN2021aNfhaNffhibffim 5.6 3

160 TheNeffectsNofNsulfurNfertilityNonNyieldNandNseedNcomponentsNinNoilseedNwrassicaNcarinatacNCropi
ScienceaN2021aNkfaNiggn 2.4 0

159 TheNPentatricopeptideNRepeatNProteinNMz feeNIsNRequiredNforNtheNzditingNofN ourNMitochondrialN
zditingNSitesNincNCellsaN2021aNfeaN 7.9 1

158 TheNgeneticNbasisNofNcytoplasmicNmaleNsterilityNandNfertilityNrestorationNinNwheatcNNaturei
CommunicationsaN2021aNfgaNfehk 17.4 20

157 NitrogenNcalibrationNstripoNvnNonbfarmNtoolNtoNfurtherNreduceNNNrequirementsNinNcottonNonNanN
integratedNcropblivestockNrotationNsystemcNAgronomyiJournalaN2021aNffhaNhkfjbhkgl 2.2

156 yeepredbMtoNyeepNrepresentationNlearningNforNpredictingNxbtobUNRNvNeditingNinNplantNmitochondriacN
ComputersiiniBiologyiandiMedicineaN2021aNfhkaNfeikmg 7 3

155 xofactorbindependentNRNvNeditingNbyNaNsyntheticNSbtypeNPPRNproteinccNSyntheticiBiologyaN2021aNlaNysabehi3.3 1

154
TowardsNaNplantNmodelNforNenigmaticNUbtobxNRNvNeditingoNtheNorganelleNgenomesaNtranscriptomesaN
editomesNandNcandidateNRNvNeditingNfactorsNinNtheNhornwortNvnthocerosNagrestiscNNewiPhytologistaN
2020aNggjaNfnlibfnng

9.8 17

153 LargeNscaleNgenomeNskimmingNfromNherbariumNmaterialNforNaccurateNplantNidentificationNandN
phylogenomicscNPlantiMethodsaN2020aNfkaNf 5.8 61

152 TheNzxpansionNandNyiversificationNofNPentatricopeptideNRepeatNRNvbzditingN actorsNinNPlantscN
MoleculariPlantaN2020aNfhaNgfjbghe 14.4 28

151 MultipleNwheatNgenomesNrevealNglobalNvariationNinNmodernNbreedingcNNatureaN2020aNjmmaNgllbgmh 50.4 180

150 PlantNorganellarNRNvNeditingoNwhatNhe´ yearsNofNresearchNhasNrevealedcNPlantiJournalaN2020aNfefaNfeiebfejk6.9 77

149 TheNcoordinatedNactionNofNPPRiNandNzMwgkjiNonNeachNintronNhalfNmediatesNtransbsplicingNofNrpsfgN
transcriptsNinNplantNchloroplastscNPlantiJournalaN2019aNfeeaNffnhbfgel 6.9 13

148 RecentNrangeNexpansionNinNvustralianNhummockNgrassesNVWNinferredNusingN
genotypingbbybsequencingcNAoBiPLANTSaN2019aNffaNplzefl 2.9 10

Ian D Small

2



147 zvolutionaryNModelNofNPlastidialNRNvNzditingNinNvngiospermsNPresumedNfromNGenomebWideN
vnalysisNofNvmborellaNtrichopodacNPlantiandiCelliPhysiologyaN2019aNkeaNgfifbgfjf 4.9 5

146 TransplastomicNvrabidopsisNplantsNatNlastcNNatureiPlantsaN2019aNjaNginbgje 11.5 2

145 ResolvingNintergenericNrelationshipsNinNtheNaervoidNcladeNandNtheNbackboneNofNPtilotusN
VvmaranthaceaeWoNzvidenceNfromNwholeNplastidNgenomesNandNmorphologycNTaxonaN2019aNkmaNgnlbhfi 0.8 5

144 SimulationNofNheterosisNinNaNgenomebscaleNmetabolicNnetworkNprovidesNmechanisticNexplanationsNforN
increasedNbiomassNproductionNratesNinNhybridNplantscNNpjiSystemsiBiologyiandiApplicationsaN2019aNjaNgi 5 7

