164 17,197 69 130

papers citations h-index g-index

179 21,048 8.7 6.7

ext. papers ext. citations avg, IF L-index



163

161

L5

157

Los

155

151

149

IAN D SMALL

Paper IF Citations

Triticeae genome sequences reveal huge expansions of gene families implicated in fertility
restoration.. Current Opinion in Plant Biology, 2022, 66, 102166

Chromosome-scale genome assembly provides insights into rye biology, evolution and agronomic 6
potential. Nature Genetics, 2021, 53, 564-573 30335

A synthetic RNA editing factor edits its target site in chloroplasts and bacteria. Communications
Biology, 2021, 4, 545

Adapting the CROPGRO model to simulate growth and production of Brassica carinata, a bio-fuel 6
crop. GCB Bioenergy, 2021, 13, 1134-1148 203

The effects of sulfur Fertility on yield and seed components in oilseed Brassica carinata. Crop
Science, 2021, 61, 4229

The Pentatricopeptide Repeat Protein MEF100 Is Required for the Editing of Four Mitochondrial L
Editing Sites in. Cells, 2021, 10, 79

The genetic basis of cytoplasmic male sterility and fertility restoration in wheat. Nature
Communications, 2021, 12, 1036

Nitrogen calibration strip: An on-farm tool to further reduce N requirements in cotton on an

integrated crop-livestock rotation system. Agronomy Journal, 2021, 113, 3615-3627 22

Deepred-Mt: Deep representation learning for predicting C-to-U RNA editing in plant mitochondria.
Computers in Biology and Medicine, 2021, 136, 104682

Cofactor-independent RNA editing by a synthetic S-type PPR protein.. Synthetic Biology, 2021, 7, ysab034.3 1

Towards a plant model for enigmatic U-to-C RNA editing: the organelle genomes, transcriptomes,
editomes and candidate RNA editing factors in the hornwort Anthoceros agrestis. New Phytologist, 9.8
2020, 225, 1974-1992

Large scale genome skimming from herbarium material for accurate plant identification and

phylogenomics. Plant Methods, 2020, 16, 1 58 61

The Expansion and Diversification of Pentatricopeptide Repeat RNA-Editing Factors in Plants.
Molecular Plant, 2020, 13, 215-230

Multiple wheat genomes reveal global variation in modern breeding. Nature, 2020, 588, 277-283 50.4 180

Plant organellar RNA editing: what 30lyears of research has revealed. Plant Journal, 2020, 101, 1040-1056.9

The coordinated action of PPR4 and EMB2654 on each intron half mediates trans-splicing of rps12
transcripts in plant chloroplasts. Plant Journal, 2019, 100, 1193-1207

Recent range expansion in Australian hummock grasses () inferred using

genotyping-by-sequencing. AoB PLANTS, 2019, 11, plz017




(2017-2019)

L Evolutionary Model of Plastidial RNA Editing in Angiosperms Presumed from Genome-Wide
47 Analysis of Amborella trichopoda. Plant and Cell Physiology, 2019, 60, 2141-2151 49 5

Transplastomic Arabidopsis plants at last. Nature Plants, 2019, 5, 249-250

Resolving intergeneric relationships in the aervoid clade and the backbone of Ptilotus

145 (Amaranthaceae): Evidence from whole plastid genomes and morphology. Taxon, 2019, 68, 297-314 o8 5

Simulation of heterosis in a genome-scale metabolic network provides mechanistic explanations for
increased biomass production rates in hybrid plants. Npj Systems Biology and Applications, 2019, 5, 24

The E domain of CRR2 participates in sequence-specific recognition of RNA in plastids. New 3
143 phytologist, 2019, 222, 218-229 9c 15

Plastome-Wide Rearrangements and Gene Losses in Carnivorous Droseraceae. Genome Biology and
Evolution, 2019, 11, 472-485

Genome-scale transfer of mitochondrial DNA from legume hosts to the holoparasite Lophophytum

141 mirabile (Balanophoraceae). Molecular Phylogenetics and Evolution, 2019, 132, 243-250 41 23

High intraspecific diversity of Restorer-of-fertility-like genes in barley. Plant Journal, 2019, 97, 281-295 6.9

Establishment of Photosynthesis through Chloroplast Development Is Controlled by Two Distinct

139 Regulatory Phases. Plant Physiology, 2018, 176, 1199-1214 66 25

Editing of Chloroplast by PPR Editing Factor EMB2261 Is Essential for Development. Frontiers in
Plant Science, 2018, 9, 841

Complete Chloroplast Genome Sequences of Four Meliaceae Species and Comparative Analyses. 6
137" International Journal of Molecular Sciences, 2018, 19, 317

The transcriptional landscape of polyploid wheat. Science, 2018, 361,

L Shifting the limits in wheat research and breeding using a fully annotated reference genome. 1206
35 science, 2018, 361, 333 129

Optimizing Swathing and Chemical Desiccant Timing to Accelerate Winter Carinata Maturation.

