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j Paper IF Citations

301 RareHgermlineHcopyHnumberHvariantsHPq VsQHandHbreastHcancerHriskVVHCommunicationsiBiologyTH2022TH
cTHdc 6.7 0

300 qommonHvariantsHinHbreastHcancerHriskHlociHpredisposeHtoHdistinctHtumorHsubtypesVVHBreastiCanceri
ResearchTH2022THZbTHZ 8.3 3

299 uenomicHcorrelationTHsharedHlociTHandHcausalHrelationshipHbetweenHobesityHandHpolycysticHovaryH
syndromehHaHlargeUscaleHgenomeUwideHcrossUtraitHanalysisVVHBMCiMedicineTH2022THZXTHdd 11.4 1

298 SomaticHmutationalHprofilesHandHgermlineHpolygenicHriskHscoresHinHhumanHcancerVVHGenomeiMedicineTH
2022THYbTHYb 14.4 0

297 –endelianHRandomizationHWithHRepeatedH–easuresHofHaHTimeUvaryingHsxposurehHonHopplicationHofH
StructuralH–eanH–odelsVHEpidemiologyTH2022THaaTHfbUgb 3.1 0

296 preastHqancerHScreeningHStrategiesHforHWomenHWithHoT–THqvsyZTHandHöozpZHöathogenicHVariantshH
oHqomparativeH–odelingHonalysisVVHJAMAiOncologyTH2022TH 13.4 5

295 obstractHöaUYaUXZhHoHgenomeUwideHassociationHstudyHofHmammographicHtextureHvariationVHCanceri
ResearchTH2022THfZTHöaUYaUXZUöaUYaUXZ 10.1

294 oHuenomeUWideHueneUpasedHueneâ��snvironmentHwnteractionHStudyHofHpreastHqancerHinH–oreHthanH
gXTXXXHWomenVHCanceriResearchiCommunicationsTH2022THZTHZYYUZYg 0

293 uenomeUwideHinteractionHanalysisHofHmenopausalHhormoneHtherapyHuseHandHbreastHcancerHriskH
amongHdZTaeXHwomenVVHScientificiReportsTH2022THYZTHdYgg 4.9

292 öolygenicHscoresTHdietHqualityTHandHtypeHZHdiabetesHriskhHonHobservationalHstudyHamongHacTecgHadultsH
fromHaHUSHcohortsVVHPLoSiMedicineTH2022THYgTHeYXXageZ 11.6 2

291
qrossUqancerHuenomeUWideHossociationHStudyHofHsndometrialHqancerHandHspithelialHOvarianHqancerH
wdentifiesHueneticHRiskHRegionsHossociatedHwithHRiskHofHpothHqancersVHCanceriEpidemiologyi
BiomarkersiandiPreventionTH2021THaXTHZYeUZZf

4 7

290
SimplifiedHpreastHRiskHToolHwntegratingHüuestionnaireHRiskHtactorsTH–ammographicHrensityTHandH
öolygenicHRiskHScorehHrevelopmentHandHValidationVHCanceriEpidemiologyiBiomarkersiandiPreventionTH
2021THaXTHdXXUdXe

4 4

289 ReturningHactionableHgenomicHresultsHinHaHresearchHbiobankhHonalyticHvalidityTHclinicalH
implementationTHandHresourceHutilizationVHAmericaniJournaliofiHumaniGeneticsTH2021THYXfTHZZZbUZZae 11 3

288 wnstrumentalHvariableHestimationHforHaHtimeUvaryingHtreatmentHandHaHtimeUtoUeventHoutcomeHviaH
structuralHnestedHcumulativeHfailureHtimeHmodelsVHBMCiMedicaliResearchiMethodologyTH2021THZYTHZcf 4.7 1

287 uermlineHvariantsHandHbreastHcancerHsurvivalHinHpatientsHwithHdistantHmetastasesHatHprimaryHbreastH
cancerHdiagnosisVHScientificiReportsTH2021THYYTHYgefe 4.9 0

286 uenomeUwideHassociationHstudyHinHalmostHYgcTXXXHindividualsHidentifiesHcXHpreviouslyHunidentifiedH
geneticHlociHforHeyeHcolorVHScienceiAdvancesTH2021THeTH 14.3 11

285 sstimatingHtheHeffectiveHsampleHsizeHinHassociationHstudiesHofHquantitativeHtraitsVHG3:iGeneswi
GenomeswiGeneticsTH2021TH 3.2 6
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284 örediagnosticHwnflammationHandHöancreaticHqancerHSurvivalVHJournaliofitheiNationaliCanceriInstituteTH
2021THYYaTHYYfdUYYga 9.7 1

283 örospectiveHevaluationHofHaHbreastUcancerHriskHmodelHintegratingHclassicalHriskHfactorsHandHpolygenicH
riskHinHYcHcohortsHfromHsixHcountriesVHInternationaliJournaliofiEpidemiologyTH2021TH 7.8 6

282 wmprovingHreportingHstandardsHforHpolygenicHscoresHinHriskHpredictionHstudiesVHNatureTH2021THcgYTHZYYUZYg50.4 70

281
zeveragingHexpressionHfromHmultipleHtissuesHusingHsparseHcanonicalHcorrelationHanalysisHandH
aggregateHtestsHimprovesHtheHpowerHofHtranscriptomeUwideHassociationHstudiesVHPLoSiGeneticsTH2021
THYeTHeYXXfgea

6 5

280 uermlineHpathogenicHvariantsHinHcancerHpredispositionHgenesHamongHwomenHwithHinvasiveHlobularH
cancerHofHbreastVVHJournaliofiClinicaliOncologyTH2021THagTHYXcfYUYXcfY 2.2

279 preastHcancerHscreeningHforHcarriersHofHoT–THqvsyZTHandHöozpZHpathogenicHvariantshHoHcomparativeH
modelingHanalysisVVHJournaliofiClinicaliOncologyTH2021THagTHYXcXXUYXcXX 2.2

278 –ultitraitHtranscriptomeUwideHassociationHstudyHPTWoSQHtestsVHGeneticiEpidemiologyTH2021THbcTHcdaUced 2.6 0

277 veterozygousHlossUofUfunctionHvariantsHsignificantlyHexpandHtheHphenotypesHassociatedHwithHlossHofH
urtYYVHGeneticsiiniMedicineTH2021THZaTHYffgUYgXX 8.1 5

276 ObesityTHodiposityTHandHRiskHofHSymptomaticHuallstoneHriseaseHoccordingHtoHueneticHSusceptibilityVH
ClinicaliGastroenterologyiandiHepatologyTH2021TH 6.9 1

275
tunctionalHannotationHofHtheHZqacHbreastHcancerHriskHlocusHimplicatesHaHstructuralHvariantHinH
influencingHactivityHofHaHlongUrangeHenhancerHelementVHAmericaniJournaliofiHumaniGeneticsTH2021TH
YXfTHYYgXUYZXa

11 1

274 vepcidinUregulatingHironHmetabolismHgenesHandHpancreaticHductalHadenocarcinomahHaHpathwayH
analysisHofHgenomeUwideHassociationHstudiesVHAmericaniJournaliofiClinicaliNutritionTH2021THYYbTHYbXfUYbYe7 2

273 qombinedHossociationsHofHaHöolygenicHRiskHScoreHandHqlassicalHRiskHtactorsHWithHpreastHqancerHRiskVH
JournaliofitheiNationaliCanceriInstituteTH2021THYYaTHaZgUaae 9.7 14

272 –endelianHrandomizationHanalysesHsuggestHaHroleHforHcholesterolHinHtheHdevelopmentHofH
endometrialHcancerVHInternationaliJournaliofiCancerTH2021THYbfTHaXeUaYg 7.5 13

271 uenomeUwideHassociationHstudyHidentifiesHbfHcommonHgeneticHvariantsHassociatedHwithHhandednessVH
NatureiHumaniBehaviourTH2021THcTHcgUeX 12.8 33

270 qirculatingHcarotenoidsHandHbreastHcancerHamongHhighUriskHindividualsVHAmericaniJournaliofiClinicali
NutritionTH2021THYYaTHcZcUcaa 7 6

269 öersonalizingHpreastHqancerHScreeningHpasedHonHöolygenicHRiskHandHtamilyHvistoryVHJournaliofithei
NationaliCanceriInstituteTH2021THYYaTHbabUbbZ 9.7 10

268 qYöaoeRYqHallelehHlinkingHpremenopausalHoestroneHandHprogesteroneHlevelsHwithHriskHofHhormoneH
receptorUpositiveHbreastHcancersVHBritishiJournaliofiCancerTH2021THYZbTHfbZUfcb 8.7 2

267 oHuenomeUWideHossociationHStudyHofHqhildhoodHpodyHtatnessVHObesityTH2021THZgTHbbdUbca 8 1

(2021-2021)
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266 uenomeUwideHmetaUanalysisHidentifiesHYZeHopenUangleHglaucomaHlociHwithHconsistentHeffectHacrossH
ancestriesVHNatureiCommunicationsTH2021THYZTHYZcf 17.4 47

265 oHöopulationUpasedHStudyHofHuenesHöreviouslyHwmplicatedHinHpreastHqancerVHNewiEnglandiJournaliofi
MedicineTH2021THafbTHbbXUbcY 59.2 115

