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j Paper IF Citations

194 virstJhighWqualityJgenomeJassemblyJdataJofJsagoJpalmJRJRottbollSXXJDataZinZBriefVJ2022VJdZVJaZghZZ 1.2 1

193
sharacterizationJofJtheJfirstJmitogenomesJofJtheJsmallestJfishJinJtheJworldVJüaedocyprisJ
progeneticaVJfromJpeatJswampJofJüeninsularJ alaysiaVJSelangorVJandJüerakXXJGenomicsZandZ
InformaticsVJ2022VJbZVJeab

1.9

192 TheJNwSJ agicJüuddingjJqJNanoporeW’edJ’ongWReadJwenomeJqssemblyJforJtheJsommercialJ
qustralianJvreshwaterJsrayfishVJXXJFrontiersZinZGeneticsVJ2021VJabVJfiegfc 4.5

191 wenomeJsurveyJofJsagoJpalmJR etroxylonJsaguJRottbollSXJPlantZGeneVJ2021VJbhVJaZZcda 3.1 2

190 TheJfirstJtranscriptomeJsequencingJandJdataJanalysisJofJtheJzavanJmahseerJRXJDataZinZBriefVJ2021VJciVJaZgdha1.2 1

189 TheJinconsistentJmicrobiotaJofJVJtheJ alaysianJfermentedJanchovyJsauceVJrevealedJthroughJafSJ
ampliconJsequencingXJPeerJVJ2021VJiVJeabcde 3.1

188 wenomicJcharacterizationJofJbacteriaJfromJtheJultraWoligotrophicJ adisonJaquiferjJinsightJintoJtheJ
archetypicalJ’uxyY’uxRJandJidentificationJofJnovelJ’uxRJsolosXJBMCZResearchZNotesVJ2021VJadVJage 2.3 2

187 RapidJgenotypingJofJtilapiaJlakeJvirusJRTi’VSJusingJNanoporeJsequencingXJJournalZofZFishZDiseasesVJ
2021VJddVJadiaWaeZb 2.6 6

186 tumpsterJdivingJforJdiatomJplastidJafSJrRNqJgenesXJPeerJVJ2021VJiVJeaaegf 3.1

185
ymprovingJtheJphylogeneticJresolutionJofJ alaysianJandJzavanJmahseerJRsyprinidaeSVJTorJ
tambroidesJandJTorJtambrajJWholeJmitogenomesJsequencingVJphylogenyJandJpotentialJ
mitogenomeJmarkersXJGeneVJ2021VJgiaVJadegZh

3.8 3

184 qJnovelJframeworkJforJevaluatingJinJsituJbreedingJmanagementJstrategiesJinJendangeredJ
populationsXJMolecularZEcologyZResourcesVJ2021VJ 8.4 3

183 qJwiantJwenomeJforJaJwiantJsrayfishJRSJWithJynsightsJyntoJüseudogenesJinJtecapodJwenomesXJ
FrontiersZinZGeneticsVJ2020VJaaVJbZa 4.5 10

182 ühaeophyceaeanJRrrownJqlgalSJuxtractsJqctivateJülantJtefenseJSystemsJinJshallengedJWithXJ
FrontiersZinZPlantZScienceVJ2020VJaaVJheb 6.2 13

181 ymprovedJgenomicJresourcesJforJtheJblackJtigerJprawnJRüenaeusJmonodonSXJMarineZGenomicsVJ2020VJ
ebVJaZZgea 1.9 14

180 tatasetJforJsequencingJandJassemblyJofJtheJuuropeanJendangeredJwhiteWclawedJcrayfishJRSJ
abdominalJmuscleJtranscriptomeXJDataZinZBriefVJ2020VJbiVJaZeaff 1.2 0

179 ynsightJintoJtheJresistomeJandJquorumJsensingJsystemJofJaJdivergentJisolateJfromJanJuntouchedJ
siteJofJtheJ’echuguillaJsaveXJAccessZMicrobiologyVJ2020VJbVJacmiZZZZhi 1 0

178 weneticJtiversityJofJtheJüearseâ��sJ udskipperJüeriophthalmusJnovemradiatusJRüerciformesjJ
wobiidaeSJandJsharacterizationJofJitsJsompleteJ itochondrialJwenomeXJThalassasVJ2020VJcfVJaZcWaac 0.9 3
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177  esozoicJmitogenomeJrearrangementsJandJfreshwaterJmusselJRrivalviajJUnionoideaSJ
macroevolutionXJHeredityVJ2020VJabdVJahbWaif 3.6 13

176
uffectsJofJsupplementingJfreezeWdriedJ itsuokellaJjalaludiniiJphytaseJonJtheJgrowthJperformanceJ
andJgutJmicrobialJdiversityJofJbroilerJchickensXJJournalZofZAnimalZPhysiologyZandZAnimalZNutritionVJ
2020VJaZdVJaafWabe

2.6 0

175 virstJgenomicJinsightsJintoJcarbapenemWresistantJ‘lebsiellaJpneumoniaeJfromJ alaysiaXJJournalZofZ
GlobalZAntimicrobialZResistanceVJ2020VJbZVJaecWaei 3.4 5

174 TheJcompleteJmitochondrialJgenomeJofJ alayanJwaurJRSJfromJüeninsularJ alaysiaXJMitochondrialZ
DNAZPartZB:ZResourcesVJ2019VJdVJbeceWbecf 0.5 3

173 wenomicJevidenceJofJneoWsexJchromosomesJinJtheJeasternJyellowJrobinXJGigaScienceVJ2019VJhVJ 7.6 13

172
sommentaryjJsompleteJwenomeJSequenceJofJcWshlorobenzoateWtegradingJracteriumJNxiJandJ
ReclassificationJofJtheJStrainsJofJtheJweneraJandJrasedJonJühylogeneticJandJWholeWwenomeJ
SequenceJqnalysesXJFrontiersZinZMicrobiologyVJ2019VJaZVJbZaa

5.7 2

171 tataJonJwholeWgenomeJsequencingJofJextendedWspectrumJbetaWlactamasesJproducingJisolatesJfromJ
 alaysiaXJDataZinZBriefVJ2019VJbeVJaZdbeg 1.2 1

170 ynsightJyntoJtheJ icrobialJsoWoccurrenceJandJtiversityJofJgcJwrapevineJRSJsrownJwallsJsollectedJ
qcrossJtheJNorthernJxemisphereXJFrontiersZinZMicrobiologyVJ2019VJaZVJahif 5.7 6

169 TheJynfluenceJofJ odernizationJandJtiseaseJonJtheJwastricJ icrobiomeJofJårangJqsliVJ yanmarsJ
andJ odernJ alaysiansXJMicroorganismsVJ2019VJgVJ 4.9 5

168
 icrosatelliteJlociJandJtheJcompleteJmitochondrialJtNqJsequenceJcharacterisedJthroughJ
nextWgenerationJsequencingJandJdeJnovoJgenomeJassemblyVJandJaJpreliminaryJassessmentJofJ
populationJgeneticJstructureJforJtheJqustralianJcraneVJqntigoneJrubicundaXJAvianZBiologyZResearchVJ
2019VJabVJdiWeh