143 TheNzNdomainNofNxRRgNparticipatesNinNsequencebspecificNrecognitionNofNRNvNinNplastidscNNewi
PhytologistaN2019aNgggaNgfmbggn 9.8 15

142 PlastomebWideNRearrangementsNandNGeneNLossesNinNxarnivorousNyroseraceaecNGenomeiBiologyiandi
EvolutionaN2019aNffaNilgbimj 3.9 23

141 GenomebscaleNtransferNofNmitochondrialNyNvNfromNlegumeNhostsNtoNtheNholoparasiteNLophophytumN
mirabileNVwalanophoraceaeWcNMoleculariPhylogeneticsiandiEvolutionaN2019aNfhgaNgihbgje 4.1 23

140 HighNintraspecificNdiversityNofNRestorerbofbfertilityblikeNgenesNinNbarleycNPlantiJournalaN2019aNnlaNgmfbgnj 6.9 17

139 zstablishmentNofNPhotosynthesisNthroughNxhloroplastNyevelopmentNIsNxontrolledNbyNTwoNyistinctN
RegulatoryNPhasescNPlantiPhysiologyaN2018aNflkaNffnnbfgfi 6.6 25

138 zditingNofNxhloroplastNbyNPPRNzditingN actorNzMwggkfNIsNzssentialNforNyevelopmentcNFrontiersiini
PlantiScienceaN2018aNnaNmif 6.2 16

137 xompleteNxhloroplastNGenomeNSequencesNofN ourNMeliaceaeNSpeciesNandNxomparativeNvnalysescN
InternationaliJournaliofiMoleculariSciencesaN2018aNfnaN 6.3 17

136 TheNtranscriptionalNlandscapeNofNpolyploidNwheatcNScienceaN2018aNhkfaN 33.3 368

135 ShiftingNtheNlimitsNinNwheatNresearchNandNbreedingNusingNaNfullyNannotatedNreferenceNgenomecN
ScienceaN2018aNhkfaN 33.3 1296

134 OptimizingNSwathingNandNxhemicalNyesiccantNTimingNtoNvccelerateNWinterNxarinataNMaturationcN
AgronomyiJournalaN2018aNffeaNfhlnbfhmn 2.2 9

133 TargetedNcleavageNofNmRNvNinducedNbyNaNmodifiedNpentatricopeptideNrepeatNproteinNinNplantN
mitochondriacNCommunicationsiBiologyaN2018aNfaNfkk 6.7 23

132  ernNgenomesNelucidateNlandNplantNevolutionNandNcyanobacterialNsymbiosescNNatureiPlantsaN2018aNiaNikebilg11.5 176

131
InNvrabidopsisNthalianaNdistinctNallelesNencodingNmitochondrialNRNvNPROxzSSINGN vxTORNiN
supportNtheNgenerationNofNadditionalNjUNterminiNofNccmwNtranscriptscNPlantiMoleculariBiologyaN2017aN
nhaNkjnbkkm

4.6 3

130
TheNmitochondrialNpentatricopeptideNrepeatNproteinNPPRfnNisNinvolvedNinNtheNstabilizationNofNNvyHN
dehydrogenaseNfNtranscriptsNandNisNcrucialNforNmitochondrialNfunctionNandNvrabidopsisNthalianaN
developmentcNNewiPhytologistaN2017aNgfjaNgegbgfk

9.8 39

(2017-2019)
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129 TheNPentatricopeptideNRepeatNProteinNzMwgkjiNIsNzssentialNforNTransbSplicingNofNaNxhloroplastN
SmallNRibosomalNSubunitNTranscriptcNPlantiPhysiologyaN2017aNflhaNffkibfflk 6.6 26

128 ProteinNxomplexesNImplicatedNinNRNvNzditingNinNPlantNOrganellescNMoleculariPlantaN2017aNfeaNfgjjbfgjl 14.4 8

127 InNSilicoNIdentificationNofNxandidateNGenesNforN ertilityNRestorationNinNxytoplasmicNMaleNSterileN
PerennialNRyegrassNVLoliumNperenneNLcWcNGenomeiBiologyiandiEvolutionaN2017aNnaNhjfbhkg 3.9 17