264 SmokingH–odifiesHöancreaticHqancerHRiskHzociHonHZqZYVaVHCanceriResearchTH2021THfYTHaYabUaYba 10.1 2

263
ossociationHofHgermlineHgeneticHvariantsHwithHbreastHcancerUspecificHsurvivalHinHpatientHsubgroupsH
definedHbyHclinicUpathologicalHvariablesHrelatedHtoHtumorHbiologyHandHtypeHofHsystemicHtreatmentVH
BreastiCanceriResearchTH2021THZaTHfd

8.3 1

262 RiskHofHpreastHqancerHomongHqarriersHofHöathogenicHVariantsHinHpreastHqancerHöredispositionHuenesH
VariesHbyHöolygenicHRiskHScoreVHJournaliofiClinicaliOncologyTH2021THagTHZcdbUZcea 2.2 12

261 –endelianHrandomisationHstudyHofHsmokingHexposureHinHrelationHtoHbreastHcancerHriskVHBritishi
JournaliofiCancerTH2021THYZcTHYYacUYYbc 8.7 0

260 –ultitraitHuWoSHtoHconnectHdiseaseHvariantsHandHbiologicalHmechanismsVHPLoSiGeneticsTH2021THYeTHeYXXgeYa6 1

259 recipheringHosteoarthritisHgeneticsHacrossHfZdTdgXHindividualsHfromHgHpopulationsVHCellTH2021THYfbTHbefbUbfYfVeYe56.2 24

258 preastHqancerHRiskHtactorsHandHSurvivalHbyHTumorHSubtypehHöooledHonalysesHfromHtheHpreastHqancerH
ossociationHqonsortiumVHCanceriEpidemiologyiBiomarkersiandiPreventionTH2021THaXTHdZaUdbZ 4 4

257 öolygenicHriskHscoresHforHpredictionHofHbreastHcancerHriskHinHosianHpopulationsVVHGeneticsiiniMedicineTH
2021TH 8.1 2

256 reHnovoHmutationsHinHTO––eXTHaHreceptorHofHtheHmitochondrialHimportHtranslocaseTHcauseH
neurologicalHimpairmentVHHumaniMoleculariGeneticsTH2020THZgTHYcdfUYceg 5.6 11

255 ueneticHandHqirculatingHpiomarkerHrataHwmproveHRiskHöredictionHforHöancreaticHqancerHinHtheH
ueneralHöopulationVHCanceriEpidemiologyiBiomarkersiandiPreventionTH2020THZgTHgggUYXXf 4 7

254 veightTHnevusHcountTHandHriskHofHcutaneousHmalignantHmelanomahHResultsHfromHZHlargeHcohortsHofHUSH
womenVHJournaliofitheiAmericaniAcademyiofiDermatologyTH2020THfaTHYXbgUYXcd 4.5

253 uenomeUwideHassociationHstudyHidentifiesHaZHnovelHbreastHcancerHsusceptibilityHlociHfromHoverallH
andHsubtypeUspecificHanalysesVHNatureiGeneticsTH2020THcZTHceZUcfY 36.3 76

252 TheHUseHOfHueneticHqorrelationHondH–endelianHRandomizationHStudiesHToHwncreaseHOurH
UnderstandingHofHRelationshipsHpetweenHqomplexHTraitsVHCurrentiEpidemiologyiReportsTH2020THeTHYXbUYYZ2.9 7

251
uenomeUWideHueneUriabetesHandHueneUObesityHwnteractionHScanHinHfTZccHqasesHandHYYTgXXH
qontrolsHfromHöanScanHandHöanqbHqonsortiaVHCanceriEpidemiologyiBiomarkersiandiPreventionTH2020TH
ZgTHYefbUYegY

4 4

250 uermlineHvOXpYaHmutationsHpVufbsHandHpVRZYeqHdoHnotHconferHanHincreasedHbreastHcancerHriskVH
ScientificiReportsTH2020THYXTHgdff 4.9 2

249 öolymorphismHwnfluencesHtheHqardiovascularHpenefitHofHtenofibrateHinHTypeHZHriabeteshHtindingsH
tromHoqqORrUzipidVHDiabetesTH2020THdgTHeeYUefa 0.9 12
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248 ossessmentHofHpolygenicHarchitectureHandHriskHpredictionHbasedHonHcommonHvariantsHacrossH
fourteenHcancersVHNatureiCommunicationsTH2020THYYTHaaca 17.4 32

247
TheHossociationHofH–odifiableHpreastHqancerHRiskHtactorsHandHSomaticHuenomicHolterationsHinH
preastHTumorshHTheHqancerHuenomeHotlasH etworkVHCanceriEpidemiologyiBiomarkersiandiPreventionTH
2020THZgTHcggUdXc

4 4

246 oHnetworkHanalysisHtoHidentifyHmediatorsHofHgermlineUdrivenHdifferencesHinHbreastHcancerHprognosisVH
NatureiCommunicationsTH2020THYYTHaYZ 17.4 20

245 oHörospectiveHonalysisHofHqirculatingHölasmaH–etabolitesHossociatedHwithHOvarianHqancerHRiskVH
CanceriResearchTH2020THfXTHYaceUYade 10.1 18

244 ollergyTHasthmaTHandHtheHriskHofHbreastHandHprostateHcancerhHaH–endelianHrandomizationHstudyVH
CanceriCausesiandiControlTH2020THaYTHZeaUZfZ 2.8 7

243 ValidatingHpreastHqancerHRiskHöredictionH–odelsHinHtheHyoreanHqancerHöreventionHStudyUwwHpiobankVH
CanceriEpidemiologyiBiomarkersiandiPreventionTH2020THZgTHYZeYUYZee 4 2

242 RareHwnheritedHrefectsHofHtheHqomplementHSystemHinHöurpuraHtulminansVHBloodTH2020THYadTHacUad 2.2 1

241 uenomeUwideHmetaUanalysisHidentifiesHeightHnewHsusceptibilityHlociHforHcutaneousHsquamousHcellH
carcinomaVHNatureiCommunicationsTH2020THYYTHfZX 17.4 13

240 uenomeUWideHossociationHStudyHforHUrinaryHandHtecalHwncontinenceHinHWomenVHJournaliofiUrologyTH
2020THZXaTHgefUgfa 2.5 4

239
qirculatingHzysophosphatidylcholinesTHöhosphatidylcholinesTHqeramidesTHandHSphingomyelinsHandH
OvarianHqancerHRiskhHoHZaUYearHörospectiveHStudyVHJournaliofitheiNationaliCanceriInstituteTH2020TH
YYZTHdZfUdad

9.7 15

238 oHTranscriptomeUWideHossociationHStudyHwdentifiesH ovelHqandidateHSusceptibilityHuenesHforH
öancreaticHqancerVHJournaliofitheiNationaliCanceriInstituteTH2020THYYZTHYXXaUYXYZ 9.7 25

237 tineUmappingHofHYcXHbreastHcancerHriskHregionsHidentifiesHYgYHlikelyHtargetHgenesVHNatureiGeneticsTH
2020THcZTHcdUea 36.3 56

236 oH–endelianHrandomizationHanalysisHofHcirculatingHlipidHtraitsHandHbreastHcancerHriskVHInternationali
JournaliofiEpidemiologyTH2020THbgTHYYYeUYYaY 7.8 17

235 SexUStratifiedHöolygenicHRiskHScoreHwdentifiesHwndividualsHatHwncreasedHRiskHofHpasalHqellHqarcinomaVH
JournaliofiInvestigativeiDermatologyTH2020THYbXTHgeYUgec 4.3 7

234 –ixedUmodelHadmixtureHmappingHidentifiesHsmokingUdependentHlociHofHlungHfunctionHinHofricanH
omericansVHEuropeaniJournaliofiHumaniGeneticsTH2020THZfTHdcdUddf 5.3 3

233 wnvolvementHofHfineHparticulateHmatterHexposureHwithHgeneHexpressionHpathwaysHinHbreastHtumorH
andHadjacentUnormalHbreastHtissueVHEnvironmentaliResearchTH2020THYfdTHYXgcac 7.9

232
reH ovoHVariantsHinHtheHoTöaseH–oduleHofH–ORqZHqauseHaH eurodevelopmentalHrisorderHwithH
urowthHRetardationHandHVariableHqraniofacialHrysmorphismVHAmericaniJournaliofiHumaniGeneticsTH
2020THYXeTHacZUada

11 25

231 riabetesTHWeightHqhangeTHandHöancreaticHqancerHRiskVHJAMAiOncologyTH2020THdTHeZXZgbf 13.4 21

(2020-2020)
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230 –endelianHRandomizationHonalysisHofHnUdHöolyunsaturatedHtattyHocidHzevelsHandHöancreaticHqancerH
RiskVHCanceriEpidemiologyiBiomarkersiandiPreventionTH2020THZgTHZeacUZeag 4 2

229 qolorectalHcancerHsusceptibilityHvariantsHandHriskHofHconventionalHadenomasHandHserratedHpolypshH
resultsHfromHthreeHcohortHstudiesVHInternationaliJournaliofiEpidemiologyTH2020THbgTHZcgUZdg 7.8 7