0.8 0

167
TheJmaleJandJfemaleJcompleteJmitochondrialJgenomesJofJtheJthreatenedJfreshwaterJpearlJmusselJ
 argaritiferaJmargaritiferaJR’innaeusVJagehSJRrivalviajJ argaritiferidaeSXJMitochondrialZDNAZPartZB:Z
ResourcesVJ2019VJdVJadagWadbZ

0.5 3

166
qbsenceJofJevidenceJisJnotJevidenceJofJabsencejJNanoporeJsequencingJandJcompleteJassemblyJofJ
theJuuropeanJlobsterJRxomarusJgammarusSJmitogenomeJuncoversJtheJmissingJnadbJandJaJnewJ
majorJgeneJclusterJduplicationXJBMCZGenomicsVJ2019VJbZVJcce

4.5 13

165
teJNovoJassemblyJandJcharacterisationJofJtheJgreentailJprawnJR etapenaeusJbennettaeSJ
hepatopancreasJtranscriptomeJWJidentificationJofJstressJresponseJandJdetoxificationJtranscriptsXJ
MarineZGenomicsVJ2019VJdgVJaZZfgg

1.9 5

164
TwoJreadsJtoJruleJthemJalljJNanoporeJlongJreadWguidedJassemblyJofJtheJiconicJshristmasJyslandJredJ
crabVJwecarcoideaJnatalisJRüocockVJahhhSVJmitochondrialJgenomeJandJtheJchallengesJofJqTWrichJ
mitogenomesXJMarineZGenomicsVJ2019VJdeVJfdWga

1.9 7

163 somparativeJmitogenomicsJofJtheJtecapodaJrevealsJevolutionaryJheterogeneityJinJarchitectureJ
andJcompositionXJScientificZReportsVJ2019VJiVJaZgef 4.9 32

162  itogenomeJdataJofJRobinsonVJaiagJRürimatejJ’orisidaeSXJDataZinZBriefVJ2019VJbeVJaZdZeh 1.2 1

161
wenomicJcharacterizationJofJVibrioJparahaemolyticusJfromJüacificJwhiteJshrimpJandJrearingJwaterJ
inJ alaysiaJrevealsJnovelJsequenceJtypesJandJstructuralJvariationJinJgenomicJregionsJcontainingJtheJ
ühotorhabdusJinsectWrelatedJRüirSJtoxinWlikeJgenesXJFEMSZMicrobiologyZLettersVJ2019VJcffVJ

2.9 4

160 WholeJwenomeJqssemblyJofJtheJSnoutJåtterJslamVJVJUsingJNanoporeJandJylluminaJtataVJ
renchmarkedJqgainstJrivalveJwenomeJqssembliesXJFrontiersZinZGeneticsVJ2019VJaZVJaaeh 4.5 8

(2019-2020)
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159 qJhorizonJscanJofJprioritiesJforJcoastalJmarineJmicrobiomeJresearchXJNatureZEcologyZandZEvolutionVJ
2019VJcVJaeZiWaebZ 12.3 37

158 xealthJandJsalivaJmicrobiomesJofJaJsemiWurbanizedJindigenousJtribeJinJüeninsularJ alaysiaXJ
FqpppResearchVJ2019VJhVJage 3.6 6

157 xealthJandJsalivaJmicrobiomesJofJaJsemiWurbanizedJindigenousJtribeJinJüeninsularJ alaysiaXJ
FqpppResearchVJ2019VJhVJage 3.6 2

156 ymprovedJgenomeJofJtypeJstrainJprovidesJnewJtaxonomicJinsightJintoJgenomospeciesJdXJPeerJVJ
2019VJgVJefcff 3.1 2

155 riodegradationJofJthiocyanateJbyJaJnativeJgroundwaterJmicrobialJconsortiumXJPeerJVJ2019VJgVJefdih 3.1 4

154  icroRNqJprofilingJofJmouseJliverJinJresponseJtoJtuNVWaJinfectionJbyJdeepJsequencingXJPeerJVJ
2019VJgVJeffig 3.1 2

153 traftJwenomeJSequencesJofJviveJysolatedJfromJ’echuguillaJsaveVJNewJ exicoVJUSqVJandJynsightsJ
intoJTaxonomyJandJQuorumJSensingXJMicrobiologyZResourceZAnnouncementsVJ2019VJhVJ 1.3 2

152 ynJvitroJstudyJonJtheJeffectsJofJcondensedJtanninsJofJdifferentJmolecularJweightsJonJbovineJrumenJ
fungalJpopulationJandJdiversityXJItalianZJournalZofZAnimalZScienceVJ2019VJahVJadeaWadfb 2.2 4

151
VariabilityJofJmitochondrialJåRvansJhintsJatJpossibleJdifferencesJinJtheJsystemJofJdoublyJ
uniparentalJinheritanceJofJmitochondriaJamongJfamiliesJofJfreshwaterJmusselsJRrivalviajJUnionidaSXJ
BMCZEvolutionaryZBiologyVJ2019VJaiVJbbi

3 9

150
restJvootJvorwardjJNanoporeJ’ongJReadsVJxybridJ etaWqssemblyVJandJxaplotigJüurgingJåptimizesJ
theJvirstJwenomeJqssemblyJforJtheJSouthernJxemisphereJrlacklipJqbaloneJRSXJFrontiersZinZGeneticsVJ
2019VJaZVJhhi

4.5 10

149 SeawaterJrecirculationJthroughJsubductingJsedimentsJsustainsJaJdeeplyJburiedJpopulationJofJ
sulfateWreducingJbacteriaXJGeobiologyVJ2019VJagVJagbWahd 4.3 2

148
xighWthroughputJterrestrialJbiodiversityJassessmentsjJmitochondrialJmetabarcodingVJ
metagenomicsJorJmetatranscriptomicsoXJMitochondrialZDNAZPartZA:ZDNAZMappinglZSequencinglZandZ
AnalysisVJ2019VJcZVJfZWfg

1.3 14

147 åneJ oreJtecadeJofJqgrobacteriumJTaxonomyXJCurrentZTopicsZinZMicrobiologyZandZImmunologyVJ
2018VJdahVJaWad 3.3 6

146 TemporalJchangesJinJarthropodJactivityJinJtropicalJanthropogenicJforestsXJBulletinZofZEntomologicalZ
ResearchVJ2018VJaZhVJgibWgii 1.7 5

145 wenomeJSequenceJofJsubspXJStrainJ‘bgVJaJ arineJracteriumJysolatedJfromJSpongeJRSXJGenomeZ
AnnouncementsVJ2018VJfVJ 4

144 slimateWdrivenJmitochondrialJselectionjJqJtestJinJqustralianJsongbirdsXJMolecularZEcologyVJ2018VJbgVJhihWiah5.7 25

143 vindingJNemojJhybridJassemblyJwithJåxfordJNanoporeJandJylluminaJreadsJgreatlyJimprovesJtheJ
clownfishJRqmphiprionJocellarisSJgenomeJassemblyXJGigaScienceVJ2018VJgVJaWf 7.6 50