126 TheNnuclearNandNorganellarNtRNvbderivedNRNvNfragmentNpopulationNinNvrabidopsisNthalianaNisNhighlyN
dynamiccNNucleiciAcidsiResearchaN2017aNijaNhikebhilg 20.1 57

125 MitochondrialNyefectsNxonferNToleranceNagainstNxelluloseNyeficiencycNPlantiCellaN2016aNgmaNgglkbggne 11.6 35

124 zvolutionaryNplasticityNofNrestorerbofbfertilityblikeNproteinsNinNricecNScientificiReportsaN2016aNkaNhjfjg 4.9 32

123 IntegrationNofNcompleteNchloroplastNgenomeNsequencesNwithNsmallNampliconNdatasetsNimprovesN
phylogeneticNresolutionNinNvcaciacNMoleculariPhylogeneticsiandiEvolutionaN2016aNnkaNfbm 4.1 46

122 SOTfaNaNpentatricopeptideNrepeatNproteinNwithNaNsmallNMutSbrelatedNdomainaNisNrequiredNforNcorrectN
processingNofNplastidNghSbicjSNrRNvNprecursorsNinNvrabidopsisNthalianacNPlantiJournalaN2016aNmjaNkelbgf 6.9 48

121 RedefiningNtheNstructuralNmotifsNthatNdetermineNRNvNbindingNandNRNvNeditingNbyNpentatricopeptideN
repeatNproteinsNinNlandNplantscNPlantiJournalaN2016aNmjaNjhgbil 6.9 176

120 vz fdMPRgjNisNimplicatedNinNRNvNeditingNofNplastidNatp NandNmitochondrialNnadjaNandNalsoN
promotesNatp NsplicingNinNvrabidopsisNandNricecNPlantiJournalaN2015aNmfaNkkfbn 6.9 54

119 PredictableNalterationNofNsequenceNrecognitionNbyNRNvNeditingNfactorsNfromNvrabidopsiscNPlantiCellaN
2015aNglaNiehbfk 11.6 55

118 SurveillanceNandNcleavageNofNeukaryoticNtRNvscNInternationaliJournaliofiMoleculariSciencesaN2015aNfkaNfmlhbnh6.3 51

117 TheNxompleteNSequenceNofNtheNvcaciaNligulataNxhloroplastNGenomeNRevealsNaNHighlyNyivergentN
clpPfNGenecNPLoSiONEaN2015aNfeaNeefgjlkm 3.7 35

116 TheNdesignNandNstructuralNcharacterizationNofNaNsyntheticNpentatricopeptideNrepeatNproteincNActai
CrystallographicaiSectioniD:iBiologicaliCrystallographyaN2015aNlfaNfnkbgem 28

115 TheNsolutionNstructureNofNtheNpentatricopeptideNrepeatNproteinNPPRfeNuponNbindingNatpHNRNvcN
NucleiciAcidsiResearchaN2015aNihaNfnfmbgk 20.1 40

114 SUwvconoNaNconsensusNalgorithmNforNunifyingNtheNsubcellularNlocalizationNdataNofNtheNvrabidopsisN
proteomecNBioinformaticsaN2014aNheaNhhjkbki 7.2 112

113 SurrogateNmutantsNforNstudyingNmitochondriallyNencodedNfunctionscNBiochimieaN2014aNfeeaNghibig 4.6 42

112 PentatricopeptideNrepeatNproteinsNinNplantscNAnnualiReviewiofiPlantiBiologyaN2014aNkjaNifjbig 30.7 584
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111 UsingNtheNSUwcellularNdatabaseNforNvrabidopsisNproteinsNtoNlocalizeNtheNyegNproteaseNfamilycN
FrontiersiiniPlantiScienceaN2014aNjaNhnk 6.2 13

110
TheNPentatricopeptideNRepeatNProteinsNTvNGgNandNORGvNzLLzNTRvNSxRIPTNPROxzSSINGihnNvreN
InvolvedNinNtheNSplicingNofNtheNMultipartiteNnadjNTranscriptNzncodingNaNSubunitNofNMitochondrialN
xomplexNIcNPlantiPhysiologyaN2014aNfkjaNfienbfifk