228 wnheritedHvariantsHatHaqYaVaaHandHapZbVYHareHassociatedHwithHriskHofHdiffuseHlargeHpUcellHlymphomaH
andHimplicateHimmuneHpathwaysVHHumaniMoleculariGeneticsTH2020THZgTHeXUeg 5.6 12

227 svaluationHofHassociationsHbetweenHgeneticallyHpredictedHcirculatingHproteinHbiomarkersHandHbreastH
cancerHriskVHInternationaliJournaliofiCancerTH2020THYbdTHZYaXUZYaf 7.5 9

226 örediagnosticHZcUvydroxyvitaminHrHqoncentrationsHinHRelationHtoHTumorH–olecularHolterationsHandH
RiskHofHpreastHqancerHRecurrenceVHCanceriEpidemiologyiBiomarkersiandiPreventionTH2020THZgTHYZcaUYZda 4 1

225 TwoHtruncatingHvariantsHinHto qqHandHbreastHcancerHriskVHScientificiReportsTH2019THgTHYZcZb 4.9 2

224
reH ovoHöathogenicHVariantsHinH UcadherinHqauseHaHSyndromicH eurodevelopmentalHrisorderHwithH
qorpusHqollosumTHoxonTHqardiacTHOcularTHandHuenitalHrefectsVHAmericaniJournaliofiHumaniGeneticsTH
2019THYXcTHfcbUfdf

11 17

223 oHlargeUscaleHexomeHarrayHanalysisHofHvenousHthromboembolismVHGeneticiEpidemiologyTH2019THbaTHbbgUbce2.6 11

222 öarticulateH–atterHandHTrafficURelatedHsxposuresHinHRelationHtoHpreastHqancerHSurvivalVHCanceri
EpidemiologyiBiomarkersiandiPreventionTH2019THZfTHecYUecg 4 18

221 SharedHheritabilityHandHfunctionalHenrichmentHacrossHsixHsolidHcancersVHNatureiCommunicationsTH2019
THYXTHbaY 17.4 45

220 ueneticHqorrelationsHpetweenHriabetesHandHulaucomahHonHonalysisHofHqontinuousHandHrichotomousH
öhenotypesVHAmericaniJournaliofiOphthalmologyTH2019THZXdTHZbcUZcc 4.9 6

219 xointHassociationHofHmammographicHdensityHadjustedHforHageHandHbodyHmassHindexHandHpolygenicH
riskHscoreHwithHbreastHcancerHriskVHBreastiCanceriResearchTH2019THZYTHdf 8.3 18

218 wntegrationHofH–etabolomicHandHOtherHOmicsHrataHinHöopulationUpasedHStudyHresignshHonH
spidemiologicalHöerspectiveVHMetabolitesTH2019THgTH 5.6 31

217 vomozygousHmutationHcausesHcongenitalHdistalHspinalHmuscularHatrophyHandHarthrogryposisVH
Neurology:iGeneticsTH2019THcTHeaYZ 3.8 9

216 uenomeUwideHassociationHandHtranscriptomeHstudiesHidentifyHtargetHgenesHandHriskHlociHforHbreastH
cancerVHNatureiCommunicationsTH2019THYXTHYebY 17.4 47

215 tamilyHhistoryHofHcancerTHoshkenaziHxewishHancestryTHandHpancreaticHcancerHriskVHBritishiJournaliofi
CancerTH2019THYZXTHfbfUfcb 8.7 8

214 öowerfulHgeneHsetHanalysisHinHuWoSHwithHtheHueneralizedHperkUxonesHstatisticVHPLoSiGeneticsTH2019TH
YcTHeYXXecaX 6 20

213 uenomeUwideHassociationHstudyHofHgermlineHvariantsHandHbreastHcancerUspecificHmortalityVHBritishi
JournaliofiCancerTH2019THYZXTHdbeUdce 8.7 28
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212 sfficientHcrossUtraitHpenalizedHregressionHincreasesHpredictionHaccuracyHinHlargeHcohortsHusingH
secondaryHphenotypesVHNatureiCommunicationsTH2019THYXTHcdg 17.4 25

211 ueneticHoverlapHbetweenHautoimmuneHdiseasesHandHnonUvodgkinHlymphomaHsubtypesVHGenetici
EpidemiologyTH2019THbaTHfbbUfda 2.6 15

210 –etabolomeUWideHossociationHStudyHofHtheHRelationshipHpetweenHvabitualHöhysicalHoctivityHandH
ölasmaH–etaboliteHzevelsVHAmericaniJournaliofiEpidemiologyTH2019THYffTHYgaZUYgba 3.8 10

209 uenomicHandHtranscriptomicHassociationHstudiesHidentifyHYdHnovelHsusceptibilityHlociHforHvenousH
thromboembolismVHBloodTH2019THYabTHYdbcUYdce 2.2 63

208 ossociationHofHaHörimaryHOpenUongleHulaucomaHueneticHRiskHScoreHWithHsarlierHogeHatHriagnosisVH
JAMAiOphthalmologyTH2019THYaeTHYYgXUYYgb 3.9 15

207  oncirrhoticHhyperammonemiaHafterHdeceasedHdonorHkidneyHtransplantationhHoHcaseHreportVH
AmericaniJournaliofiTransplantationTH2019THYgTHaYgeUaZXY 8.7 10

206 oHöathwayHonalysisHofHvereditaryHvemochromatosisUrelatedHuenesHandHöancreaticHructalH
odenocarcinomaHRiskHPtSYYUXcUYgQVHCurrentiDevelopmentsiiniNutritionTH2019THaTH 0.4 78

205 SexHspecificHassociationsHinHgenomeHwideHassociationHanalysisHofHrenalHcellHcarcinomaVHEuropeani
JournaliofiHumaniGeneticsTH2019THZeTHYcfgUYcgf 5.3 15

204 YieldHofHwholeHexomeHsequencingHinHundiagnosedHpatientsHfacingHinsuranceHcoverageHbarriersHtoH
geneticHtestingVHJournaliofiGeneticiCounselingTH2019THZfTHYYXeUYYYf 2.5 20

203 ossociationsHofHautozygosityHwithHaHbroadHrangeHofHhumanHphenotypesVHNatureiCommunicationsTH
2019THYXTHbgce 17.4 40

202 ueneticHpredispositionHtoHbreastHcancerHamongHofricanHomericanHwomenVVHJournaliofiClinicali
OncologyTH2019THaeTHYXbUYXb 2.2

201 örediagnosticHzeukocyteHTelomereHzengthHandHöancreaticHqancerHSurvivalVHCanceriEpidemiologyi
BiomarkersiandiPreventionTH2019THZfTHYfdfUYfec 4 10

200 ossociationsHofHdairyHintakeHwithHriskHofHmortalityHinHwomenHandHmenhHthreeHprospectiveHcohortH
studiesVHBMJwiTheTH2019THadeTHldZXb 5.9 27

199 xointHonalysisHofH–ultipleHwnteractionHöarametersHinHueneticHossociationHStudiesVHGeneticsTH2019TH
ZYYTHbfaUbgb 4 5

198 ognosticHöathwayWueneHSetHonalysisHofHuenomeUWideHossociationHrataHwdentifiesHossociationsHforH
öancreaticHqancerVHJournaliofitheiNationaliCanceriInstituteTH2019THYYYTHcceUcde 9.7 16

197 qirculatingHvitaminHrHconcentrationsHandHriskHofHbreastHandHprostateHcancerhHaH–endelianH
randomizationHstudyVHInternationaliJournaliofiEpidemiologyTH2019THbfTHYbYdUYbZb 7.8 24

196
uenomeUwideHassociationHstudyHofHantiU–ˆ…llerianHhormoneHlevelsHinHpreUmenopausalHwomenHofHlateH
reproductiveHageHandHrelationshipHwithHgeneticHdeterminantsHofHreproductiveHlifespanVHHumani
MoleculariGeneticsTH2019THZfTHYagZUYbXY

5.6 9

195 ossociationHstudiesHofHupHtoHYVZHmillionHindividualsHyieldHnewHinsightsHintoHtheHgeneticHetiologyHofH
tobaccoHandHalcoholHuseVHNatureiGeneticsTH2019THcYTHZaeUZbb 36.3 516

(2019-2019)
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194 TheHgeneticsHofHvitaminHrVHBoneTH2019THYZdTHcgUee 4.7 27

193 uenomeUwideHmetaUanalysisHidentifiesHfiveHnewHsusceptibilityHlociHforHpancreaticHcancerVHNaturei
CommunicationsTH2018THgTHccd 17.4 103

192 StatinHuseHandHpancreaticHcancerHriskHinHtwoHprospectiveHcohortHstudiesVHJournaliofiGastroenterologyTH
2018THcaTHgcgUgdd 6.9 24

191 UseHofHdeepHwholeUgenomeHsequencingHdataHtoHidentifyHstructureHriskHvariantsHinHbreastHcancerH
susceptibilityHgenesVHHumaniMoleculariGeneticsTH2018THZeTHfcaUfcg 5.6 15

190 üuantifyingHtheHöolygenicHqontributionHtoHqutaneousHSquamousHqellHqarcinomaHRiskVHJournaliofi
InvestigativeiDermatologyTH2018THYafTHYcXeUYcYX 4.3 15

