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96 DNxNMethylationNinNNewbornsNandNMaternalNSmokingNinNPregnancyqNGenomedwideNzonsortiumN
MetadanalysiseNAmericanoJournaloofoHumanoGeneticscN2016cNpocNmogdpm 11 489

95 HumanNgeneticseNTheNgeneticsNofNMexicoNrecapitulatesNNativeNxmericanNsubstructureNandNaffectsN
biomedicalNtraitseNSciencecN2014cNjkkcNhiogdl 33.3 331

94 MultidancestryNgenomedwideNassociationNstudyNofNihcgggNcasesNandNplcgggNcontrolsNidentifiesNnewN
riskNlociNforNatopicNdermatitiseNNatureoGeneticscN2015cNkncNhkkpdhklm 36.3 329

93 SequencingNofNljcojhNdiverseNgenomesNfromNtheNNHLyINTOPMedNProgrameNNaturecN2021cNlpgcNipgdipp 50.4 268

92 MultiancestryNassociationNstudyNidentifiesNnewNasthmaNriskNlociNthatNcolocalizeNwithNimmunedcellN
enhancerNmarkseNNatureoGeneticscN2018cNlgcNkidlj 36.3 246

91 SparseNPzxNcorrectsNforNcellNtypeNheterogeneityNinNepigenomedwideNassociationNstudieseNNatureo
MethodscN2016cNhjcNkkjdl 21.6 154

90 xssemblyNofNaNpandgenomeNfromNdeepNsequencingNofNphgNhumansNofNxfricanNdescenteNNatureo
GeneticscN2019cNlhcNjgdjl 36.3 153

89 DissectingNchildhoodNasthmaNwithNnasalNtranscriptomicsNdistinguishesNsubphenotypesNofNdiseaseeN
JournaloofoAllergyoandoClinicaloImmunologycN2014cNhjjcNmngdoeehi 11.5 144

88 TheNlandscapeNofNgenomicNimprintingNacrossNdiverseNadultNhumanNtissueseNGenomeoResearchcN2015cN
ilcNpindjm 9.7 139

87 DifferentialNmethylationNbetweenNethnicNsubdgroupsNreflectsNtheNeffectNofNgeneticNancestryNandN
environmentalNexposureseNELifecN2017cNmcN 8.9 93

86 xNcontinuumNofNadmixtureNinNtheNWesternNHemisphereNrevealedNbyNtheNxfricanNDiasporaNgenomeeN
NatureoCommunicationscN2016cNncNhilii 17.4 90

85 GenomedwideNassociationNstudyNofNbreastNcancerNinNLatinasNidentifiesNnovelNprotectiveNvariantsNonN
mqileNNatureoCommunicationscN2014cNlcNlimg 17.4 89

84 EpigenomedwideNmetadanalysisNofNDNxNmethylationNandNchildhoodNasthmaeNJournaloofoAllergyoando
ClinicaloImmunologycN2019cNhkjcNigmidignk 11.5 87

83 GeneticNancestryNinfluencesNasthmaNsusceptibilityNandNlungNfunctionNamongNLatinoseNJournaloofo
AllergyoandoClinicaloImmunologycN2015cNhjlcNiiodjl 11.5 85

82
GenomedwideNassociationNstudyNandNadmixtureNmappingNidentifyNdifferentNasthmadassociatedNlociNinN
LatinosqNtheNGenesdenvironmentsNUNxdmixtureNinNLatinoNxmericansNstudyeNJournaloofoAllergyoando
ClinicaloImmunologycN2014cNhjkcNipldjgl

11.5 84

81 xNgenomedwideNassociationNstudyNofNbronchodilatorNresponseNinNLatinosNimplicatesNrareNvariantseN
JournaloofoAllergyoandoClinicaloImmunologycN2014cNhjjcNjngdo 11.5 84

80 SocioeconomicNstatusNandNchildhoodNasthmaNinNurbanNminorityNyouthseNTheNGxLxNIINandNSxGENIIN
studieseNAmericanoJournaloofoRespiratoryoandoCriticaloCareoMedicinecN2013cNhoocNhigidp 10.2 84
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79 TypeNiNandNinterferonNinflammationNregulateNSxRSdzoVdiNentryNfactorNexpressionNinNtheNairwayN
epitheliumeNNatureoCommunicationscN2020cNhhcNlhjp 17.4 68

78 WholedGenomeNSequencingNofNPharmacogeneticNDrugNResponseNinNRaciallyNDiverseNzhildrenNwithN
xsthmaeNAmericanoJournaloofoRespiratoryoandoCriticaloCareoMedicinecN2018cNhpncNhllidhlmk 10.2 65