142 uxpansionJandJsystematicsJredefinitionJofJtheJmostJthreatenedJfreshwaterJmusselJfamilyVJtheJ
 argaritiferidaeXJMolecularZPhylogeneticsZandZEvolutionVJ2018VJabgVJihWaah 4.1 37
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141  oreJevolutionJundergroundjJqcceleratedJmitochondrialJsubstitutionJrateJinJqustralianJburrowingJ
freshwaterJcrayfishesJRtecapodajJüarastacidaeSXJMolecularZPhylogeneticsZandZEvolutionVJ2018VJaahVJhhWih4.1 10

140 sommentaryjJwenomeJSequenceJofJVüaebJStrainJysolatedJvromJinJ alaysiaXJFrontiersZinZ
MicrobiologyVJ2018VJiVJhfe 5.7 2

139
TranscriptomeWwuidedJydentificationJofJsarbohydrateJqctiveJunzymesJRsqZySJfromJtheJshristmasJ
yslandJRedJsrabVJwecarcoideaJnatalisJandJaJVoteJforJtheJynclusionJofJTranscriptomeWterivedJ
srustaceanJsqZysJinJsomparativeJStudiesXJMarineZBiotechnologyVJ2018VJbZVJfedWffe

3.4 9

138 TimeWresolvedJmicrobialJguildJresponsesJtoJtidalJcyclingJinJaJcoastalJacidWsulfateJsystemXJ
EnvironmentalZChemistryVJ2018VJaeVJb 3.2 3

137  icrobiomeJanalysisJofJüacificJwhiteJshrimpJgutJandJrearingJwaterJfromJ alaysiaJandJVietnamjJ
implicationsJforJaquacultureJresearchJandJmanagementXJPeerJVJ2018VJfVJeehbf 3.1 40

136  etabolomicsJandJafSJrRNqJsequencingJofJhumanJcolorectalJcancersJandJadjacentJmucosaXJPLoSZ
ONEVJ2018VJacVJeZbZhehd 3.7 21

135 xighWQualityJtraftJwenomeJSequenceJofJtheJTypeJStrainJofJqllorhizobiumJvitisVJtheJürimaryJsausalJ
qgentJofJwrapevineJsrownJwallXJMicrobiologyZResourceZAnnouncementsVJ2018VJgVJ 1.3 4

134
ysolationJandJgenomicJcharacterizationJofJsixJendophyticJbacteriaJisolatedJfromJspJRsugarcaneSjJ
ynsightsJintoJantibioticVJsecondaryJmetaboliteJandJquorumJsensingJmetabolismXJJournalZofZGenomics
VJ2018VJfVJaagWaba

0.9 4

133
åRtuRJwithinJtheJchaosjJynsightsJintoJphylogeneticJrelationshipsJwithinJtheJqnomuraJRsrustaceajJ
tecapodaSJfromJmitochondrialJsequencesJandJgeneJorderJrearrangementsXJMolecularZPhylogeneticsZ
andZEvolutionVJ2018VJabgVJcbZWcca

4.1 50

132
 oreJlimbsJonJtheJtreejJmitogenomeJcharacterisationJandJsystematicJpositionJofJâ��livingJfossilâ��J
speciesJNeoglypheaJinopinataJandJ’aurentaeglypheaJneocaledonicaJRtecapodaJjJwlypheideaJjJ
wlypheidaeSXJInvertebrateZSystematicsVJ2018VJcbVJddh

1.2 9

131  itochondrialJgenomesJandJphylogeneticJrelationshipsJofJVJVJandJRüerciformesjJ’atidaeSXJ
MitochondrialZDNAZPartZB:ZResourcesVJ2017VJbVJgcWge 0.5 2

130 NewJSequenceJTypesJofJysolatedJfromJaJ alaysianJqquacultureJüondVJasJRevealedJbyJ
WholeWwenomeJSequencingXJGenomeZAnnouncementsVJ2017VJeVJ 6

129 RapidJrecoveryJofJnuclearJandJmitochondrialJgenesJbyJgenomeJskimmingJfromJNorthernJ
xemisphereJfreshwaterJcrayfishXJZoologicaZScriptaVJ2017VJdfVJgahWgbh 2.5 20

128 shangesJinJrumenJprotozoalJcommunityJbyJcondensedJtanninJfractionsJofJdifferentJmolecularJ
weightsJfromJaJ’eucaenaJleucocephalaJhybridJin´ vitroXJJournalZofZAppliedZMicrobiologyVJ2017VJabcVJdaWec 4.7 7

127 ühylogeographyJofJredJmuntjacsJrevealsJthreeJdistinctJmitochondrialJlineagesXJBMCZEvolutionaryZ
BiologyVJ2017VJagVJcd 3 16

126 sharacterizationJofJanJautotrophicJbioreactorJmicrobialJconsortiumJdegradingJthiocyanateXJAppliedZ
MicrobiologyZandZBiotechnologyVJ2017VJaZaVJehhiWeiZa 5.7 18

125
TheJfirstJ argaritiferidaeJmaleJR WtypeSJmitogenomejJmitochondrialJgeneJorderJasJaJpotentialJ
characterJforJdeterminingJhigherWorderJphylogenyJwithinJUnionidaJRrivalviaSXJJournalZofZMolluscanZ
StudiesVJ2017VJhcVJbdiWbeb

1.1 15

124 weneticJdiversityJofJunterococcusJfaecalisJisolatedJfromJenvironmentalVJanimalJandJclinicalJsourcesJ
inJ alaysiaXJJournalZofZInfectionZandZPublicZHealthVJ2017VJaZVJfagWfbc 7.4 9

(2017-2018)
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123 TheJcompleteJmitochondrialJgenomeJofJtheJsnakeskinJgouramiVJRReganJaiaZSJRTeleosteijJ
åsphronemidaeSXJMitochondrialZDNAZPartZB:ZResourcesVJ2017VJbVJadhWadi 0.5 3

122 üurifyingJselectionJandJgeneticJdriftJshapedJüleistoceneJevolutionJofJtheJmitochondrialJgenomeJinJ
anJendangeredJqustralianJfreshwaterJfishXJHeredityVJ2017VJaahVJdffWdgf 3.6 22

121 tisentanglingJtheJTaxonomyJofJtheJ ahseersJRTorJsppXSJofJ alaysiajJqnJyntegratedJqpproachJUsingJ
 orphologyVJweneticsJandJxistoricalJRecordsXJReviewsZinZFisheriesZScienceZandZAquacultureVJ2017VJbeVJagaWahc8.3 9

120 ynJSituJStimulationJofJThiocyanateJriodegradationJthroughJühosphateJqmendmentJinJwoldJ ineJ
TailingsJWaterXJEnvironmentalZScienceZfamp;ZTechnologyVJ2017VJeaVJaccecWaccfb 10.3 16

119 SignaturesJofJpolygenicJadaptationJassociatedJwithJclimateJacrossJtheJrangeJofJaJthreatenedJfishJ
speciesJwithJhighJgeneticJconnectivityXJMolecularZEcologyVJ2017VJbfVJfbecWfbfi 5.7 26