189 wnteractionHofHaHgeneticHriskHscoreHwithHphysicalHactivityTHphysicalHinactivityTHandHbodyHmassHindexHinH
relationHtoHvenousHthromboembolismHriskVHGeneticiEpidemiologyTH2018THbZTHacbUadc 2.6 13

188 oHgenomeUwideHassociationHstudyHofHenergyHintakeHandHexpenditureVHPLoSiONETH2018THYaTHeXZXYccc 3.7 9

187 vzoHqlassHwHandHwwHriversityHqontributesHtoHtheHstiologicHveterogeneityHofH onUvodgkinHzymphomaH
SubtypesVHCanceriResearchTH2018THefTHbXfdUbXgd 10.1 18

186 wdentificationHofHnineHnewHsusceptibilityHlociHforHendometrialHcancerVHNatureiCommunicationsTH2018TH
gTHaYdd 17.4 70

185 TestosteroneHöathwayHueneticHöolymorphismsHinHRelationHtoHörimaryHOpenUongleHulaucomahHonH
onalysisHinHTwoHzargeHratasetsH2018THcgTHdZgUdad 9

184 ossociationHanalysesHofHmoreHthanHYbXTXXXHmenHidentifyHdaHnewHprostateHcancerHsusceptibilityHlociVH
NatureiGeneticsTH2018THcXTHgZfUgad 36.3 340

183 tineUmappingHofHprostateHcancerHsusceptibilityHlociHinHaHlargeHmetaUanalysisHidentifiesHcandidateH
causalHvariantsVHNatureiCommunicationsTH2018THgTHZZcd 17.4 57

182 örecisionHöreventionHandHsarlyHretectionHofHqancerhHtundamentalHörinciplesVHCanceriDiscoveryTH2018
THfTHfXaUfYY 24.4 40

181 oHtranscriptomeUwideHassociationHstudyHofHZZgTXXXHwomenHidentifiesHnewHcandidateHsusceptibilityH
genesHforHbreastHcancerVHNatureiGeneticsTH2018THcXTHgdfUgef 36.3 101

180 –odulationHofHuzöUYHzevelsHbyHaHueneticHVariantHThatHRegulatesHtheHqardiovascularHsffectsHofH
wntensiveHulycemicHqontrolHinHoqqORrVHDiabetesiCareTH2018THbYTHabfUacc 14.6 10

179
oHcomprehensiveHanalysisHofHpolymorphicHvariantsHinHsteroidHhormoneHandHinsulinUlikeHgrowthH
factorUYHmetabolismHandHriskHofHinHsituHbreastHcancerhHResultsHfromHtheHpreastHandHörostateHqancerH
qohortHqonsortiumVHInternationaliJournaliofiCancerTH2018THYbZTHYYfZUYYff

7.5

178  ovelHpleiotropicHriskHlociHforHmelanomaHandHnevusHdensityHimplicateHmultipleHbiologicalHpathwaysVH
NatureiCommunicationsTH2018THgTHbeeb 17.4 47

177 uermlineHvariationHatHfqZbHandHprostateHcancerHriskHinHmenHofHsuropeanHancestryVHNaturei
CommunicationsTH2018THgTHbdYd 17.4 30
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176 zargeUscaleHgenomeUwideHmetaUanalysisHofHpolycysticHovaryHsyndromeHsuggestsHsharedHgeneticH
architectureHforHdifferentHdiagnosisHcriteriaVHPLoSiGeneticsTH2018THYbTHeYXXefYa 6 166

175 ueneticHToolsHforHqoronaryHRiskHossessmentHinHTypeHZHriabeteshHoHqohortHStudyHtromHtheHoqqORrH
qlinicalHTrialVHDiabetesiCareTH2018THbYTHZbXbUZbYa 14.6 16

174 TwoHhighUriskHsusceptibilityHlociHatHdpZcVaHandHYbqaZVYaHforHWaldenstrˆ¶mHmacroglobulinemiaVH
NatureiCommunicationsTH2018THgTHbYfZ 17.4 8

173
uenomeHonalysesHofHlZXXTXXXHwndividualsHwdentifyHcfHzociHforHqhronicHwnflammationHandHvighlightH
öathwaysHthatHzinkHwnflammationHandHqomplexHrisordersVHAmericaniJournaliofiHumaniGeneticsTH
2018THYXaTHdgYUeXd

11 151

172 odditionHofHaHpolygenicHriskHscoreTHmammographicHdensityTHandHendogenousHhormonesHtoHexistingH
breastHcancerHriskHpredictionHmodelshHoHnestedHcaseUcontrolHstudyVHPLoSiMedicineTH2018THYcTHeYXXZdbb 11.6 56

171 öolygenicHriskHscoreHofHshorterHtelomereHlengthHandHriskHofHdepressionHandHanxietyHinHwomenVH
JournaliofiPsychiatriciResearchTH2018THYXaTHYfZUYff 5.2 8

170 TranscriptomeUwideHassociationHstudiesHaccountingHforHcolocalizationHusingHsggerHregressionVH
GeneticiEpidemiologyTH2018THbZTHbYfUbaa 2.6 37

169 vierarchicalHmodelingHofHmelanocortinHYHreceptorHvariantsHwithHskinHcancerHriskVHGenetici
EpidemiologyTH2018THbZTHceYUcfd 2.6 2

168 preastHcancerHriskHpredictionHusingHaHpolygenicHriskHscoreHinHtheHfamilialHsettinghHaHprospectiveHstudyH
fromHtheHpreastHqancerHtamilyHRegistryHandHkqontabVHGeneticsiiniMedicineTH2017THYgTHaXUac 8.1 31

167 svidenceHforHlargeUscaleHgeneUbyUsmokingHinteractionHeffectsHonHpulmonaryHfunctionVHInternationali
JournaliofiEpidemiologyTH2017THbdTHfgbUgXb 7.8 25

166 uenomeUwideHassociationHanalysisHimplicatesHdysregulationHofHimmunityHgenesHinHchronicH
lymphocyticHleukaemiaVHNatureiCommunicationsTH2017THfTHYbYec 17.4 54

165 zeucocyteHtelomereHlengthTHgeneticHvariantsHatHtheHgeneHregionHandHriskHofHpancreaticHcancerVHGutTH
2017THddTHYYYdUYYZZ 19.2 28

164 uenomicHanalysesHidentifyHhundredsHofHvariantsHassociatedHwithHageHatHmenarcheHandHsupportHaHroleH
forHpubertyHtimingHinHcancerHriskVHNatureiGeneticsTH2017THbgTHfabUfbY 36.3 257

163 SelectionHinHsuropeansHonHtattyHocidHresaturasesHossociatedHwithHrietaryHqhangesVHMoleculari
BiologyiandiEvolutionTH2017THabTHYaXeUYaYf 8.3 50

162 tunctionalHcharacterizationHofHaHmultiUcancerHriskHlocusHonHchrcpYcVaaHrevealsHregulationHofHTsRTHbyH
Z tYbfVHNatureiCommunicationsTH2017THfTHYcXab 17.4 26

161 piomarkerHcorrelationHnetworkHinHcolorectalHcarcinomaHbyHtumorHanatomicHlocationVHBMCi
BioinformaticsTH2017THYfTHaXb 3.6 13

160 uenomeUwideHassociationHstudyHidentifiesHmultipleHriskHlociHforHrenalHcellHcarcinomaVHNaturei
CommunicationsTH2017THfTHYceZb 17.4 50

159 ueneticHassociationHstudyHofHexfoliationHsyndromeHidentifiesHaHprotectiveHrareHvariantHatHzOXzYHandH
fiveHnewHsusceptibilityHlociVHNatureiGeneticsTH2017THbgTHggaUYXXb 36.3 72

(2017-2018)
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158 onHsxpandedHuenomeUWideHossociationHStudyHofHTypeHZHriabetesHinHsuropeansVHDiabetesTH2017THddTHZfffUZgXZ0.9 414

157 qovariateHselectionHforHassociationHscreeningHinHmultiphenotypeHgeneticHstudiesVHNatureiGeneticsTH
2017THbgTHYefgUYegc 36.3 19

156 wdentificationHofHtenHvariantsHassociatedHwithHriskHofHestrogenUreceptorUnegativeHbreastHcancerVH
NatureiGeneticsTH2017THbgTHYedeUYeef 36.3 186

155 uenomeUWideHossociationHStudiesHofH–ultipleHyeratinocyteHqancersVHPLoSiONETH2017THYZTHeXYdgfea 3.7 7

154 qigaretteHSmokingHandHöancreaticHqancerHSurvivalVHJournaliofiClinicaliOncologyTH2017THacTHYfZZUYfZf 2.2 55

153 ueneticHcorrelationsHbetweenHintraocularHpressureTHbloodHpressureHandHprimaryHopenUangleH
glaucomahHaHmultiUcohortHanalysisVHEuropeaniJournaliofiHumaniGeneticsTH2017THZcTHYZdYUYZde 5.3 9

152 onalysisHofHpotentialHproteinUmodifyingHvariantsHinHgXXXHendometriosisHpatientsHandHYcXXXXH
controlsHofHsuropeanHancestryVHScientificiReportsTH2017THeTHYYafX 4.9 13