77 ObesityNandNbronchodilatorNresponseNinNblackNandNHispanicNchildrenNandNadolescentsNwithNasthmaeN
ChestcN2015cNhkncNhlphdhlpo 5.3 60

76 EthnicdspecificNassociationsNofNrareNandNlowdfrequencyNDNxNsequenceNvariantsNwithNasthmaeNNatureo
CommunicationscN2015cNmcNlpml 17.4 56

75 TheNTxMNfamilyNreceptorNtyrosineNkinaseNTYROjNisNaNnegativeNregulatorNofNtypeNiNimmunityeNSciencecN
2016cNjlicNppdhgj 33.3 54

74 PerceivedNDiscriminationNxssociatedNWithNxsthmaNandNRelatedNOutcomesNinNMinorityNYouthqNTheN
GxLxNIINandNSxGENIINStudieseNChestcN2017cNhlhcNogkdohi 5.3 48

73 GenomedwideNmethylationNdataNmirrorNancestryNinformationeNEpigeneticsoandoChromatincN2017cNhgcNh 5.8 48

72 DualNRNxdseqNrevealsNviralNinfectionsNinNasthmaticNchildrenNwithoutNrespiratoryNillnessNwhichNareN
associatedNwithNchangesNinNtheNairwayNtranscriptomeeNGenomeoBiologycN2017cNhocNhi 18.3 46

71 zasedcontrolNadmixtureNmappingNinNLatinoNpopulationsNenrichesNforNknownNasthmadassociatedN
geneseNJournaloofoAllergyoandoClinicaloImmunologycN2012cNhjgcNnmdoieehi 11.5 46

70 GenomedwideNassociationNstudyNofNlungNfunctionNphenotypesNinNaNfounderNpopulationeNJournaloofo
AllergyoandoClinicaloImmunologycN2014cNhjjcNikodlleehdhg 11.5 44

69 GenomedwideNassociationNstudyNandNadmixtureNmappingNrevealNnewNlociNassociatedNwithNtotalNIgEN
levelsNinNLatinoseNJournaloofoAllergyoandoClinicaloImmunologycN2015cNhjlcNhlgidhg 11.5 40

68 DysregulatedNinvertebrateNtropomyosinddectindhNinteractionNconfersNsusceptibilityNtoNallergicN
diseaseseNScienceoImmunologycN2018cNjcN 28 36

67 xssociationNstudyNinNxfricandadmixedNpopulationsNacrossNtheNxmericasNrecapitulatesNasthmaNriskNlociN
inNnondxfricanNpopulationseNNatureoCommunicationscN2019cNhgcNoog 17.4 36

66 FunctionalNgenomicsNofNzDHRjNconfirmsNitsNroleNinNHRVdzNinfectionNandNchildhoodNasthmaN
exacerbationseNJournaloofoAllergyoandoClinicaloImmunologycN2019cNhkkcNpmidpnh 11.5 34

65 zOMTNValMetNpolymorphismNisNassociatedNwithNpostdtraumaticNstressNdisorderNandNfunctionalN
outcomeNfollowingNmildNtraumaticNbrainNinjuryeNJournaloofoClinicaloNeurosciencecN2017cNjlcNhgpdhhm 2.2 32

64 GenomedwideNassociationNstudyNofNinhaledNcorticosteroidNresponseNinNadmixedNchildrenNwithN
asthmaeNClinicaloandoExperimentaloAllergycN2019cNkpcNnopdnpo 4.1 32

63 TypeNiNandNinterferonNinflammationNstronglyNregulateNSxRSdzoVdiNrelatedNgeneNexpressionNinNtheN
airwayNepitheliumN2020cN 30

62 NativeNxmericanNgeneNflowNintoNPolynesiaNpredatingNEasterNIslandNsettlementeNNaturecN2020cNlojcNlnidlnn50.4 28

(2020-2020)

3



61 zOMTNValNhloNMetNpolymorphismNisNassociatedNwithNnonverbalNcognitionNfollowingNmildNtraumaticN
brainNinjuryeNNeurogeneticscN2016cNhncNjhdkh 3 28

60 zorrectingNforNcelldtypeNheterogeneityNinNDNxNmethylationqNaNcomprehensiveNevaluationeNNatureo
MethodscN2017cNhkcNihodihp 21.6 27

59 ROPqNdumpsterNdivingNinNRNxdsequencingNtoNfindNtheNsourceNofNhNtrillionNreadsNacrossNdiverseNadultN
humanNtissueseNGenomeoBiologycN2018cNhpcNjm 18.3 26