118 qJglimpseJintoJtheJgeneticJbasisJofJsymbiosisJbetweenJandJtheirJhelperJstrainsJinJtheJ
biodegradationJofJdWaminobenzenesulfonateXJJournalZofZGenomicsVJ2017VJeVJggWhb 0.9 8

117 traftJwenomeJSequencesJofJSixJStrainsJysolatedJfromJ alaysianJslinicalJandJunvironmentalJåriginsXJ
GenomeZAnnouncementsVJ2017VJeVJ 1

116 wenomicJcharacterizationJofJeightJstrainsJisolatedJfromJpristineJcavesJandJaJwholeJgenomeJ
phylogenyJofXJJournalZofZGenomicsVJ2017VJeVJabWae 0.9 5

115 WholeJgenomeJsequencingJofJisolatedJfromJtheJchewingJstickJRSjJinsightsJintoJphylogenyVJ
mitogenomeJdynamicsJandJcarotenoidJbiosynthesisXJPeerJVJ2017VJeVJedZcZ 3.1 15

114 WholeWwenomeJSequencesJofJTwoJsarbapenemWResistantJStrainsJysolatedJfromJaJTertiaryJxospitalJ
inJzohorVJ alaysiaXJGenomeZAnnouncementsVJ2017VJeVJ 11

113 xighWresolutionJbacterialJafSJrRNqJgeneJprofileJmetaWanalysisJandJbiofilmJstatusJrevealJcommonJ
colorectalJcancerJconsortiaXJNpjZBiofilmsZandZMicrobiomesVJ2017VJcVJcd 8.2 145

112
sompleteJgenomeJsequenceJofJNovosphingobiumJresinovorumJSqaVJaJversatileJ
xenobioticWdegradingJbacteriumJcapableJofJutilizingJsulfanilicJacidXJJournalZofZBiotechnologyVJ2017VJ
bdaVJgfWhZ

3.7 17

111 teJnovoJgenomeJassemblyJandJannotationJofJqustraliaQsJlargestJfreshwaterJfishVJtheJ urrayJcodJ
R accullochellaJpeeliiSVJfromJylluminaJandJNanoporeJsequencingJreadXJGigaScienceVJ2017VJfVJaWf 7.6 40

110
itNqJatJSeajJRecoveryJofJWhaleJSharkJRRhincodonJtypusSJ itochondrialJtNqJSequencesJfromJtheJ
WhaleJSharkJsopepodJRüandarusJrhincodonicusSJsonfirmsJwlobalJüopulationJStructureXJFrontiersZinZ
MarineZScienceVJ2017VJdVJ

4.5 13

109 TaxonomicJslassificationJofJcgcJwenomesJRevealsJSpeciesJ isidentificationJandJNewJwenospeciesJ
withinJtheJwenusXJFrontiersZinZMicrobiologyVJ2017VJhVJabif 5.7 30

108
NanoporeJ’ongWReadJwuidedJsompleteJwenomeJqssemblyJofJVJandJwenomicJynsightsJintoJ
dWqminobenzenesulfonateVJWqminobenzoicJqcidJandJxydrogenJ etabolismJinJtheJwenusXJFrontiersZinZ
MicrobiologyVJ2017VJhVJahhZ

5.7 17

107
tiggingJdeeperjJnewJgeneJorderJrearrangementsJandJdistinctJpatternsJofJcodonsJusageJinJ
mitochondrialJgenomesJamongJshrimpsJfromJtheJqxiideaVJwebiideaJandJsarideaJRsrustaceajJ
tecapodaSXJPeerJVJ2017VJeVJebihb

3.1 26

106 ulucidatingJtheJdietJofJtheJislandJflyingJfoxJRSJinJüeninsularJ alaysiaJthroughJylluminaJ
NextWwenerationJSequencingXJPeerJVJ2017VJeVJecagf 3.1 24
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105
TheJmaleJandJfemaleJcompleteJmitochondrialJgenomeJsequencesJofJtheJundangeredJfreshwaterJ
musselJüotomidaJlittoralisJRsuvierVJagihSJRrivalviajJUnionidaeSXJMitochondrialZDNAZPartZA:ZDNAZ
MappinglZSequencinglZandZAnalysisVJ2016VJbgVJcegaWb

1.3 17

104
TheJcompleteJmitogenomeJofJtheJminuteJmudskipperVJüeriophthalmusJminutusJuggertVJaiceJ
RüerciformesjJwobiidaejJåxudercinaeSXJMitochondrialZDNAZPartZA:ZDNAZMappinglZSequencinglZandZ
AnalysisVJ2016VJbgVJdahgWdahh

1.3 2

103
TheJcompleteJmitogenomeJofJtheJrockJpoolJprawnJüalaemonJserenusJRxellerVJahfbSJRsrustaceajJ
tecapodajJüalaemonidaeSXJMitochondrialZDNAZPartZA:ZDNAZMappinglZSequencinglZandZAnalysisVJ2016VJ
bgVJcaeeWf

1.3 6

102
TheJcompleteJmitogenomeJofJtheJqustralianJfreshwaterJshrimpJüaratyaJaustraliensisJ‘empVJaiagJ
RsrustaceajJtecapodajJqtyidaeSXJMitochondrialZDNAZPartZA:ZDNAZMappinglZSequencinglZandZAnalysisVJ
2016VJbgVJcaegWh

1.3 1

101
TheJcompleteJmitogenomeJofJtheJNewJZealandJfreshwaterJcrayfishJüaranephropsJplanifronsJWhiteJ
ahdbJRsrustaceajJtecapodajJüarastacidaeSXJMitochondrialZDNAZPartZA:ZDNAZMappinglZSequencinglZandZ
AnalysisVJ2016VJbgVJccccWd

1.3 2

100
 itochondrialJgenomesJofJtheJjungleJcrowJsorvusJmacrorhynchosJRüasseriformesjJsorvidaeSJfromJ
shedJfeathersJandJaJphylogeneticJanalysisJofJgenusJsorvusJusingJmitochondrialJproteinWcodingJ
genesXJMitochondrialZDNAZPartZA:ZDNAZMappinglZSequencinglZandZAnalysisVJ2016VJbgVJbffhWgZ

1.3 4

99
TheJcompleteJmitogenomeJofJtheJbluespottedJribbontailJrayJTaeniuraJlymmaJRvorsskˆ¥lVJaggeSJ
RulasmobranchiijJ yliobatiformesjJtasyatidaeSXJMitochondrialZDNAZPartZA:ZDNAZMappinglZ
SequencinglZandZAnalysisVJ2016VJbgVJcbZeWg

1.3 1

98
TheJcompleteJmitogenomeJofJtheJ ortonJrayJbugJThenusJorientalisJR’undVJagicSJRsrustaceajJ
tecapodajJScyllaridaeSJfromJaJcookedJsampleJandJaJnewJmitogenomeJorderJforJtheJtecapodaXJ
MitochondrialZDNAVJ2016VJbgVJabggWh

3

97 TheJcompleteJmitogenomeJofJtheJqustralianJlandJcrayfishJungaeusJlyelliJRslarkJaicfSJRsrustaceajJ
tecapodajJüarastacidaeSXJMitochondrialZDNAVJ2016VJbgVJeieWf 5