151 wnheritedHvariationHinHcircadianHrhythmHgenesHandHrisksHofHprostateHcancerHandHthreeHotherHcancerH
sitesHinHcombinedHcancerHconsortiaVHInternationaliJournaliofiCancerTH2017THYbYTHYegbUYfXZ 7.5 19

150 wnvestigatingHtheHgeneticHrelationshipHbetweenHolzheimerOsHdiseaseHandHcancerHusingHuWoSH
summaryHstatisticsVHHumaniGeneticsTH2017THYadTHYabYUYacY 6.3 25

149 ueneticHVariantsHRelatedHtoHzongerHTelomereHzengthHareHossociatedHwithHwncreasedHRiskHofHRenalH
qellHqarcinomaVHEuropeaniUrologyTH2017THeZTHebeUecb 10.2 27

148 zupusUrelatedHsingleHnucleotideHpolymorphismsHandHriskHofHdiffuseHlargeHpUcellHlymphomaVHLupusi
ScienceiandiMedicineTH2017THbTHeXXXYfe 4.6 10

147 üuantifyingHtheHueneticHqorrelationHbetweenH–ultipleHqancerHTypesVHCanceriEpidemiologyi
BiomarkersiandiPreventionTH2017THZdTHYbZeUYbac 4 25

146 VsXORhHanHintegrativeHenvironmentHforHprioritizationHofHfunctionalHvariantsHinHfineUmappingH
analysisVHBioinformaticsTH2017THaaTHYafgUYagY 7.2 2

145 örescriptionHmedicationHchangesHfollowingHdirectUtoUconsumerHpersonalHgenomicHtestinghHfindingsH
fromHtheHwmpactHofHöersonalHuenomicsHPöuenQHStudyVHGeneticsiiniMedicineTH2017THYgTHcaeUcbc 8.1 29

144 TheHOncoorrayHqonsortiumhHoH etworkHforHUnderstandingHtheHueneticHorchitectureHofHqommonH
qancersVHCanceriEpidemiologyiBiomarkersiandiPreventionTH2017THZdTHYZdUYac 4 183

143 podyHmassHindexHandHbreastHcancerHsurvivalhHaH–endelianHrandomizationHanalysisVHInternationali
JournaliofiEpidemiologyTH2017THbdTHYfYbUYfZZ 7.8 27

142 ResidentialHparticulateHmatterHandHdistanceHtoHroadwaysHinHrelationHtoHmammographicHdensityhH
resultsHfromHtheH ursesOHvealthHStudiesVHBreastiCanceriResearchTH2017THYgTHYZb 8.3 10

141 qirculatingHvitaminHrHconcentrationHandHriskHofHsevenHcancershH–endelianHrandomisationHstudyVHBMJwi
TheTH2017THacgTHjbedY 5.9 94
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140 xointHsffectsHofHöO YHöolymorphismsHandHVegetableHwntakeHonHwschemicHStrokehHoHtamilyUpasedH
qaseHqontrolHStudyVHInternationaliJournaliofiMoleculariSciencesTH2017THYfTH 6.3 9

139 oHcomprehensiveHsurveyHofHgeneticHvariationHinHZXTdgYHsubjectsHfromHfourHlargeHcohortsVHPLoSiONETH
2017THYZTHeXYeagge 3.7 27

138 ObesityTHmetabolicHfactorsHandHriskHofHdifferentHhistologicalHtypesHofHlungHcancerhHoH–endelianH
randomizationHstudyVHPLoSiONETH2017THYZTHeXYeefec 3.7 56

137 örostateHcancerHmetaUanalysisHfromHmoreHthanHYbcTXXXHmenHtoHidentifyHdcHnovelHprostateHcancerH
susceptibilityHlociVVHJournaliofiClinicaliOncologyTH2017THacTHYUY 2.2

136 örostateHcancerHmetaUanalysisHfromHmoreHthanHYbcTXXXHmenHtoHidentifyHdcHnovelHprostateHcancerH
susceptibilityHlociVVHJournaliofiClinicaliOncologyTH2017THZXYeTHYUY 2.2 4

135 qonsumersHreportHlowerHconfidenceHinHtheirHgeneticsHknowledgeHfollowingHdirectUtoUconsumerH
personalHgenomicHtestingVHGeneticsiiniMedicineTH2016THYfTHdcUeZ 8.1 52

134 ueneticHöredictorsHofHqardiovascularH–ortalityHruringHwntensiveHulycemicHqontrolHinHTypeHZH
riabeteshHtindingsHtromHtheHoqqORrHqlinicalHTrialVHDiabetesiCareTH2016THagTHYgYcUYgZb 14.6 32

133 uenomeUWideH–etaUonalysesHofHpreastTHOvarianTHandHörostateHqancerHossociationHStudiesHwdentifyH
–ultipleH ewHSusceptibilityHzociHSharedHbyHatHzeastHTwoHqancerHTypesVHCanceriDiscoveryTH2016THdTHYXcZUde24.4 104

132 uenomeUwideHassociationHstudyHidentifiesHnovelHsusceptibilityHlociHforHcutaneousHsquamousHcellH
carcinomaVHNatureiCommunicationsTH2016THeTHYZXbf 17.4 82

131 oggregateHpenetranceHofHgenomicHvariantsHforHactionableHdisordersHinHsuropeanHandHofricanH
omericansVHScienceiTranslationaliMedicineTH2016THfTHadbraYcY 17.5 41

130 temaleHchromosomeHXHmosaicismHisHageUrelatedHandHpreferentiallyHaffectsHtheHinactivatedHXH
chromosomeVHNatureiCommunicationsTH2016THeTHYYfba 17.4 59

129 wdentificationHofHfourHnovelHsusceptibilityHlociHforHoestrogenHreceptorHnegativeHbreastHcancerVHNaturei
CommunicationsTH2016THeTHYYaec 17.4 64

128 TheHcausalHrelevanceHofHbodyHmassHindexHinHdifferentHhistologicalHtypesHofHlungHcancerhHoH–endelianH
randomizationHstudyVHScientificiReportsTH2016THdTHaYYZY 4.9 23

127 öancreaticHqancerHRiskHossociatedHwithHörediagnosticHölasmaHzevelsHofHzeptinHandHzeptinHReceptorH
ueneticHöolymorphismsVHCanceriResearchTH2016THedTHeYdXUeYde 10.1 32

126 –etaUanalysisHofHgenomeUwideHassociationHstudiesHdiscoversHmultipleHlociHforHchronicHlymphocyticH
leukemiaVHNatureiCommunicationsTH2016THeTHYXgaa 17.4 70

125 otlasHofHprostateHcancerHheritabilityHinHsuropeanHandHofricanUomericanHmenHpinpointsH
tissueUspecificHregulationVHNatureiCommunicationsTH2016THeTHYXgeg 17.4 37

124 uenomeUwideHassociationHstudyHidentifiesHYbHnovelHriskHallelesHassociatedHwithHbasalHcellHcarcinomaVH
NatureiCommunicationsTH2016THeTHYZcYX 17.4 65

123 uenomeUwideHanalysisHidentifiesHYZHlociHinfluencingHhumanHreproductiveHbehaviorVHNatureiGeneticsTH
2016THbfTHYbdZUYbeZ 36.3 198

(2016-2017)
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122 SniffingHoutHsignificantHJöeeHvaluesJhHgenomeHwideHassociationHstudyHofHasparagusHanosmiaVHBMJwi
TheTH2016THaccTHidXeY 5.9 8

121 reepHtargetedHsequencingHofHYZHbreastHcancerHsusceptibilityHregionsHinHbdYYHwomenHacrossHfourH
differentHethnicitiesVHBreastiCanceriResearchTH2016THYfTHYXg 8.3 4

120
wnteractionsHbetweenHbreastHcancerHsusceptibilityHlociHandHmenopausalHhormoneHtherapyHinH
relationshipHtoHbreastHcancerHinHtheHpreastHandHörostateHqancerHqohortHqonsortiumVHBreastiCanceri
ResearchiandiTreatmentTH2016THYccTHcaYUbX

4.4 2

119 örediagnosticHölasmaHZcUvydroxyvitaminHrHandHöancreaticHqancerHSurvivalVHJournaliofiClinicali
OncologyTH2016THabTHZfggUgXc 2.2 30

118 ReclassificationHofHgeneticUbasedHriskHpredictionsHasHuWoSHdataHaccumulateVHGenomeiMedicineTH2016
THfTHZX 14.4 20

117
oHqrossUqancerHueneticHossociationHonalysisHofHtheHr oHRepairHandHr oHramageHSignalingH
öathwaysHforHzungTHOvaryTHörostateTHpreastTHandHqolorectalHqancerVHCanceriEpidemiologyiBiomarkersi
andiPreventionTH2016THZcTHYgaUZXX

4 47

116 tineHmappingHofHchromosomeHcpYcVaaHbasedHonHaHtargetedHdeepHsequencingHandHhighHdensityH
genotypingHidentifiesHnovelHlungHcancerHsusceptibilityHlociVHCarcinogenesisTH2016THaeTHgdUYXc 4.6 27

115 ueneticallyHpredictedHlongerHtelomereHlengthHisHassociatedHwithHincreasedHriskHofHpUcellHlymphomaH
subtypesVHHumaniMoleculariGeneticsTH2016THZcTHYddaUed 5.6 39

