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A ToxA-like protein from Cochliobolus heterostrophus induces light-dependent leaf necrosis and acts

as a virulence factor with host selectivity on maize. Fungal Genetics and Biology, 2015, 81, 12-24.
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Cochliobolus heterostrophus: A Dothideomycete Pathogen of Maize. Soil Biology, 2013, , 213-228. 0.6 3
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ChLael and ChVell Regulate T-toxin Production, Virulence, Oxidative Stress Response, and
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Altering sexual reproductive mode by interspecific exchange of MAT loci. Fungal Genetics and Biology, 0.9 20
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