Agronomy Journal, 2018, 110, 1379-1389

Targeted cleavage of mRNA induced by a modified pentatricopeptide repeat protein in plant 6
133 mitochondria. Communications Biology, 2018, 1, 166 723

Fern genomes elucidate land plant evolution and cyanobacterial symbioses. Nature Plants, 2018, 4, 460-472;

In Arabidopsis thaliana distinct alleles encoding mitochondrial RNA PROCESSING FACTOR 4
131 support the generation of additional 50termini of ccmB transcripts. Plant Molecular Biology, 2017, 46 3
93, 659-668

The mitochondrial pentatricopeptide repeat protein PPR19 is involved in the stabilization of NADH

dehydrogenase 1 transcripts and is crucial for mitochondrial function and Arabidopsis thaliana 9.8
development. New Phytologist, 2017, 215, 202-216




IAN D SMALL

The Pentatricopeptide Repeat Protein EMB2654 Is Essential for Trans-Splicing of a Chloroplast

Small Ribosomal Subunit Transcript. Plant Physiology, 2017, 173, 1164-1176 66 26

129

Protein Complexes Implicated in RNA Editing in Plant Organelles. Molecular Plant, 2017, 10, 1255-1257 14.4

In Silico Identification of Candidate Genes for Fertility Restoration in Cytoplasmic Male Sterile

127" perennial Ryegrass (Lolium perenne L.). Genome Biology and Evolution, 2017, 9, 351-362 39 17

The nuclear and organellar tRNA-derived RNA fragment population in Arabidopsis thaliana is highly
dynamic. Nucleic Acids Research, 2017, 45, 3460-3472

125 Mitochondrial Defects Confer Tolerance against Cellulose Deficiency. Plant Cell, 2016, 28, 2276-2290 11.6 35

Evolutionary plasticity of restorer-of-fertility-like proteins in rice. Scientific Reports, 2016, 6, 35152

Integration of complete chloroplast genome sequences with small amplicon datasets improves

) phylogenetic resolution in Acacia. Molecular Phylogenetics and Evolution, 2016, 96, 1-8 41 46

SOT1, a pentatricopeptide repeat protein with a small MutS-related domain, is required for correct
processing of plastid 235-4.5S rRNA precursors in Arabidopsis thaliana. Plant Journal, 2016, 85, 607-21

Redefining the structural motifs that determine RNA binding and RNA editing by pentatricopeptide

121 repeat proteins in land plants. Plant Journal, 2016, 85, 532-47

AEF1/MPR25 is implicated in RNA editing of plastid atpF and mitochondrial nad5, and also
promotes atpF splicing in Arabidopsis and rice. Plant Journal, 2015, 81, 661-9

Predictable alteration of sequence recognition by RNA editing factors from Arabidopsis. Plant Cell,

9 2015, 27,403-16 116 55

Surveillance and cleavage of eukaryotic tERNAs. /nternational Journal of Molecular Sciences, 2015, 16, 1878:93

The Complete Sequence of the Acacia ligulata Chloroplast Genome Reveals a Highly Divergent

117 clpP1 Gene. PLoS ONE, 2015, 10, 0125768 37 35

The design and structural characterization of a synthetic pentatricopeptide repeat protein. Acta
Crystallographica Section D: Biological Crystallography, 2015, 71, 196-208

The solution structure of the pentatricopeptide repeat protein PPR10 upon binding atpH RNA.

15 Nucleic Acids Research, 2015, 43, 1918-26

20.1 40

SUBAcon: a consensus algorithm for unifying the subcellular localization data of the Arabidopsis
proteome. Bioinformatics, 2014, 30, 3356-64

113 Surrogate mutants for studying mitochondrially encoded functions. Biochimie, 2014, 100, 234-42 46 42

Pentatricopeptide repeat proteins in plants. Annual Review of Plant Biology, 2014, 65, 415-42




(2012-2014)

Using the SUBcellular database for Arabidopsis proteins to localize the Deg protease family.