114 uWoSHmetaUanalysisHofHYdHfcZHwomenHidentifiesHnewHsusceptibilityHlocusHforHendometrialHcancerVH
HumaniMoleculariGeneticsTH2016THZcTHZdYZUZdZX 5.6 15

113 ResponseHtoHrayHetHalVHAmericaniJournaliofiHumaniGeneticsTH2016THgfTHagbUc 11 1

112 uenomeUwideHmetaUanalysisHuncoversHnovelHlociHinfluencingHcirculatingHleptinHlevelsVHNaturei
CommunicationsTH2016THeTHYXbgb 17.4 107

111
wdentificationHofHaHnovelHsusceptibilityHlocusHatHYaqabHandHrefinementHofHtheHZXpYZVZHregionHasHaH
multiUsignalHlocusHassociatedHwithHbladderHcancerHriskHinHindividualsHofHsuropeanHancestryVHHumani
MoleculariGeneticsTH2016THZcTHYZXaUYb

5.6 20

110 oHuenomeUWideHossociationHStudyHofHqutaneousHSquamousHqellHqarcinomaHamongHsuropeanH
rescendantsVHCanceriEpidemiologyiBiomarkersiandiPreventionTH2016THZcTHeYbUZX 4 28

109 wmpactHofHöreUanalyticHploodHSampleHqollectionHtactorsHonH–etabolomicsVHCanceriEpidemiologyi
BiomarkersiandiPreventionTH2016THZcTHfZaUfZg 4 37

108 veterogeneityHofHluminalHbreastHcancerHcharacterisedHbyHimmunohistochemicalHexpressionHofHbasalH
markersVHBritishiJournaliofiCancerTH2016THYYbTHZgfUaXb 8.7 5

107 uenomeUwideHassociationHanalysisHidentifiesHTX RrZTHoTX ZHandHtOXqYHasHsusceptibilityHlociHforH
primaryHopenUangleHglaucomaVHNatureiGeneticsTH2016THbfTHYfgUgb 36.3 159

106 onalysisHofHaHueneticHöolymorphismHinHtheHqostimulatory´ –oleculeHT tStbHwithHvematopoieticH
Stem´ qell´ TransplantHOutcomesVHBiologyiofiBloodiandiMarrowiTransplantationTH2016THZZTHZeUad 4.7 7

105
ossociationHbetweenHodultHveightHandHRiskHofHqolorectalTHzungTHandHörostateHqancerhHResultsHfromH
–etaUanalysesHofHörospectiveHStudiesHandH–endelianHRandomizationHonalysesVHPLoSiMedicineTH2016TH
YaTHeYXXZYYf

11.6 49
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104 ossociationsHbetweenHsmokingHbehaviorUrelatedHallelesHandHtheHriskHofHmelanomaVHOncotargetTH2016
THeTHbeaddUbeaec 3.3 11

103 oHtargetedHgeneticHassociationHstudyHofHepithelialHovarianHcancerHsusceptibilityVHOncotargetTH2016THeTHeafYUg3.3 7

102 ThreeHnewHpancreaticHcancerHsusceptibilityHsignalsHidentifiedHonHchromosomesHYqaZVYTHcpYcVaaHandH
fqZbVZYVHOncotargetTH2016THeTHddaZfUddaba 3.3 66

101 ueneticallyHöredictedHpodyH–assHwndexHandHpreastHqancerHRiskhH–endelianHRandomizationHonalysesH
ofHrataHfromHYbcTXXXHWomenHofHsuropeanHrescentVHPLoSiMedicineTH2016THYaTHeYXXZYXc 11.6 80

100 uenomeUWideHossociationHStudyHforHwncidentH–yocardialHwnfarctionHandHqoronaryHveartHriseaseHinH
örospectiveHqohortHStudieshHTheHqvoRusHqonsortiumVHPLoSiONETH2016THYYTHeXYbbgge 3.7 53

99 ossessingHtheHossociationHofH–itochondrialHueneticHVariationHWithHörimaryHOpenUongleHulaucomaH
UsingHueneUSetHonalysesH2016THceTHcXbdUcXcZ 29

98 uainUofUfunctionHmutationsHinHS–orbHcauseHaHdistinctiveHrepertoireHofHcardiovascularHphenotypesHinH
patientsHwithH–yhreHsyndromeVHAmericaniJournaliofiMedicaliGeneticswiPartiATH2016THYeXTHZdYeUaY 2.5 29

97 oHgenomeUwideHinvestigationHofHfoodHaddictionVHObesityTH2016THZbTHYaadUbY 8 27

96 sxomeHgenotypingHarraysHtoHidentifyHrareHandHlowHfrequencyHvariantsHassociatedHwithHepithelialH
ovarianHcancerHriskVHHumaniMoleculariGeneticsTH2016THZcTHadXXUadYZ 5.6 9

95
us O–sUWwrsHoSSOqwoTwO HSTUrYHPuWoSQHo rHus O–sUWwrsHpYHs VwRO –s TH
w TsRoqTwO HSTUrYHPuWswSQHOtHrsöRsSSwVsHSY–öTO–SHw HotRwqo Ho–sRwqo Ho rH
vwSöo wqWzoTw oHWO–s VHDepressioniandiAnxietyTH2016THaaTHZdcUfX

8.4 76

94 öozpZTHqvsyZHandHoT–HrareHvariantsHandHcancerHriskhHdataHfromHqOuSVHJournaliofiMedicaliGeneticsTH
2016THcaTHfXXUfYY 5.8 121

93 wdentificationHofHindependentHassociationHsignalsHandHputativeHfunctionalHvariantsHforHbreastHcancerH
riskHthroughHfineUscaleHmappingHofHtheHYZpYYHlocusVHBreastiCanceriResearchTH2016THYfTHdb 8.3 25

92 ossociationHofHörostateHqancerHRiskHVariantsHwithHT–öRSSZhsRuHStatushHsvidenceHforHristinctH
–olecularHSubtypesVHCanceriEpidemiologyiBiomarkersiandiPreventionTH2016THZcTHebcUg 4 14

91 ueneticHvariantsHassociatedHwithHsubjectiveHwellUbeingTHdepressiveHsymptomsTHandHneuroticismH
identifiedHthroughHgenomeUwideHanalysesVHNatureiGeneticsTH2016THbfTHdZbUaa 36.3 602

90 ossociationHofHgeneticHsusceptibilityHvariantsHforHtypeHZHdiabetesHwithHbreastHcancerHriskHinHwomenH
ofHsuropeanHancestryVHCanceriCausesiandiControlTH2016THZeTHdegUga 2.8 15

89 qrossUqancerHuenomeUWideHonalysisHofHzungTHOvaryTHpreastTHörostateTHandHqolorectalHqancerH
RevealsH ovelHöleiotropicHossociationsVHCanceriResearchTH2016THedTHcYXaUYb 10.1 66

88 tourHSusceptibilityHzociHforHuallstoneHriseaseHwdentifiedHinHaH–etaUanalysisHofHuenomeUWideH
ossociationHStudiesVHGastroenterologyTH2016THYcYTHacYUadaVeZf 13.3 54

87 TelomereHstructureHandHmaintenanceHgeneHvariantsHandHriskHofHfiveHcancerHtypesVHInternationali
JournaliofiCancerTH2016THYagTHZdccUZdeX 7.5 30

(2016-2016)
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86 –etaUonalysisHofHRareHVariantHossociationHTestsHinH–ultiethnicHöopulationsVHGeneticiEpidemiologyTH
2016THbXTHceUdc 2.6 6

85 RedHmeatHintakeTH oTZTHandHriskHofHcolorectalHcancerhHaHpooledHanalysisHofHYYHstudiesVHCanceri
EpidemiologyiBiomarkersiandiPreventionTH2015THZbTHYgfUZXc 4 32

84 qirculatingHvitaminHrTHvitaminHrUrelatedHgeneticHvariationTHandHriskHofHfatalHprostateHcancerHinHtheH
 ationalHqancerHwnstituteHpreastHandHörostateHqancerHqohortHqonsortiumVHCancerTH2015THYZYTHYgbgUcd 6.4 43

83 uenomeUwideHassociationHanalysisHofHmoreHthanHYZXTXXXHindividualsHidentifiesHYcHnewHsusceptibilityH
lociHforHbreastHcancerVHNatureiGeneticsTH2015THbeTHaeaUfX 36.3 406

82 ueneticHriskHvariantsHassociatedHwithHinHsituHbreastHcancerVHBreastiCanceriResearchTH2015THYeTHfZ 8.3 20

81 rirectionalHdominanceHonHstatureHandHcognitionHin´ diverseHhumanHpopulationsVHNatureTH2015THcZaTHbcgUbdZ50.4 119

80 ueneticHdeterminantsHofHtelomereHlengthHandHriskHofHcommonHcancershHaH–endelianHrandomizationH
studyVHHumaniMoleculariGeneticsTH2015THZbTHcacdUdd 5.6 104