96 TheJcompleteJmitogenomeJofJtheJredJclawJcrayfishJsheraxJquadricarinatusJRVonJ artensVJahfhSJ
RsrustaceajJtecapodajJüarastacidaeSXJMitochondrialZDNAVJ2016VJbgVJcheWf 11

95 TheJcompleteJmitochondrialJgenomeJofJtheJinvasiveJhouseJcrowJsorvusJsplendensJRüasseriformesjJ
sorvidaeSXJMitochondrialZDNAVJ2016VJbgVJigdWe 7

94 TheJcompleteJmitogenomeJofJtheJfreshwaterJcrayfishJsheraxJcainiiJRsrustaceajJtecapodajJ
üarastacidaeSXJMitochondrialZDNAVJ2016VJbgVJabfWg 10

93
TheJcompleteJmitogenomeJofJtheJwhaleJsharkJparasiticJcopepodJüandarusJrhincodonicusJnormanVJ
NewboundJPJ‘nottJRsrustaceakJSiphonostomatoidakJüandaridaeSWWaJnewJgeneJorderJforJtheJ
copepodaXJMitochondrialZDNAVJ2016VJbgVJfidWe

5

92 ympactJofJdengueJvirusJRtuNVSJcoWinfectionJonJclinicalJmanifestationsVJdiseaseJseverityJandJ
laboratoryJparametersXJBMCZInfectiousZDiseasesVJ2016VJafVJdZf 4 34

91 TheJcompleteJmitogenomeJofJtheJcowJtailJrayJüastinachusJatrusJR acleayVJahhcSJRulasmobranchiikJ
 yliobatiformeskJtasyatidaeSXJMitochondrialZDNAVJ2016VJbgVJacgbWc 2

90
TheJcompleteJmitogenomeJofJtheJhermitJcrabJslibanariusJinfraspinatusJRxilgendorfVJahfiSVJ
RsrustaceakJtecapodakJtiogenidaeSJWJaJnewJgeneJorderJforJtheJtecapodaXJMitochondrialZDNAZPartZA:Z
DNAZMappinglZSequencinglZandZAnalysisVJ2016VJbgVJdZiiWdaZZ

1.3 13

89 TheJcompleteJmitogenomeJofJtheJcrayfishJsheraxJglaberJRsrustaceajJtecapodajJüarastacidaeSXJ
MitochondrialZDNAVJ2016VJbgVJbbZWa 7

88
TheJcompleteJmitogenomeJofJtheJendangeredJwhiteWclawedJfreshwaterJcrayfishJqustropotamobiusJ
pallipesJR’ereboulletVJahehSJRsrustaceajJtecapodajJqstacidaeSXJMitochondrialZDNAZPartZA:ZDNAZ
MappinglZSequencinglZandZAnalysisVJ2016VJbgVJccbiWcZ

1.3 5

(2016-2016)
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87 TheJcompleteJmitogenomeJofJtheJgiantJclamJTridacnaJsquamosaJRxeterodontajJrivalviajJ
TridacnidaeSXJMitochondrialZDNAZPartZA:ZDNAZMappinglZSequencinglZandZAnalysisVJ2016VJbgVJcbbZWa 1.3 7

86
TheJcompleteJmitogenomeJofJtheJinvasiveJspinyWcheekJcrayfishJårconectesJlimosusJRRafinesqueVJ
ahagSJRsrustaceajJtecapodajJsambaridaeSXJMitochondrialZDNAZPartZA:ZDNAZMappinglZSequencinglZandZ
AnalysisVJ2016VJbgVJcahaWc

1.3 4

85
TheJcompleteJmitogenomeJofJtheJNorwayJlobsterJNephropsJnorvegicusJR’innaeusVJagehSJ
RsrustaceajJtecapodajJNephropidaeSXJMitochondrialZDNAZPartZA:ZDNAZMappinglZSequencinglZandZ
AnalysisVJ2016VJbgVJcagiWhZ

1.3 4

84
TheJcompleteJmitochondrialJgenomeJofJtheJbassJyabbyJTrypaeaJaustraliensisJtanaJahebVJ
RsrustaceakJtecapodakJsallianassidaeSJWJaJnewJgeneJorderJforJtheJtecapodaXJMitochondrialZDNAZPartZ
A:ZDNAZMappinglZSequencinglZandZAnalysisVJ2016VJbgVJciheWcihf

1.3 1

83 WholeWwenomeJSequencingJRevealsJaJNewJwenospeciesJofJ ethylobacteriumJspXJwXSacVJysolatedJ
fromJVitisJviniferaJ’XJXylemJSapXJGenomeZAnnouncementsVJ2016VJdVJ 2

82 üleistoceneJdivergenceJacrossJaJmountainJrangeJandJtheJinfluenceJofJselectionJonJmitogenomeJ
evolutionJinJthreatenedJqustralianJfreshwaterJcodJspeciesXJHeredityVJ2016VJaafVJeZfWae 3.6 15

81
sharacterisationJofJabJmicrosatelliteJlociJinJtheJVietnameseJcommercialJclamJ’utrariaJrhynchaenaJ
zonasJahddJRxeterodontajJrivalviajJ actridaeSJthroughJnextWgenerationJsequencingXJMolecularZ
BiologyZReportsVJ2016VJdcVJciaWf

2.8 5

80 TheJcompleteJmitogenomeJofJtheJ acquarieJperchVJ acquariaJaustralasicaJsuvierVJahcZJRTeleosteijJ
üercichthyidaeSXJMitochondrialZDNAVJ2016VJbgVJchcWd 4

79 TheJcompleteJmitogenomeJofJtheJporcelainJcrabJüetrolisthesJhaswelliJ iersVJahhdJRsrustaceajJ
tecapodajJqnomuraSXJMitochondrialZDNAZPartZA:ZDNAZMappinglZSequencinglZandZAnalysisVJ2016VJbgVJcihcWcihd1.3 5

78 TheJcompleteJmitogenomeJofJsheraxJmonticolaJRsrustaceajJtecapodajJüarastacidaeSVJaJlargeJ
highlandJcrayfishJfromJNewJwuineaXJMitochondrialZDNAVJ2016VJbgVJccgWh 13

77 TheJcompleteJmitogenomeJofJtheJqustralianJcrayfishJweocharaxJgracilisJslarkJaicfJRsrustaceajJ
tecapodajJüarastacidaeSXJMitochondrialZDNAVJ2016VJbgVJhbfWg 4

76
virstJcomprehensiveJmultiWtissueJtranscriptomeJofJsheraxJquadricarinatusJRtecapodajJ
üarastacidaeSJrevealsJunexpectedJdiversityJofJendogenousJcellulaseXJOrganismsZDiversityZandZ
EvolutionVJ2016VJafVJaheWbZZ

1.7 16

75 TheJcompleteJmitogenomeJofJtheJmarineJbivalveJ’utrariaJrhynchaenaJzonasJahddJRxeterodontajJ
rivalviajJ actridaeSXJMitochondrialZDNAVJ2016VJbgVJcceWf 5

74 TheJcompleteJmitogenomeJofJtheJqustralianJspinyJcrayfishJuuastacusJyarraensisJR csoyVJahhhSJ
RsrustaceajJtecapodajJüarastacidaeSXJMitochondrialZDNAVJ2016VJbgVJibiWcZ 5