I frontiers in Plant Science, 2014, 5, 396

62 13

The Pentatricopeptide Repeat Proteins TANG2 and ORGANELLE TRANSCRIPT PROCESSING439 Are
Involved in the Splicing of the Multipartite nad5 Transcript Encoding a Subunit of Mitochondrial
Complex I. Plant Physiology, 2014, 165, 1409-1416

The potential for manipulating RNA with pentatricopeptide repeat proteins. Plant Journal, 2014,
199 78,772-82 oy 5o

nMAT4, a maturase factor required for nad1 pre-mRNA processing and maturation, is essential for
holocomplexll biogenesis in Arabidopsis mitochondria. Plant Journal, 2014, 78, 253-68

The cytidine deaminase signature HXE(x)n CxxC of DYW1 binds zinc and is necessary for RNA 3
107 editing of ndhD-1. New Phytologist, 2014, 203, 1090-1095 9- 73
Small kernel 1 encodes a pentatricopeptide repeat protein required for mitochondrial nad7
transcript editing and seed development in maize (Zea mays) and rice (Oryza sativa). Plant Journal,
2014, 79, 797-809

Quantitative analysis of motifs contributing to the interaction between PLS-subfamily members

105 and their target RNA sequences in plastid RNA editing. Plant Journal, 2014, 80, 870-82 69 42

Mitochondrial genomes as living [Fossilsl] BMC Biology, 2013, 11, 30

The E domains of pentatricopeptide repeat proteins from different organelles are not functionally

103 equivalent for RNA editing. Plant Journal, 2013, 74, 935-45 69 50

Organelle transcriptomes: products of a deconstructed genome. Current Opinion in Microbiology,

2013, 16, 652-8

Is agriculture driving the diversification of the Bemisia tabaci species complex (Hemiptera:
101 Sternorrhyncha: Aleyrodidae)?: Dating, diversification and biogeographic evidence revealed. BMC 3 76
Evolutionary Biology, 2013, 13, 228

A reevaluation of dual-targeting of proteins to mitochondria and chloroplasts. Biochimica Et

Biophysica Acta - Molecular Cell Research, 2013, 1833, 253-9

Fluorescent protein tagging as a tool to define the subcellular distribution of proteins in plants.
99 Frontiers in Plant Science, 2013, 4, 214

A DYW-protein knockout in Physcomitrella affects two closely spaced mitochondrial editing sites

and causes a severe developmental phenotype. Plant Journal, 2013, 76, 420-32

mCSF1, a nucleus-encoded CRM protein required for the processing of many mitochondrial introns,
g7 isinvolved in the biogenesis of respiratory complexes | and IV in Arabidopsis. New Phytologist, 2013 9.8 74
, 199, 379-394

PPR-SMRs: ancient proteins with enigmatic functions. RNA Biology, 2013, 10, 1501-10

SUBAZ3: a database for integrating experimentation and prediction to define the SUBcellular

95 location of proteins in Arabidopsis. Nucleic Acids Research, 2013, 41, D1185-91 201 243

A PORR domain protein required for rpl2 and ccmF(C) intron splicing and for the biogenesis of

c-type cytochromes in Arabidopsis mitochondria. Plant Journal, 2012, 69, 996-1005




93

91

89

87

85

83

81

77

IAN D SMALL

The plastid redox insensitive 2 mutant of Arabidopsis is impaired in PEP activity and high 6 6
light-dependent plastid redox signalling to the nucleus. Plant Journal, 2012, 70, 279-91 9 7
nNMAT1, a nuclear-encoded maturase involved in the trans-splicing of nad1 intron 1, is essential for

mitochondrial complex | assembly and function. Plant Journal, 2012, 71, 413-26

Arabidopsis chloroplast RNA binding proteins CP31A and CP29A associate with large transcript
pools and confer cold stress tolerance by influencing multiple chloroplast RNA processing steps. 11.6 84
Plant Cell, 2012, 24, 4266-80

MRPS27 is a pentatricopeptide repeat domain protein required for the translation of
mitochondrially encoded proteins. FEBS Letters, 2012, 586, 3555-61

Systems-based analysis of Arabidopsis leaf growth reveals adaptation to water deficit. Molecular

Systems Biology, 2012, 8, 606 122 163

Mutations in an Arabidopsis mitochondrial transcription termination factor-related protein
enhance thermotolerance in the absence of the major molecular chaperone HSP101. Plant Cell,
2012, 24, 3349-65

The SCO2 protein disulphide isomerase is required for thylakoid biogenesis and interacts with
LHCB1 chlorophyll a/b binding proteins which affects chlorophyll biosynthesis in Arabidopsis 6.9 46
seedlings. Plant Journal, 2012, 69, 743-54

A combinatorial amino acid code for RNA recognition by pentatricopeptide repeat proteins. PLoS
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