79 TestingHcalibrationHofHriskHmodelsHatHextremesHofHdiseaseHriskVHBiostatisticsTH2015THYdTHYbaUcb 3.7 21

78 wntegrationHofHmultiethnicHfineUmappingHandHgenomicHannotationHtoHprioritizeHcandidateHfunctionalH
S ösHatHprostateHcancerHsusceptibilityHregionsVHHumaniMoleculariGeneticsTH2015THZbTHcdXaUYf 5.6 35

77 wdentificationHofHnovelHgeneticHmarkersHofHbreastHcancerHsurvivalVHJournaliofitheiNationaliCanceri
InstituteTH2015THYXeTH 9.7 38

76 TwoHsusceptibilityHlociHidentifiedHforHprostateHcancerHaggressivenessVHNatureiCommunicationsTH2015TH
dTHdffg 17.4 75

75  ovelHossociationsHbetweenHqommonHpreastHqancerHSusceptibilityHVariantsHandHRiskUöredictingH
–ammographicHrensityH–easuresVHCanceriResearchTH2015THecTHZbceUde 10.1 45

74 –odelingHzinkageHrisequilibriumHwncreasesHoccuracyHofHöolygenicHRiskHScoresVHAmericaniJournaliofi
HumaniGeneticsTH2015THgeTHcedUgZ 11 649

73 zargeUscaleHgenomicHanalysesHlinkHreproductiveHagingHtoHhypothalamicHsignalingTHbreastHcancerH
susceptibilityHandHpRqoYUmediatedHr oHrepairVHNatureiGeneticsTH2015THbeTHYZgbUYaXa 36.3 226

72 wdentificationHofHaHcommonHvariantHwithHpotentialHpleiotropicHeffectHonHriskHofHinflammatoryHbowelH
diseaseHandHcolorectalHcancerVHCarcinogenesisTH2015THadTHgggUYXXe 4.6 21

71 zackHofHgeneUdiureticHinteractionsHonHtheHriskHofHincidentHgouthHtheH ursesOHvealthHStudyHandHvealthH
örofessionalsHtollowUupHStudyVHAnnalsiofitheiRheumaticiDiseasesTH2015THebTHYagbUf 2.4 15

70 uenomeUwideHassociationHstudyHofHprostateHcancerUspecificHsurvivalVHCanceriEpidemiologyi
BiomarkersiandiPreventionTH2015THZbTHYegdUfXX 4 23

69 ueneticHfineHmappingHandHgenomicHannotationHdefinesHcausalHmechanismsHatHtypeHZHdiabetesH
susceptibilityHlociVHNatureiGeneticsTH2015THbeTHYbYcUZc 36.3 292
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68 ossociationHofHprostateHcancerHriskHvariantsHwithHgeneHexpressionHinHnormalHandHtumorHtissueVH
CanceriEpidemiologyiBiomarkersiandiPreventionTH2015THZbTHZccUdX 4 69

67 uenomeUwideHassociationHstudyHofHseleniumHconcentrationsVHHumaniMoleculariGeneticsTH2015THZbTHYbdgUee5.6 37

66 SummarizingHpolygenicHrisksHforHcomplexHdiseasesHinHaHclinicalHwholeUgenomeHreportVHGeneticsiini
MedicineTH2015THYeTHcadUbb 8.1 30

65 uenomeUwideHmetaUanalysisHidentifiesHsixHnovelHlociHassociatedHwithHhabitualHcoffeeHconsumptionVH
MoleculariPsychiatryTH2015THZXTHdbeUdcd 15.1 167

64 TheHimpactHofHdirectUtoUconsumerHpersonalHgenomicHtestingHonHperceivedHriskHofHbreastTHprostateTH
colorectalTHandHlungHcancerhHfindingsHfromHtheHöuenHstudyVHBMCiMedicaliGenomicsTH2015THfTHda 3.7 14

63 qommonHgermlineHpolymorphismsHassociatedHwithHbreastHcancerUspecificHsurvivalVHBreastiCanceri
ResearchTH2015THYeTHcf 8.3 24

62 sxplicitH–odelingHofHoncestryHwmprovesHöolygenicHRiskHScoresHandHpzUöHöredictionVHGenetici
EpidemiologyTH2015THagTHbZeUaf 2.6 18

61 TsRTHgeneHharborsHmultipleHvariantsHassociatedHwithHpancreaticHcancerHsusceptibilityVHInternationali
JournaliofiCancerTH2015THYaeTHZYecUfa 7.5 46

60 –ultilocusHheterozygosityHandHcoronaryHheartHdiseasehHnestedHcaseUcontrolHstudiesHinHmenHandH
womenVHPLoSiONETH2015THYXTHeXYZbfbe 3.7 2

59 oHgenomeUwideHassociationHstudyHofHmarginalHzoneHlymphomaHshowsHassociationHtoHtheHvzoHregionVH
NatureiCommunicationsTH2015THdTHcecY 17.4 44

58 tindingHtheHmissingHgeneUenvironmentHinteractionsVHEuropeaniJournaliofiEpidemiologyTH2015THaXTHacaUc 12.1 25

57 qharacterizationHofHlargeHstructuralHgeneticHmosaicismHinHhumanHautosomesVHAmericaniJournaliofi
HumaniGeneticsTH2015THgdTHbfeUge 11 77

56
UsingHgeneticsHtoHtestHtheHcausalHrelationshipHofHtotalHadiposityHandHperiodontitishH–endelianH
randomizationHanalysesHinHtheHueneUzifestyleHwnteractionsHandHrentalHsndpointsHPuzwrsQH
qonsortiumVHInternationaliJournaliofiEpidemiologyTH2015THbbTHdafUcX

7.8 33

55 SurvivalHamongHpatientsHwithHpancreaticHcancerHandHlongUstandingHorHrecentUonsetHdiabetesH
mellitusVHJournaliofiClinicaliOncologyTH2015THaaTHZgUac 2.2 62

54 odjustingHforHheritableHcovariatesHcanHbiasHeffectHestimatesHinHgenomeUwideHassociationHstudiesVH
AmericaniJournaliofiHumaniGeneticsTH2015THgdTHaZgUag 11 155

53 ossociationHofHbreastHcancerHriskHlociHwithHbreastHcancerHsurvivalVHInternationaliJournaliofiCancerTH
2015THYaeTHZfaeUbc 7.5 28

52 oHgenomeUwideHpleiotropyHscanHforHprostateHcancerHriskVHEuropeaniUrologyTH2015THdeTHdbgUce 10.2 17

51 VitaminHrUassociatedHgeneticHvariationHandHriskHofHbreastHcancerHinHtheHbreastHandHprostateHcancerH
cohortHconsortiumHPpöqaQVHCanceriEpidemiologyiBiomarkersiandiPreventionTH2015THZbTHdZeUaX 4 18

(2015-2015)
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50 uenomeUwideHinteractionHstudyHofHsmokingHandHbladderHcancerHriskVHCarcinogenesisTH2014THacTHYeaeUbb 4.6 33

49 örostateHcancerHPöqaQHriskHvariantsHandHriskHofHfatalHöqaHinHtheH ationalHqancerHwnstituteHpreastHandH
örostateHqancerHqohortHqonsortiumVHEuropeaniUrologyTH2014THdcTHYXdgUec 10.2 58

48 qrossUcancerHpleiotropicHanalysisHofHendometrialHcancerhHöousHandHsZqZHconsortiaVHCarcinogenesisTH
2014THacTHZXdfUea 4.6 17

47 TheHYgqYZHbladderHcancerHuWoSHsignalhHassociationHwithHcyclinHsHfunctionHandHaggressiveHdiseaseVH
CanceriResearchTH2014THebTHcfXfUYf 10.1 19

46 ondrogenHreceptorHqouHrepeatHpolymorphismHandHriskHofHT–öRSSZhsRuUpositiveHprostateHcancerVH
CanceriEpidemiologyiBiomarkersiandiPreventionTH2014THZaTHZXZeUaY 4 21

45 uenomeUwideHassociationHstudyHofHbreastHcancerHinHzatinasHidentifiesHnovelHprotectiveHvariantsHonH
dqZcVHNatureiCommunicationsTH2014THcTHcZdX 17.4 89

44 uenomeUwideHassociationHstudyHidentifiesHmultipleHlociHassociatedHwithHbothHmammographicH
densityHandHbreastHcancerHriskVHNatureiCommunicationsTH2014THcTHcaXa 17.4 84

43 xointHanalysisHofHthreeHgenomeUwideHassociationHstudiesHofHesophagealHsquamousHcellHcarcinomaHinH
qhineseHpopulationsVHNatureiGeneticsTH2014THbdTHYXXYUYXXd 36.3 112

42 uenomeUwideHassociationHstudyHidentifiesHmultipleHsusceptibilityHlociHforHdiffuseHlargeHpHcellH
lymphomaVHNatureiGeneticsTH2014THbdTHYZaaUf 36.3 108

41 uenomeUwideHassociationHstudyHidentifiesHfiveHsusceptibilityHlociHforHfollicularHlymphomaHoutsideH
theHvzoHregionVHAmericaniJournaliofiHumaniGeneticsTH2014THgcTHbdZUeY 11 74

40 öarentUofUoriginUspecificHallelicHassociationsHamongHYXdHgenomicHlociHforHageHatHmenarcheVHNatureTH
2014THcYbTHgZUge 50.4 401