6.6 61

109 TheNpotentialNforNmanipulatingNRNvNwithNpentatricopeptideNrepeatNproteinscNPlantiJournalaN2014aN
lmaNllgbmg 6.9 50

108 nMvTiaNaNmaturaseNfactorNrequiredNforNnadfNprebmRNvNprocessingNandNmaturationaNisNessentialNforN
holocomplex´ INbiogenesisNinNvrabidopsisNmitochondriacNPlantiJournalaN2014aNlmaNgjhbkm 6.9 64

107 TheNcytidineNdeaminaseNsignatureNHxzVxWnNxxxxNofNyYWfNbindsNzincNandNisNnecessaryNforNRNvN
editingNofNndhybfcNNewiPhytologistaN2014aNgehaNfenebfenj 9.8 73

106
SmallNkernelNfNencodesNaNpentatricopeptideNrepeatNproteinNrequiredNforNmitochondrialNnadlN
transcriptNeditingNandNseedNdevelopmentNinNmaizeNVZeaNmaysWNandNriceNVOryzaNsativaWcNPlantiJournalaN
2014aNlnaNlnlbmen

6.9 94

105 QuantitativeNanalysisNofNmotifsNcontributingNtoNtheNinteractionNbetweenNPLSbsubfamilyNmembersN
andNtheirNtargetNRNvNsequencesNinNplastidNRNvNeditingcNPlantiJournalaN2014aNmeaNmlebmg 6.9 42

104 MitochondrialNgenomesNasNlivingNUfossilsUcNBMCiBiologyaN2013aNffaNhe 7.3 10

103 TheNzNdomainsNofNpentatricopeptideNrepeatNproteinsNfromNdifferentNorganellesNareNnotNfunctionallyN
equivalentNforNRNvNeditingcNPlantiJournalaN2013aNliaNnhjbij 6.9 50

102 OrganelleNtranscriptomesoNproductsNofNaNdeconstructedNgenomecNCurrentiOpinioniiniMicrobiologyaN
2013aNfkaNkjgbm 7.9 45

101
IsNagricultureNdrivingNtheNdiversificationNofNtheNwemisiaNtabaciNspeciesNcomplexNVHemipteraoN
SternorrhynchaoNvleyrodidaeWtoNyatingaNdiversificationNandNbiogeographicNevidenceNrevealedcNBMCi
EvolutionaryiBiologyaN2013aNfhaNggm

3 76

100 vNreevaluationNofNdualbtargetingNofNproteinsNtoNmitochondriaNandNchloroplastscNBiochimicaiEti
BiophysicaiActaiwiMoleculariCelliResearchaN2013aNfmhhaNgjhbn 4.9 105

99  luorescentNproteinNtaggingNasNaNtoolNtoNdefineNtheNsubcellularNdistributionNofNproteinsNinNplantscN
FrontiersiiniPlantiScienceaN2013aNiaNgfi 6.2 38

98 vNyYWbproteinNknockoutNinNPhyscomitrellaNaffectsNtwoNcloselyNspacedNmitochondrialNeditingNsitesN
andNcausesNaNsevereNdevelopmentalNphenotypecNPlantiJournalaN2013aNlkaNigebhg 6.9 34

97
mxS faNaNnucleusbencodedNxRMNproteinNrequiredNforNtheNprocessingNofNmanyNmitochondrialNintronsaN
isNinvolvedNinNtheNbiogenesisNofNrespiratoryNcomplexesNINandNIVNinNvrabidopsiscNNewiPhytologistaN2013
aNfnnaNhlnbhni

9.8 74

96 PPRbSMRsoNancientNproteinsNwithNenigmaticNfunctionscNRNAiBiologyaN2013aNfeaNfjefbfe 4.8 39

95 SUwvhoNaNdatabaseNforNintegratingNexperimentationNandNpredictionNtoNdefineNtheNSUwcellularN
locationNofNproteinsNinNvrabidopsiscNNucleiciAcidsiResearchaN2013aNifaNyffmjbnf 20.1 243