58 WholedgenomeNsequencingNofNindividualsNfromNaNfounderNpopulationNidentifiesNcandidateNgenesNforN
asthmaeNPLoSoONEcN2014cNpcNehgkjpm 3.7 26

57
GenomicNinsightsNintoNtheNoriginNandNdiversificationNofNlateNmaritimeNhunterdgatherersNfromNtheN
zhileanNPatagoniaeNProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericacN
2018cNhhlcNEkggmdEkghi

11.5 25

56 xNgenomedwideNassociationNandNadmixtureNmappingNstudyNofNbronchodilatorNdrugNresponseNinN
xfricanNxmericansNwithNasthmaeNPharmacogenomicsoJournalcN2019cNhpcNikpdilp 3.5 25

55 IdentificationNofNaNnovelNlocusNassociatedNwithNskinNcolourNinNxfricandadmixedNpopulationseNScientifico
ReportscN2017cNncNkklko 4.9 24

54 xnNadmixtureNmappingNmetadanalysisNimplicatesNgeneticNvariationNatNhoqihNwithNasthmaN
susceptibilityNinNLatinoseNJournaloofoAllergyoandoClinicaloImmunologycN2019cNhkjcNplndpmp 11.5 20

53 SingledzellNandNPopulationNTranscriptomicsNRevealNPandepithelialNRemodelingNinNTypeNidHighN
xsthmaeNCelloReportscN2020cNjicNhgnoni 10.6 19

52 xncestrydDependentNEnrichmentNofNDeleteriousNHomozygotesNinNRunsNofNHomozygosityeNAmericano
JournaloofoHumanoGeneticscN2019cNhglcNnkndnmi 11 17

51 SecondhandNsmokeNexposureNandNasthmaNoutcomesNamongNxfricandxmericanNandNLatinoNchildrenN
withNasthmaeNThoraxcN2018cNnjcNhgkhdhgko 7.3 17

50 MetadanalysisNofNGWxNstudiesNprovidesNnewNinsightsNonNtheNgeneticNarchitectureNofNskinN
pigmentationNinNrecentlyNadmixedNpopulationseNBMCoGeneticscN2019cNigcNlp 2.6 17

49 SelfdreportedNracialfethnicNdiscriminationNandNbronchodilatorNresponseNinNxfricanNxmericanNyouthN
withNasthmaeNPLoSoONEcN2017cNhicNeghnpgph 3.7 16

48 GeneticNDeterminantsNofNTelomereNLengthNinNxfricanNxmericanNYoutheNScientificoReportscN2018cNocNhjiml 4.9 15

47 TheNEffectsNofNMigrationNandNxssortativeNMatingNonNxdmixtureNLinkageNDisequilibriumeNGeneticscN
2017cNiglcNjnldjoj 4 14

46 EarlydlifeNozoneNexposureNassociatedNwithNasthmaNwithoutNsensitizationNinNLatinoNchildreneNJournalo
ofoAllergyoandoClinicaloImmunologycN2016cNhjocNhngjdhngmeeh 11.5 14

45 OnNtheNcrossdpopulationNgeneralizabilityNofNgeneNexpressionNpredictionNmodelseNPLoSoGeneticscN2020
cNhmcNehggopin 6 14

44 xncestryNandNgeneticNassociationsNwithNbronchopulmonaryNdysplasiaNinNpretermNinfantseNAmericano
JournaloofoPhysiologyo-oLungoCellularoandoMolecularoPhysiologycN2018cNjhlcNLolodLomp 5.8 13
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43 xdaptdMixqNlearningNlocalNgeneticNcorrelationNstructureNimprovesNsummaryNstatisticsdbasedNanalyseseN
BioinformaticscN2015cNjhcNihohdp 7.2 11

42 xnNancestrydbasedNapproachNforNdetectingNinteractionseNGeneticoEpidemiologycN2018cNkicNkpdmj 2.6 11

41 InNuteroNtobaccoNsmokeNexposurecNDNxNmethylationcNandNasthmaNinNLatinoNchildreneNEnvironmentalo
EpidemiologycN2019cNjcNegko 0.2 9

40 DevelopmentNofNaNsmallNpanelNofNSNPsNtoNinferNancestryNinNzhileansNthatNdistinguishesNxymaraNandN
MapucheNcomponentseNBiologicaloResearchcN2020cNljcNhl 7.6 9