39 uenomeUwideHassociationHstudyHidentifiesHmultipleHsusceptibilityHlociHforHpancreaticHcancerVHNaturei
GeneticsTH2014THbdTHggbUYXXX 36.3 226

38 slevationHofHcirculatingHbranchedUchainHaminoHacidsHisHanHearlyHeventHinHhumanHpancreaticH
adenocarcinomaHdevelopmentVHNatureiMedicineTH2014THZXTHYYgaUYYgf 50.5 383

37 oHmetaUanalysisHofHfeTXbXHindividualsHidentifiesHZaHnewHsusceptibilityHlociHforHprostateHcancerVH
NatureiGeneticsTH2014THbdTHYYXaUg 36.3 331

36 TheH–edSeqHörojecthHaHrandomizedHtrialHofHintegratingHwholeHgenomeHsequencingHintoHclinicalH
medicineVHTrialsTH2014THYcTHfc 2.8 103

35 –etaUanalysisHofHgenomeUwideHassociationHstudiesHidentifiesHYqZZHasHaHsusceptibilityHlocusHforH
intracerebralHhemorrhageVHAmericaniJournaliofiHumaniGeneticsTH2014THgbTHcYYUZY 11 166

34 ossociationHofHqoVYWqoVZHgenomicHvariantsHwithHprimaryHopenUangleHglaucomaHoverallHandHbyH
genderHandHpatternHofHvisualHfieldHlossVHOphthalmologyTH2014THYZYTHcXfUYd 7.3 73

33 sxpressionHüTzUbasedHanalysesHrevealHcandidateHcausalHgenesHandHlociHacrossHfiveHtumorHtypesVH
HumaniMoleculariGeneticsTH2014THZaTHcZgbUaXZ 5.6 61
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32 oHgenomeUwideHJpleiotropyHscanJHdoesHnotHidentifyHnewHsusceptibilityHlociHforHestrogenHreceptorH
negativeHbreastHcancerVHPLoSiONETH2014THgTHefcgcc 3.7 7

31 xointHeffectsHofHcolorectalHcancerHsusceptibilityHlociTHcirculatingHZcUhydroxyvitaminHrHandHriskHofH
colorectalHcancerVHPLoSiONETH2014THgTHegZZYZ 3.7 11

30 sxomeUwideHassociationHstudyHofHendometrialHcancerHinHaHmultiethnicHpopulationVHPLoSiONETH2014TH
gTHegeXbc 3.7 8

29 wnclusionHofHendogenousHhormoneHlevelsHinHriskHpredictionHmodelsHofHpostmenopausalHbreastH
cancerVHJournaliofiClinicaliOncologyTH2014THaZTHaYYYUe 2.2 45

28 wdentificationHofHaHmelanomaHsusceptibilityHlocusHandHsomaticHmutationHinHTsTZVHCarcinogenesisTH
2014THacTHZXgeUYXY 4.6 38

27 wntegratingHfunctionalHdataHtoHprioritizeHcausalHvariantsHinHstatisticalHfineUmappingHstudiesVHPLoSi
GeneticsTH2014THYXTHeYXXbeZZ 6 305

26 tineUmappingHtheHvOXpHregionHdetectsHcommonHvariantsHtaggingHaHrareHcodingHallelehHevidenceHforH
syntheticHassociationHinHprostateHcancerVHPLoSiGeneticsTH2014THYXTHeYXXbYZg 6 30

25
wmputationHandHsubsetUbasedHassociationHanalysisHacrossHdifferentHcancerHtypesHidentifiesHmultipleH
independentHriskHlociHinHtheHTsRTUqzöT–YzHregionHonHchromosomeHcpYcVaaVHHumaniMoleculari
GeneticsTH2014THZaTHddYdUaa

5.6 77

24
öostUuWoSHgeneUenvironmentHinterplayHinHbreastHcancerhHresultsHfromHtheHpreastHandHörostateH
qancerHqohortHqonsortiumHandHaHmetaUanalysisHonHegTXXXHwomenVHHumaniMoleculariGeneticsTH2014TH
ZaTHcZdXUeX

5.6 30

23 –aximizingHtheHpowerHofHprincipalUcomponentHanalysisHofHcorrelatedHphenotypesHinHgenomeUwideH
associationHstudiesVHAmericaniJournaliofiHumaniGeneticsTH2014THgbTHddZUed 11 108

22 qircadianHdysrhythmHandHadvancedHprostateHcancerVVHJournaliofiClinicaliOncologyTH2014THaZTHYggUYgg 2.2

21 uenomeUwideHassociationHstudiesHidentifyHfourHsRHnegativeUspecificHbreastHcancerHriskHlociVHNaturei
GeneticsTH2013THbcTHagZUfTHagfeYUZ 36.3 327

20
oHgenomeUwideHassociationHstudyHtoHidentifyHgeneticHsusceptibilityHlociHthatHmodifyHductalHandH
lobularHpostmenopausalHbreastHcancerHriskHassociatedHwithHmenopausalHhormoneHtherapyHusehHaH
twoUstageHdesignHwithHreplicationVHBreastiCanceriResearchiandiTreatmentTH2013THYafTHcZgUcbZ

4.4 14

19 payesianHinferenceHanalysesHofHtheHpolygenicHarchitectureHofHrheumatoidHarthritisVHNatureiGeneticsTH
2012THbbTHbfaUg 36.3 326

18 svaluationHofHpolygenicHriskHscoresHforHpredictingHbreastHandHprostateHcancerHriskVHGenetici
EpidemiologyTH2011THacTHcXdUcYb 2.6 63

17 qomplexHdiseasesTHcomplexHgeneshHkeepingHpathwaysHonHtheHrightHtrackVHEpidemiologyTH2009THZXTHcXfUYY 3.1 26

16 ueneticHriskHpredictionUUareHweHthereHyetmVHNewiEnglandiJournaliofiMedicineTH2009THadXTHYeXYUa 59.2 341

15 peyondHoddsHratiosUUcommunicatingHdiseaseHriskHbasedHonHgeneticHprofilesVHNatureiReviewsiGeneticsTH
2009THYXTHZdbUg 30.1 113
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14 ReplicationHinHgenomeUwideHassociationHstudiesVHStatisticaliScienceTH2009THZbTHcdYUcea 2.4 177

13 StudyHdesignsHforHgenomeUwideHassociationHstudiesVHAdvancesiiniGeneticsTH2008THdXTHbdcUcXb 3.3 40

12 qursesUUwinnerOsHandHotherwiseUUinHgeneticHepidemiologyVHEpidemiologyTH2008THYgTHdbgUcYiH
discussionHdceUf 3.1 360

11 sxploitingHgeneUenvironmentHinteractionHtoHdetectHgeneticHassociationsVHHumaniHeredityTH2007THdaTHYYYUg1.1 322

10
sxhaustiveHscreensHforHdiseaseHsusceptibilityHlociHincorporatingHstatisticalHinteractionHofHgenotypeshH
aHcomparisonHofHlikelihoodUratioUbasedHandHokaikeHandHpayesianHinformationHcriteriaUbasedH
methodsVHBMCiProceedingsTH2007THYHSupplHYTHSZc

2.3 2

9 sfficientHtwoUstageHgenomeUwideHassociationHdesignsHbasedHonHfalseHpositiveHreportHprobabilitiesVH
PacificiSymposiumioniBiocomputingiPacificiSymposiumioniBiocomputingTH2006THcZaUab 1.3 4

8 wntegratingHepidemiologyHandHgeneticHassociationhHtheHchallengeHofHgeneUenvironmentHinteractionVH
PhilosophicaliTransactionsiofitheiRoyaliSocietyiB:iBiologicaliSciencesTH2005THadXTHYdXgUYd 5.8 55

7 sttwqws THTWOUSTousHus O–sUWwrsHoSSOqwoTwO HrsSwu SHpoSsrHO HtozSsHöOSwTwVsH
RsöORTHöROpopwzwTwsSH2005TH 3

6 occountingHforHhaplotypeHuncertaintyHinHmatchedHassociationHstudieshHaHcomparisonHofHsimpleHandH
flexibleHtechniquesVHGeneticiEpidemiologyTH2005THZfTHZdYUeZ 2.6 128

5 ueneticHvariationHinHtheHvSrYepYHgeneHandHriskHofHprostateHcancerVHPLoSiGeneticsTH2005THYTHedf 6 54

4 ueneticHvariationHinHtheHvSrYepYHgeneHandHriskHofHprostateHcancerVHPLoSiGeneticsTH2005THpreprintTHedf 6 6

3 RvrHmaternalUfetalHgenotypeHincompatibilityHandHschizophreniahHextendingHtheH–tuHtestHtoHincludeH
multipleHsiblingsHandHbirthHorderVHEuropeaniJournaliofiHumaniGeneticsTH2004THYZTHYgZUf 5.3 20

2 qaseUsiblingHgeneUassociationHstudiesHforHdiseasesHwithHvariableHageHatHonsetVHStatisticsiiniMedicineTH
2004THZaTHadgeUeYZ 2.3 18

1 –ultivariateHvarianceUcomponentsHanalysisHofHlongitudinalHbloodHpressureHmeasurementsHfromHtheH
traminghamHveartHStudyVHBMCiGeneticsTH2003THbHSupplHYTHScc 2.6 19
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