73 TheJcompleteJmitogenomeJofJtheJswimmingJcrabJThalamitaJcrenataJRRˆ…ppellVJahcZSJRsrustaceakJ
tecapodakJüortunidaeSXJMitochondrialZDNAVJ2016VJbgVJabgeWf 5

72 TheJcompleteJmitogenomeJofJtheJmoonJcrabJqshtoretJlunarisJRvorskalVJaggeSVJRsrustaceakJ
tecapodakJ atutidaeSXJMitochondrialZDNAVJ2016VJbgVJacacWd 2

71 TheJcompleteJmitogenomeJofJtheJstoneJcrabJ yomenippeJfornasiniiJRrianconiVJaheaSJRsrustaceajJ
tecapodajJ enippidaeSXJMitochondrialZDNAVJ2016VJbgVJacgdWe 2

70
TheJcompleteJmitogenomeJofJpurpleJmottledJshoreJcrabJsyclograpsusJgranulosusJxXJ
 ilneWudwardsVJahecJRsrustaceajJtecapodajJwrapsoideaSXJMitochondrialZDNAZPartZA:ZDNAZMappinglZ
SequencinglZandZAnalysisVJ2016VJbgVJcihaWcihb

1.3 6

Han Ming Gan
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69
TheJcompleteJmitogenomeJofJtheJendangeredJfreshwaterJcrayfishJsheraxJtenuimanusJRSmithJaiabSJ
RsrustaceajJtecapodajJüarastacidaeSXJMitochondrialZDNAZPartZA:ZDNAZMappinglZSequencinglZandZ
AnalysisVJ2016VJbgVJdagfWdagg

1.3 1

68 TheJcompleteJmitogenomeJofJtheJ urrayJsodVJ accullochellaJpeeliiJR itchellVJahchSJRTeleosteijJ
üercichthyidaeSXJMitochondrialZDNAVJ2016VJbgVJgbiWcZ 2

67 TheJcompleteJmitogenomeJofJtheJqustralianJtadpoleJshrimpJTriopsJaustraliensisJRSpencerJPJxallVJ
ahieSJRsrustaceajJrranchiopodajJNotostracaSXJMitochondrialZDNAVJ2016VJbgVJbZbhWi 1

66 TheJcompleteJmitogenomeJofJtheJghostJcrabJåcypodeJceratophthalmusJRüallasVJaggbSJRsrustaceajJ
tecapodajJåcypodidaeSXJMitochondrialZDNAVJ2016VJbgVJbabcWd 5

65 TheJcompleteJmitogenomeJofJtheJriverJblackfishVJwadopsisJmarmoratusJRRichardsonVJahdhSJ
RTeleosteijJüercichthyidaeSXJMitochondrialZDNAVJ2016VJbgVJbZcZWa 1

64 TheJcompleteJmitogenomeJofJtheJsoldierJcrabJ ictyrisJlongicarpusJR’atreilleVJahZfSJRsrustaceajJ
tecapodajJ ictyridaeSXJMitochondrialZDNAVJ2016VJbgVJbabaWb 3

63 wenomeJsequencingWassistedJidentificationJandJtheJfirstJfunctionalJvalidationJofJ
NWacylWhomoserineWlactoneJsynthasesJfromJtheJSphingomonadaceaeJfamilyXJPeerJVJ2016VJdVJebccb 3.1 5

62 wlobalJ ’STJofJSalmonellaJTyphiJRevisitedJinJüostWgenomicJurajJweneticJsonservationVJüopulationJ
StructureVJandJsomparativeJwenomicsJofJRareJSequenceJTypesXJFrontiersZinZMicrobiologyVJ2016VJgVJbgZ 5.7 18

61
ydentificationJandJüartialJsharacterizationJofJaJNovelJUtüWNWqcetylenolpyruvoylglucosamineJ
ReductaseYUtüWNWqcetylmuramatejlWqlanineJ’igaseJvusionJunzymeJfromJVerrucomicrobiumJ
spinosumJtS JdacfRTSXJFrontiersZinZMicrobiologyVJ2016VJgVJcfb

5.7 3

60 xelicobacterJpyloriJuradicationJsausesJüerturbationJofJtheJxumanJwutJ icrobiomeJinJYoungJ
qdultsXJPLoSZONEVJ2016VJaaVJeZaeahic 3.7 82

59
 odulatoryJeffectsJofJcondensedJtanninJfractionsJofJdifferentJmolecularJweightsJfromJaJ’eucaenaJ
leucocephalaJhybridJonJtheJbovineJrumenJbacterialJcommunityJinJvitroXJJournalZofZtheZScienceZofZ
FoodZandZAgricultureVJ2016VJifVJdefeWgd

4.3 12

58 virstJxighWQualityJtraftJwenomeJSequenceJofJüasteurellaJmultocidaJSequenceJTypeJabhJysolatedJ
fromJynfectedJroneXJGenomeZAnnouncementsVJ2016VJdVJ 2

57 virstJsompleteJwenomeJSequenceJofJaJshikungunyaJVirusJStrainJysolatedJfromJaJüatientJtiagnosedJ
withJtengueJVirusJynfectionJinJ alaysiaXJGenomeZAnnouncementsVJ2016VJdVJ 2

56
uffectsJofJcondensedJtanninJfractionsJofJdifferentJmolecularJweightsJonJpopulationJandJdiversityJofJ
bovineJrumenJmethanogenicJarchaeaJinJvitroJVJasJdeterminedJbyJhighWthroughputJsequencingXJ
AnimalZFeedZScienceZandZTechnologyVJ2016VJbafVJadfWafZ

3 31

55 vieldJcalibrationJofJblowflyWderivedJtNqJagainstJtraditionalJmethodsJforJassessingJmammalJ
diversityJinJtropicalJforestsXJGenomeVJ2016VJeiVJaZZhWaZbb 2.4 26

54
 itoühqSTVJaJnewJautomatedJmitogenomicJphylogenyJtoolJinJtheJpostWgenomicJeraJwithJaJcaseJ
studyJofJhiJdecapodJmitogenomesJincludingJeightJnewJfreshwaterJcrayfishJmitogenomesXJ
MolecularZPhylogeneticsZandZEvolutionVJ2015VJheVJahZWh

4.1 42

53 tecipheringJchickenJgutJmicrobialJdynamicsJbasedJonJhighWthroughputJafSJrRNqJmetagenomicsJ
analysesXJGutZPathogensVJ2015VJgVJd 5.4 155

52 WholeJwenomeJSequencingJofJtheJqsianJqrowanaJRScleropagesJformosusSJürovidesJynsightsJintoJ
theJuvolutionJofJRayWvinnedJvishesXJGenomeZBiologyZandZEvolutionVJ2015VJgVJbhheWie 3.9 30

(2015-2016)
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51
WholeWwenomeJSequencingJandJqnnotationJofJracillusJsafensisJRyTcgbJandJüseudomonasJ
oryzihabitansJRyTcgZJfromJsapsicumJannuumJRrirdQsJuyeJshiliSJandJsapsicumJchinenseJRYellowJ
’anternJshiliSVJRespectivelyXJGenomeZAnnouncementsVJ2015VJcVJ