94 vNPORRNdomainNproteinNrequiredNforNrplgNandNccm VxWNintronNsplicingNandNforNtheNbiogenesisNofN
cbtypeNcytochromesNinNvrabidopsisNmitochondriacNPlantiJournalaN2012aNknaNnnkbfeej 6.9 75

(2012-2014)
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93 TheNplastidNredoxNinsensitiveNgNmutantNofNvrabidopsisNisNimpairedNinNPzPNactivityNandNhighN
lightbdependentNplastidNredoxNsignallingNtoNtheNnucleuscNPlantiJournalaN2012aNleaNglnbnf 6.9 67

92 nMvTfaNaNnuclearbencodedNmaturaseNinvolvedNinNtheNtransbsplicingNofNnadfNintronNfaNisNessentialNforN
mitochondrialNcomplexNINassemblyNandNfunctioncNPlantiJournalaN2012aNlfaNifhbgk 6.9 89

91
vrabidopsisNchloroplastNRNvNbindingNproteinsNxPhfvNandNxPgnvNassociateNwithNlargeNtranscriptN
poolsNandNconferNcoldNstressNtoleranceNbyNinfluencingNmultipleNchloroplastNRNvNprocessingNstepscN
PlantiCellaN2012aNgiaNigkkbme

11.6 84

90 MRPSglNisNaNpentatricopeptideNrepeatNdomainNproteinNrequiredNforNtheNtranslationNofN
mitochondriallyNencodedNproteinscNFEBSiLettersaN2012aNjmkaNhjjjbkf 3.8 43

89 SystemsbbasedNanalysisNofNvrabidopsisNleafNgrowthNrevealsNadaptationNtoNwaterNdeficitcNMoleculari
SystemsiBiologyaN2012aNmaNkek 12.2 163

88
MutationsNinNanNvrabidopsisNmitochondrialNtranscriptionNterminationNfactorbrelatedNproteinN
enhanceNthermotoleranceNinNtheNabsenceNofNtheNmajorNmolecularNchaperoneNHSPfefcNPlantiCellaN
2012aNgiaNhhinbkj

11.6 77

87
TheNSxOgNproteinNdisulphideNisomeraseNisNrequiredNforNthylakoidNbiogenesisNandNinteractsNwithN
LHxwfNchlorophyllNadbNbindingNproteinsNwhichNaffectsNchlorophyllNbiosynthesisNinNvrabidopsisN
seedlingscNPlantiJournalaN2012aNknaNlihbji

6.9 46

86 vNcombinatorialNaminoNacidNcodeNforNRNvNrecognitionNbyNpentatricopeptideNrepeatNproteinscNPLoSi
GeneticsaN2012aNmaNefeegnfe 6 347

85 TwoNinteractingNproteinsNareNnecessaryNforNtheNeditingNofNtheNNdhybfNsiteNinNvrabidopsisNplastidscN
PlantiCellaN2012aNgiaNhkmibni 11.6 89

84 vrabidopsisNxSPifNproteinsNformNmultimericNcomplexesNthatNbindNandNstabilizeNdistinctNplastidN
transcriptscNJournaliofiExperimentaliBotanyaN2012aNkhaNfgjfble 7 42

83 NucleotideNandNRNvNmetabolismNprimeNtranslationalNinitiationNinNtheNearliestNeventsNofN
mitochondrialNbiogenesisNduringNvrabidopsisNgerminationcNPlantiPhysiologyaN2012aNfjmaNfkfebgl 6.6 79

82 vlbinismNdoesNnotNcorrelateNwithNbiparentalNinheritanceNofNplastidNyNvNinNinterspecificNhybridsNinN
xicerNspeciescNPlantiScienceaN2011aNfmeaNkgmbhh 5.3 12

81 TheNevolutionNofNRNvNeditingNandNpentatricopeptideNrepeatNgenescNNewiPhytologistaN2011aNfnfaNhlbil 9.8 206

80 OTPleNisNaNpentatricopeptideNrepeatNproteinNofNtheNzNsubgroupNinvolvedNinNsplicingNofNtheNplastidN
transcriptNrpoxfcNPlantiJournalaN2011aNkjaNjhgbig 6.9 90