39 PathsNandNtimingsNofNtheNpeoplingNofNPolynesiaNinferredNfromNgenomicNnetworkseNNaturecN2021cNlpncNliidlim50.4 9

38 RacialfEthnicdSpecificNDifferencesNinNtheNEffectsNofNInhaledNzorticosteroidNUseNonNyronchodilatorN
ResponseNinNPatientsNWithNxsthmaeNClinicaloPharmacologyoandoTherapeuticscN2019cNhgmcNhhjjdhhkg 6.1 7

37 xcculturationNisNassociatedNwithNasthmaNburdenNandNpulmonaryNfunctionNinNLatinoNyouthqNTheNGxLxN
IINstudyeNJournaloofoAllergyoandoClinicaloImmunologycN2019cNhkjcNhphkdhpii 11.5 7

36 yacterialNsalivaryNmicrobiomeNassociatesNwithNasthmaNamongNafricanNamericanNchildrenNandNyoungN
adultseNPediatricoPulmonologycN2019cNlkcNhpkodhplm 3.5 7

35 FineNmappingNofNtheNmyosinNlightNchainNkinaseNWMYLKYNgeneNreplicatesNtheNassociationNwithNasthmaN
inNpopulationsNofNSpanishNdescenteNJournaloofoAllergyoandoClinicaloImmunologycN2015cNhjmcNhhhmdoeep 11.5 7

34 yreastfeedingNassociatedNwithNhigherNlungNfunctionNinNxfricanNxmericanNyouthsNwithNasthmaeN
JournaloofoAsthmacN2017cNlkcNolmdoml 1.9 6

33 xNgenomedwideNassociationNstudyNofNsevereNasthmaNexacerbationsNinNLatinoNchildrenNandN
adolescentseNEuropeanoRespiratoryoJournalcN2021cNlncN 13.6 6

32 GenomedwideNassociationNstudyNofNasthmaNexacerbationsNdespiteNinhaledNcorticosteroidNuseeN
EuropeanoRespiratoryoJournalcN2021cNlncN 13.6 5

31 xssociationNofNaNPxIdhNGeneNPolymorphismNandNEarlyNLifeNInfectionsNwithNxsthmaNRiskcN
ExacerbationscNandNReducedNLungNFunctioneNPLoSoONEcN2016cNhhcNeghlnoko 3.7 5

30 xNgenomedwideNassociationNstudyNofNasthmaNhospitalizationsNinNadultseNJournaloofoAllergyoandoClinicalo
ImmunologycN2021cNhkncNpjjdpkg 11.5 5

29 GenomedwideNassociationNstudyNrevealsNaNnovelNlocusNforNasthmaNwithNsevereNexacerbationsNinN
diverseNpopulationseNPediatricoAllergyoandoImmunologycN2021cNjicNhgmdhhl 4.2 5

28 DifferentialNasthmaNoddsNfollowingNrespiratoryNinfectionNinNchildrenNfromNthreeNminorityN
populationseNPLoSoONEcN2020cNhlcNegijhnoi 3.7 4

27 xNgenomedwideNstudyNofNDNxNmethylationNinNwhiteNbloodNcellsNandNasthmaNinNLatinoNchildrenNandN
youtheNEpigeneticscN2021cNhmcNlnndlol 5.7 4

26 WholeNGenomeNSequencingNIdentifiesNzRISPLDiNasNaNLungNFunctionNGeneNinNzhildrenNWithNxsthmaeN
ChestcN2019cNhlmcNhgmodhgnp 5.3 3
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25 LungNFunctionNinNxfricanNxmericanNzhildrenNwithNxsthmaNIsNxssociatedNwithNNovelNRegulatoryN
VariantsNofNtheNKITNLigandNandNGenedyydxirdPollutionNInteractioneNGeneticscN2020cNihlcNompdoom 4 3

24 IdentificationNofNzFTRNvariantsNinNLatinoNpatientsNwithNcysticNfibrosisNfromNtheNDominicanNRepublicN
andNPuertoNRicoeNPediatricoPulmonologycN2020cNllcNljjdlkg 3.5 3

23 ExpressionNofNSMxRzDhNinteractsNwithNageNinNassociationNwithNasthmaNcontrolNonNinhaledN
corticosteroidNtherapyeNRespiratoryoResearchcN2020cNihcNjh 7.3 2

22
PharmacogeneticNstudiesNofNlongdactingNbetaNagonistNandNinhaledNcorticosteroidNresponsivenessNinN
randomisedNcontrolledNtrialsNofNindividualsNofNxfricanNdescentNwithNasthmaeNTheoLancetoChildoando
AdolescentoHealthcN2021cNlcNomidoni