1

50 WholeWwenomeJSequenceJandJqnnotationJofJåctopineWUtilizingJüseudomonasJkilonensisJ
RüreviouslyJüX´ fluorescensSJStrainJaheeWcddXJGenomeZAnnouncementsVJ2015VJcVJ 5

49 tNqJmetabarcodingJofJinsectsJandJalliesjJanJevaluationJofJprimersJandJpipelinesXJBulletinZofZ
EntomologicalZResearchVJ2015VJaZeVJgagWbg 1.7 90

48 WholeWwenomeJSequenceJandJslassificationJofJaaJundophyticJracteriaJfromJüoisonJyvyJ
RToxicodendronJradicansSXJGenomeZAnnouncementsVJ2015VJcVJ 6

47 srustalJfluidJandJashJalterationJimpactsJonJtheJbiosphereJofJShikokuJrasinJsedimentsVJNankaiJ
TroughVJzapanXJGeobiologyVJ2015VJacVJefbWhZ 4.3 18

46 traftJwenomeJSequenceJofJYellowJüigmentedJzeotgalibacillusJalimentariusJzYWacTVJtheJvirstJ
xalophileJStrainJofJtheJwenusJzeotgalibacillusXJGenomeZAnnouncementsVJ2015VJcVJ 1

45 traftJgenomeJofJzeotgalibacillusJcampisalisJSvWegRTSVJaJmoderateJhalophilicJbacteriumJisolatedJ
fromJmarineJsalternXJMarineZGenomicsVJ2015VJbcVJeiWfZ 1.9 3

44 traftJwenomeJSequenceJofJzeotgalibacillusJsoliJtS JbcbbhVJaJracteriumJysolatedJfromJqlkalineJ
SandyJSoilXJGenomeZAnnouncementsVJ2015VJcVJ 3

43
ysolationVJydentificationVJWholeWwenomeJSequencingVJandJqnnotationJofJvourJracillusJSpeciesVJ
rX´ anthracisJRyTcgeVJrX´ circulansJRyTcgiVJrXJaltitudinisJRyTchZVJandJrXJmegateriumJRyTchaVJfromJ
ynternalJStemJTissueJofJtheJynsulinJülantJsostusJigneusXJGenomeZAnnouncementsVJ2015VJcVJ

4

42
yntegratedJshotgunJsequencingJandJbioinformaticsJpipelineJallowsJultraWfastJmitogenomeJrecoveryJ
andJconfirmsJsubstantialJgeneJrearrangementsJinJqustralianJfreshwaterJcrayfishesXJBMCZ
EvolutionaryZBiologyVJ2014VJadVJai

3 80

41 traftJwenomeJSequenceJofJüaenibacillusJspXJStrainJ StaJwithJrroadJqntimicrobialJqctivityVJysolatedJ
fromJ alaysianJTropicalJüeatJSwampJSoilXJGenomeZAnnouncementsVJ2014VJbVJ 1

40
WholeJgenomeJsequencingJandJanalysisJrevealJinsightsJintoJtheJgeneticJstructureVJdiversityJandJ
evolutionaryJrelatednessJofJluxyJandJluxRJhomologsJinJbacteriaJbelongingJtoJtheJ
SphingomonadaceaeJfamilyXJFrontiersZinZCellularZandZInfectionZMicrobiologyVJ2014VJdVJahh

5.9 29

39 qnalysisJofJanoxybacillusJgenomesJfromJtheJaspectsJofJlifestyleJadaptationsVJprophageJdiversityVJ
andJcarbohydrateJmetabolismXJPLoSZONEVJ2014VJiVJeiZedi 3.7 42

38 traftJwenomeJSequenceJofJslostridiumJperfringensJStrainJzzsVJaJxighlyJufficientJxydrogenJ
üroducerJysolatedJfromJ’andfillJ’eachateJSludgeXJGenomeZAnnouncementsVJ2014VJbVJ 7

37 ’V’WdiaminopimelateJaminotransferaseJRtap’SjJaJputativeJtargetJforJtheJdevelopmentJofJ
narrowWspectrumJantibacterialJcompoundsXJFrontiersZinZMicrobiologyVJ2014VJeVJeZi 5.7 13

36  icrobialJsuccessionJandJtheJfunctionalJpotentialJduringJtheJfermentationJofJshineseJsoyJsauceJ
brineXJFrontiersZinZMicrobiologyVJ2014VJeVJeef 5.7 52

35 traftJwenomeJSequencesJofJTwoJsellulolyticJüaenibacillusJspXJStrainsVJ quüYaJandJ quüYbVJfromJ
 alaysianJ’andfillJ’eachateXJGenomeZAnnouncementsVJ2014VJbVJ 4

34 traftJwenomeJSequenceJofJslostridiumJbifermentansJStrainJWY VJaJüromisingJriohydrogenJ
üroducerJysolatedJfromJ’andfillJ’eachateJSludgeXJGenomeZAnnouncementsVJ2014VJbVJ 6
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33 WholeWgenomeJsequencesJofJacJendophyticJbacteriaJisolatedJfromJshrubJwillowJRsalixSJgrownJinJ
genevaVJnewJyorkXJGenomeZAnnouncementsVJ2014VJbVJ 17

32 traftJwenomeJSequencesJofJTwoJqntimicrobialWüroducingJrurkholderiaJspXJStrainsVJ ShaJandJ
 ShbVJysolatedJfromJ alaysianJTropicalJüeatJSwampJvorestJSoilXJGenomeZAnnouncementsVJ2014VJbVJ 3

31
traftJwenomeJSequenceJofJslostridiumJspXJStrainJqdeXTYVJaJNewJriohydrogenWJandJ
riochemicalWüroducingJracteriumJysolatedJfromJ’andfillJ’eachateJSludgeXJGenomeZAnnouncementsVJ
2014VJbVJ

1

30 somparativeJgenomicsJofJcloselyJrelatedJSalmonellaJentericaJserovarJTyphiJstrainsJrevealsJgenomeJ
dynamicsJandJtheJacquisitionJofJnovelJpathogenicJelementsXJBMCZGenomicsVJ2014VJaeVJaZZg 4.5 15

29 WholeWwenomeJSequencesJofJviveJåligotrophicJracteriaJysolatedJfromJteepJwithinJ’echuguillaJ
saveVJNewJ exicoXJGenomeZAnnouncementsVJ2014VJbVJ 17

28 somparativeJgenomicJanalysisJofJsixJbacteriaJbelongingJtoJtheJgenusJNovosphingobiumjJinsightsJ
intoJmarineJadaptationVJcellWcellJsignalingJandJbioremediationXJBMCZGenomicsVJ2013VJadVJdca 4.5 43

27 TheJcompleteJgenomeJsequenceJofJusaWUü VJaJnovelJNdWlikeJbacteriophageJthatJinfectsJ
uscherichiaJcoliJåghj‘hZXJVirologyZJournalVJ2013VJaZVJcZh 6.1 16