79 OrganellarNRNvNeditingcNWileyiInterdisciplinaryiReviewsiRNAaN2011aNgaNinhbjek 9.3 48

78 TheNpentatricopeptideNrepeatNproteinNOTPmlNisNessentialNforNRNvNeditingNofNnadlNandNatpfN
transcriptsNinNvrabidopsisNmitochondriacNJournaliofiBiologicaliChemistryaN2011aNgmkaNgfhkfblf 5.4 66

77 vnNvrabidopsisNdualblocalizedNpentatricopeptideNrepeatNproteinNinteractsNwithNnuclearNproteinsN
involvedNinNgeneNexpressionNregulationcNPlantiCellaN2011aNghaNlhebie 11.6 80

76 RampantNgeneNlossNinNtheNundergroundNorchidNRhizanthellaNgardneriNhighlightsNevolutionaryN
constraintsNonNplastidNgenomescNMoleculariBiologyiandiEvolutionaN2011aNgmaNgellbmk 8.3 181
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75
SelectionNpatternsNonNrestorerblikeNgenesNrevealNaNconflictNbetweenNnuclearNandNmitochondrialN
genomesNthroughoutNangiospermNevolutioncNProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericaaN2011aNfemaNflghbm

11.5 190

74 vNPPRNproteinNinvolvedNinNregulatingNnuclearNgenesNencodingNmitochondrialNproteinstcNPlanti
SignalingiandiBehavioraN2011aNkaNlimbje 2.5 9

73
InNsilicoNmethodsNforNidentifyingNorganellarNandNsuborganellarNtargetingNpeptidesNinNvrabidopsisN
chloroplastNproteinsNandNforNpredictingNtheNtopologyNofNmembraneNproteinscNMethodsiiniMoleculari
BiologyaN2011aNlliaNgihbme

1.4 6

72 TheNcytoskeletonNandNtheNperoxisomalbtargetedNsnowyNcotyledonhNproteinNareNrequiredNforN
chloroplastNdevelopmentNinNvrabidopsiscNPlantiCellaN2010aNggaNhighbhm 11.6 59

71 IdentificationNofNaNpentatricopeptideNrepeatNproteinNimplicatedNinNsplicingNofNintronNfNofN
mitochondrialNnadlNtranscriptscNJournaliofiBiologicaliChemistryaN2010aNgmjaNhgfngbn 5.4 103

70 NuclearlyNencodedNsplicingNfactorsNimplicatedNinNRNvNsplicingNinNhigherNplantNorganellescNMoleculari
PlantaN2010aNhaNknfblej 14.4 97

69 PlantNRNvNeditingcNRNAiBiologyaN2010aNlaNgfhbn 4.8 119

68 TheNpentatricopeptideNrepeatNproteinNOTPmgNisNrequiredNforNRNvNeditingNofNplastidNndhwNandNndhGN
transcriptscNPlantiJournalaN2010aNkfaNhhnbin 6.9 82

67 vrabidopsisNtRNvNadenosineNdeaminaseNarginineNeditsNtheNwobbleNnucleotideNofNchloroplastN
tRNvvrgVvxGWNandNisNessentialNforNefficientNchloroplastNtranslationcNPlantiCellaN2009aNgfaNgejmblf 11.6 59

66 PhagebtypeNRNvNpolymeraseNRPOTmpNperformsNgenebspecificNtranscriptionNinNmitochondriaNofN
vrabidopsisNthalianacNPlantiCellaN2009aNgfaNglkgbln 11.6 116

65 RemodeledNrespirationNinNndufsiNwithNlowNphosphorylationNefficiencyNsuppressesNvrabidopsisN
germinationNandNgrowthNandNaltersNcontrolNofNmetabolismNatNnightcNPlantiPhysiologyaN2009aNfjfaNkehbfn 6.6 216

64 xhloroplastNribonucleoproteinNxPhfvNisNrequiredNforNeditingNandNstabilityNofNspecificNchloroplastN
mRNvscNProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaN2009aNfekaNkeegbl11.5 91

