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m Paper IF Citations

90 TheLminimumLinformationLaboutLaLgenomeLsequenceLTMI–SULspecificationbLNaturehBiotechnologyXL
2008XLfjXLiheak 44.5 964

89 MinimumLinformationLaboutLaLsingleLamplifiedLgenomeLTMISu–ULandLaLmetagenomeaassembledL
genomeLTMIMu–ULofLbacteriaLandLarchaeabLNaturehBiotechnologyXL2017XLgiXLkfiakge 44.5 648

88 TowardLanLonlineLrepositoryLofLStandardLOperatingLProceduresLTSOPsULforLTmetaUgenomicL
annotationbLOMICShAhJournalhofhIntegrativehBiologyXL2008XLefXLegkahe 3.8 491

87 MinimumLinformationLaboutLaLmarkerLgeneLsequenceLTMIMuRKSULandLminimumLinformationLaboutL
anyLTxULsequenceLTMIxSULspecificationsbLNaturehBiotechnologyXL2011XLfmXLheiafd 44.5 445

86 TheLyuropeanLNucleotideLurchivebLNucleichAcidshResearchXL2011XLgmXLxflage 20.1 322

85 –lobalLmonitoringLofLantimicrobialLresistanceLbasedLonLmetagenomicsLanalysesLofLurbanLsewagebL
NaturehCommunicationsXL2019XLedXLeefh 17.4 293

84 yfficientLstorageLofLhighLthroughputLxNuLsequencingLdataLusingLreferenceabasedLcompressionbL
GenomehResearchXL2011XLfeXLkghahd 9.7 233

83 TheLyMvLLNucleotideLSequenceLxatabasebLNucleichAcidshResearchXL2005XLggXLxfmagg 20.1 199

82 MinimumLInformationLaboutLanLUncultivatedLVirusL–enomeLTMIUVi–UbLNaturehBiotechnologyXL2019XL
gkXLfmagk 44.5 180

81 vlobToolKitLaLInteractiveLQualityLussessmentLofL–enomeLussembliesbLG3:hGenesvhGenomesvhGeneticsXL
2020XLedXLegjeaegkh 3.2 159

80 TheL–enomicLStandardsLwonsortiumbLPLoShBiologyXL2011XLmXLeeddedll 9.7 143

79 yvILMetagenomicsLinLfdeknLenrichingLtheLanalysisLofLmicrobialLcommunitiesXLfromLsequenceLreadsL
toLassembliesbLNucleichAcidshResearchXL2018XLhjXLxkfjaxkgi 20.1 130

78 M–nifynLtheLmicrobiomeLanalysisLresourceLinLfdfdbLNucleichAcidshResearchXL2020XLhlXLxikdaxikl 20.1 127

77 TheLoceanLsamplingLdayLconsortiumbLGigaScienceXL2015XLhXLfk 7.6 126

76 TheLInternationalLNucleotideLSequenceLxatabaseLwollaborationbLNucleichAcidshResearchXL2016XLhhXLxhlaid20.1 125

75 TheLyMvLLNucleotideLSequenceLxatabasebLNucleichAcidshResearchXL2004XLgfXLxfkagd 20.1 123

74 RNucentralnLaLcomprehensiveLdatabaseLofLnonacodingLRNuLsequencesbLNucleichAcidshResearchXL2017XL
hiXLxeflaxegh 20.1 119
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73 yMvLLNucleotideLSequenceLxatabaseLinLfddjbLNucleichAcidshResearchXL2007XLgiXLxejafd 20.1 114

72 TheLinternationalLnucleotideLsequenceLdatabaseLcollaborationbLNucleichAcidshResearchXL2018XLhjXLxhlaxie20.1 105

71 yvILmetagenomicsaaaLnewLresourceLforLtheLanalysisLandLarchivingLofLmetagenomicLdatabLNucleich
AcidshResearchXL2014XLhfXLxjddaj 20.1 104