26 wenomeJsequenceJofJmultidrugWresistantJuscherichiaJcoliJuscZbYZdVJisolatedJfromJaJhumanJtrachealJ
aspirateXJJournalZofZBacteriologyVJ2012VJaidVJffiaWb 3.5 5

25 wenomeJsequenceJofJxydrogenophagaJspXJstrainJürsVJaJdWaminobenzenesulfonateWdegradingJ
bacteriumXJJournalZofZBacteriologyVJ2012VJaidVJdgeiWfZ 3.5 20

24 wenomeJsequenceJofJ ethylobacteriumJspXJstrainJwXvdVJaJxylemWassociatedJbacteriumJisolatedJ
fromJVitisJviniferaJ’XJgrapevineXJJournalZofZBacteriologyVJ2012VJaidVJeaegWh 3.5 14

23 wenomeJsequenceJofJqureobasidiumJpullulansJqYdVJanJemergingJopportunisticJfungalJpathogenJ
withJdiverseJbiotechnologicalJpotentialXJEukaryoticZCellVJ2012VJaaVJadaiWbZ 16

22 wenomeJsequenceJandJcomparativeJpathogenomicsJanalysisJofJaJSalmonellaJentericaJSerovarJTyphiJ
strainJassociatedJwithJaJtyphoidJcarrierJinJ alaysiaXJJournalZofZBacteriologyVJ2012VJaidVJeigZWa 3.5 18

21 sloningJandJfunctionalJanalysisJofJtheJgenesJcodingJforJdWaminobenzenesulfonateJcVdWdioxygenaseJ
fromJxydrogenophagaJspXJürsXJMicrobiologyZhUnitedZKingdomiVJ2012VJaehVJaiccWaida 2.9 10

20 wenomeJsequenceJofJNovosphingobiumJspXJstrainJRrJbWagVJaJnopalineJcrownJgallWassociatedJ
bacteriumJisolatedJfromJVitisJviniferaJ’XJgrapevineXJJournalZofZBacteriologyVJ2012VJaidVJeacgWh 3.5 11

19 wenomeJsequenceJofJunterococcusJspXJstrainJsaVJanJazoJdyeJdecolorizerXJJournalZofZBacteriologyVJ
2012VJaidVJegafWg 3.5 6

18 wenomeJsequenceJofJsitrobacterJspXJstrainJqaVJaJdyeWdegradingJbacteriumXJJournalZofZBacteriologyVJ
2012VJaidVJedheWf 3.5 10

17 wenomeJsequenceJandJcomparativeJgenomicsJanalysisJofJaJVibrioJcholeraeJåaJstrainJisolatedJfromJ
aJcholeraJpatientJinJ alaysiaXJJournalZofZBacteriologyVJ2012VJaidVJficc 3.5 5

16 qdeRVJaJüucRWtypeJtranscriptionJfactorVJactivatesJexpressionJofJ’WalanineJdehydrogenaseJandJisJ
requiredJforJsporulationJofJracillusJsubtilisXJJournalZofZBacteriologyVJ2012VJaidVJdiieWeZZa 3.5 12

(2012-2014)
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15 WholeWgenomeJsequenceJofJunterobacterJspXJstrainJSSTcVJanJendophyteJisolatedJfromJzamaicanJ
sugarcaneJRSaccharumJspXSJstalkJtissueXJJournalZofZBacteriologyVJ2012VJaidVJeihaWb 3.5 4

14 wenomeJsequenceJofJRalstoniaJspXJstrainJürqVJaJbacteriumJinvolvedJinJtheJbiodegradationJofJ
dWaminobenzenesulfonateXJJournalZofZBacteriologyVJ2012VJaidVJeaciWdZ 3.5 8

13 wenomeJsequenceJofJüichiaJkudriavzeviiJ abVJaJpotentialJproducerJofJbioethanolJandJphytaseXJ
EukaryoticZCellVJ2012VJaaVJacZZWa 50

12 wenomeJsequenceJofJqcinetobacterJbaumanniiJqsabVJaJpolymyxinWresistantJstrainJisolatedJfromJ
TerengganuVJ alaysiaXJJournalZofZBacteriologyVJ2012VJaidVJeigiWhZ 3.5 3

11 WholeWgenomeJsequenceJofJsupriavidusJspXJstrainJrySgVJaJheavyWmetalWresistantJbacteriumXJJournalZ
ofZBacteriologyVJ2012VJaidVJfcbd 3.5 12

10 traftJgenomeJsequenceJofJüantoeaJspXJstrainJqdVJaJRafflesiaWassociatedJbacteriumJthatJproducesJ
NWacylhomoserineJlactonesJasJquorumWsensingJmoleculesXJJournalZofZBacteriologyVJ2012VJaidVJffaZ 3.5 11

9
wenomeJsequenceJofJRoseomonasJspXJstrainJreVJaJquorumWquenchingJNWacylhomoserineJ
lactoneWdegradingJbacteriumJisolatedJfromJ alaysianJtropicalJsoilXJJournalZofZBacteriologyVJ2012VJ
aidVJffhaWb

3.5 11

8 ydentificationJofJgenesJinvolvedJinJtheJdWaminobenzenesulfonateJdegradationJpathwayJofJ
xydrogenophagaJspXJürsJviaJtransposonJmutagenesisXJFEMSZMicrobiologyZLettersVJ2011VJcahVJaZhWad 2.9 22

7 riodegradationJofJdWaminobenzenesulfonateJbyJRalstoniaJspXJürqJandJxydrogenophagaJspXJürsJ
isolatedJfromJtextileJwastewaterJtreatmentJplantXJChemosphereVJ2011VJhbVJeZgWac 8.4 52

6 ydentificationJofJanJrshJgeneJfromJaJNovosphingobiumJspXJnecessaryJforJquorumWsensingJsignalJ
accumulationXJJournalZofZBacteriologyVJ2009VJaiaVJbeeaWfZ 3.5 18

5 QuorumWsensingJsignalJproductionJbyJqgrobacteriumJvitisJstrainsJandJtheirJtumorWinducingJandJ
tartrateWcatabolicJplasmidsXJFEMSZMicrobiologyZLettersVJ2009VJbifVJaZbWi 2.9 16

4
NanoporeJlongJreadsJenableJtheJfirstJcompleteJgenomeJassemblyJofJaJ alaysianJVibrioJ
parahaemolyticusJisolateJbearingJtheJpVaJplasmidJassociatedJwithJacuteJhepatopancreaticJnecrosisJ
diseaseXJFqpppResearchVhVJbaZh

3.6 2

3
 itogenomicJphylogenyJandJfossilWcalibratedJmutationJratesJforJallJvWJandJ WtypeJmttNqJgenesJofJ
theJlargestJfreshwaterJmusselJfamilyVJtheJUnionidaeJRrivalviaSXJZoologicalZJournalZofZtheZLinneanZ
SocietyV

2.4 5

2 TheJafSJmicrobiotaJofJruduVJtheJ alaysianJfermentedJanchovyJsauce 1

1 ynsightJintoJtheJresistomeJandJquorumJsensingJsystemJofJaJdivergentJqcinetobacterJpittiiJisolateJ
fromJanJuntouchedJsiteJofJtheJ’echuguillaJsave 1
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