63 vpproachesNtoNdefiningNdualbtargetedNproteinsNinNvrabidopsiscNPlantiJournalaN2009aNjlaNffgmbhn 6.9 121

62 TheNvrabidopsisNgeneNYSfNencodingNaNyYWNproteinNisNrequiredNforNeditingNofNrpowNtranscriptsNandN
theNrapidNdevelopmentNofNchloroplastsNduringNearlyNgrowthcNPlantiJournalaN2009aNjmaNmgbnk 6.9 155

61 PentatricopeptideNrepeatNproteinsNwithNtheNyYWNmotifNhaveNdistinctNmolecularNfunctionsNinNRNvN
editingNandNRNvNcleavageNinNvrabidopsisNchloroplastscNPlantiCellaN2009aNgfaNfikbjk 11.6 184

60 vNstudyNofNnewNvrabidopsisNchloroplastNRNvNeditingNmutantsNrevealsNgeneralNfeaturesNofNeditingN
factorsNandNtheirNtargetNsitescNPlantiCellaN2009aNgfaNhkmkbnn 11.6 148

59 vlbinismNinNPlantsoNvNMajorNwottleneckNinNWideNHybridizationaNvndrogenesisNandNyoubledNHaploidN
xulturecNCriticaliReviewsiiniPlantiSciencesaN2009aNgmaNhnhbien 5.6 63

58 xLwfnaNaNpentatricopeptideNrepeatNproteinNrequiredNforNeditingNofNrpovNandNclpPNchloroplastN
transcriptscNPlantiJournalaN2008aNjkaNjnebkeg 6.9 212

(2008-2011)
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57 TheNpentatricopeptideNrepeatNgeneNOTPjfNwithNtwoNLvGLIyvyGNmotifsNisNrequiredNforNtheN
cisbsplicingNofNplastidNycfhNintronNgNinNvrabidopsisNthalianacNPlantiJournalaN2008aNjkaNfjlbkm 6.9 113

56 PlastidNsignallingNtoNtheNnucleusNandNbeyondcNTrendsiiniPlantiScienceaN2008aNfhaNkegbn 13.1 316

55 PentatricopeptideNrepeatNproteinsoNaNsocketNsetNforNorganelleNgeneNexpressioncNTrendsiiniPlanti
ScienceaN2008aNfhaNkkhble 13.1 644

54 OnNtheNexpansionNofNtheNpentatricopeptideNrepeatNgeneNfamilyNinNplantscNMoleculariBiologyiandi
EvolutionaN2008aNgjaNffgebm 8.3 283

53 MitochondrialNbiogenesisNandNfunctionNinNvrabidopsiscNTheiArabidopsisiBookaN2008aNkaNeefff 3 32

52 xomplexNINdysfunctionNredirectsNcellularNandNmitochondrialNmetabolismNinNvrabidopsiscNPlanti
PhysiologyaN2008aNfimaNfhgibif 6.6 82

51
NovelNproteinsaNputativeNmembraneNtransportersaNandNanNintegratedNmetabolicNnetworkNareN
revealedNbyNquantitativeNproteomicNanalysisNofNvrabidopsisNcellNcultureNperoxisomescNPlanti
PhysiologyaN2008aNfimaNfmenbgn

6.6 156

50 RNviNforNrevealingNandNengineeringNplantNgeneNfunctionscNCurrentiOpinioniiniBiotechnologyaN2007aN
fmaNfimbjh 11.4 111

49 PlastidNtRNvNgenesNtrnxbGxvNandNtrnNbGUUNareNessentialNforNplantNcellNdevelopmentcNPlantiJournalaN
2007aNjfaNljfbkg 6.9 21

48 TheNmultifariousNrolesNofNPPRNproteinsNinNplantNmitochondrialNgeneNexpressioncNPhysiologiai
PlantarumaN2007aNfgnaNfibgg 4.6 89

47 PentatricopeptideNrepeatNVPPRWNproteinsNasNsequencebspecificityNfactorsNinNpostbtranscriptionalN
processesNinNorganellescNBiochemicaliSocietyiTransactionsaN2007aNhjaNfkihbl 5.1 193
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