14.5 2

21 LymphNnodedresidentNdendriticNcellsNdriveNTiNcellNdevelopmentNinvolvingNMxRzHheNScienceo
ImmunologycN2021cNmcNeabhgngn 28 2

20 NLRPhNvariantNMhhokVNdecreasesNinflammasomeNactivationNinNtheNcontextNofNDPPpNinhibitionNandN
asthmaNseverityeNJournaloofoAllergyoandoClinicaloImmunologycN2021cNhkncNihjkdihkleeig 11.5 2

19 NasalNairwayNtranscriptomedwideNassociationNstudyNofNasthmaNrevealsNgeneticallyNdrivenNmucusN
pathobiologyeeNNatureoCommunicationscN2022cNhjcNhmji 17.4 2

18 WholedGenomeNSequencingNIdentifiesNNovelNFunctionalNLociNxssociatedNwithNLungNFunctionNinN
PuertoNRicanNYoutheNAmericanoJournaloofoRespiratoryoandoCriticaloCareoMedicinecN2020cNigicNpmidpni 10.2 1

17 EpigenomedwideNassociationNstudyNofNlungNfunctionNinNLatinoNchildrenNandNyouthNwithNasthmaeeN
ClinicaloEpigeneticscN2022cNhkcNp 7.7 1

16 GeneticNdeterminantsNofNtelomereNlengthNfromNhgpchiiNancestrallyNdiverseNwholedgenomeN
sequencesNinNTOPMedeeNCelloGenomicscN2022cNicNhgggokdhgggok 1

15 IntegrativeNgenomicNanalysisNinNxfricanNxmericanNchildrenNwithNasthmaNfindsNthreeNnovelNlociN
associatedNwithNlungNfunctioneNGeneticoEpidemiologycN2021cNklcNhpgdigo 2.6 1

14 xNdeoxyribonucleaseNhdlikeNjNgeneticNvariantNassociatesNwithNasthmaNexacerbationseNJournaloofo
AllergyoandoClinicaloImmunologycN2021cNhkncNhgpldhgpneehg 11.5 1

13 OptimizedNdistributedNsystemsNachieveNsignificantNperformanceNimprovementNonNsortedNmergingNofN
massiveNVzFNfileseNGigaSciencecN2018cNncN 7.6 1

12 xDRyiNhaplotypesNandNasthmaNexacerbationsNinNchildrenNandNyoungNadultsqNxnNindividualN
participantNdataNmetadanalysiseNClinicaloandoExperimentaloAllergycN2021cNlhcNhhlndhhnh 4.1 0

11 NativeNxmericanNxncestryNandNxirNPollutionNInteractNtoNImpactNyronchodilatorNResponseNinNPuertoN
RicanNzhildrenNwithNxsthmaeNEthnicityoandoDiseasecN2021cNjhcNnndoo 1.8 0

10 OnNtheNcrossdpopulationNgeneralizabilityNofNgeneNexpressionNpredictionNmodelsN2020cNhmcNehggopin

9 OnNtheNcrossdpopulationNgeneralizabilityNofNgeneNexpressionNpredictionNmodelsN2020cNhmcNehggopin

8 OnNtheNcrossdpopulationNgeneralizabilityNofNgeneNexpressionNpredictionNmodelsN2020cNhmcNehggopin
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7 OnNtheNcrossdpopulationNgeneralizabilityNofNgeneNexpressionNpredictionNmodelsN2020cNhmcNehggopin

6 OnNtheNcrossdpopulationNgeneralizabilityNofNgeneNexpressionNpredictionNmodelsN2020cNhmcNehggopin

5 OnNtheNcrossdpopulationNgeneralizabilityNofNgeneNexpressionNpredictionNmodelsN2020cNhmcNehggopin

4 DifferentialNasthmaNoddsNfollowingNrespiratoryNinfectionNinNchildrenNfromNthreeNminorityN
populationsN2020cNhlcNegijhnoi

3 DifferentialNasthmaNoddsNfollowingNrespiratoryNinfectionNinNchildrenNfromNthreeNminorityN
populationsN2020cNhlcNegijhnoi

2 DifferentialNasthmaNoddsNfollowingNrespiratoryNinfectionNinNchildrenNfromNthreeNminorityN
populationsN2020cNhlcNegijhnoi

1 DifferentialNasthmaNoddsNfollowingNrespiratoryNinfectionNinNchildrenNfromNthreeNminorityN
populationsN2020cNhlcNegijhnoi
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