70 TheLInternationalLNucleotideLSequenceLxatabaseLwollaborationbLNucleichAcidshResearchXL2013XLheXLxfeah 20.1 98

69 TheLyuropeanLvioinformaticsLInstituteLinLfdejnLxataLgrowthLandLintegrationbLNucleichAcidshResearchXL
2016XLhhXLxfdaj 20.1 91

68 RNucentralnLaLhubLofLinformationLforLnonacodingLRNuLsequencesbLNucleichAcidshResearchXL2019XLhkXLxffeaxffm20.1 90

67 RNucentralnLanLinternationalLdatabaseLofLncRNuLsequencesbLNucleichAcidshResearchXL2015XLhgXLxefgam 20.1 89

66 ViralLtoLmetazoanLmarineLplanktonLnucleotideLsequencesLfromLtheLTaraLOceansLexpeditionbL
ScientifichDataXL2017XLhXLekddmg 8.2 89

65 TheLInternationalLNucleotideLSequenceLxatabaseLwollaborationbLNucleichAcidshResearchXL2012XLhdXLxggak 20.1 86

64 urchivingLnextLgenerationLsequencingLdatabLNucleichAcidshResearchXL2010XLglXLxlkdae 20.1 83

63 NucleicLucidsLResearchLannualLxatabaseLIssueLandLtheLNuRLonlineLMolecularLviologyLxatabaseL
wollectionLinLfddmbLNucleichAcidshResearchXL2009XLgkXLxeah 20.1 83

62 uLdecadalLviewLofLbiodiversityLinformaticsnLchallengesLandLprioritiesbLBMChEcologyXL2013XLegXLej 2.7 81

61 yvILmetagenomicsLinLfdejaaanLexpandingLandLevolvingLresourceLforLtheLanalysisLandLarchivingLofL
metagenomicLdatabLNucleichAcidshResearchXL2016XLhhXLximiajdg 20.1 81

60 TheLyuropeanLNucleotideLurchiveLinLfdelbLNucleichAcidshResearchXL2019XLhkXLxlhaxll 20.1 77

59 yMvLLNucleotideLSequenceLxatabasenLdevelopmentsLinLfddibLNucleichAcidshResearchXL2006XLghXLxedai 20.1 76

58 TheLInternationalLNucleotideLSequenceLxatabaseLwollaborationbLNucleichAcidshResearchXL2011XLgmXLxeial 20.1 75

57 TheLfdedLNucleicLucidsLResearchLxatabaseLIssueLandLonlineLxatabaseLwollectionnLaLcommunityLofL
dataLresourcesbLNucleichAcidshResearchXL2010XLglXLxeah 20.1 73

56 PetabyteascaleLinnovationsLatLtheLyuropeanLNucleotideLurchivebLNucleichAcidshResearchXL2009XLgkXLxemafi20.1 72
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55 wonsolidatingLandLyxploringLuntibioticLResistanceL–eneLxataLResourcesbLJournalhofhClinicalh
MicrobiologyXL2016XLihXLlieam 9.7 65

54 TheLyuropeanLNucleotideLurchiveLinLfdembLNucleichAcidshResearchXL2020XLhlXLxkdaxkj 20.1 62

53 TheLfdeeLNucleicLucidsLResearchLxatabaseLIssueLandLtheLonlineLMolecularLviologyLxatabaseL
wollectionbLNucleichAcidshResearchXL2011XLgmXLxeaj 20.1 60

52 TheLyuropeanLNucleotideLurchiveLinLfdekbLNucleichAcidshResearchXL2018XLhjXLxgjaxhd 20.1 59

51 yuropeanLNucleotideLurchiveLinLfdejbLNucleichAcidshResearchXL2017XLhiXLxgfaxgj 20.1 58

50 zacingLgrowthLinLtheLyuropeanLNucleotideLurchivebLNucleichAcidshResearchXL2013XLheXLxgdai 20.1 57

49 RNucentralnLuLvisionLforLanLinternationalLdatabaseLofLRNuLsequencesbLRnaXL2011XLekXLemheaj 5.8 54

48 TheLgenomicLstandardsLconsortiumnLbringingLstandardsLtoLlifeLforLmicrobialLecologybLISMEhJournalXL
2011XLiXLeijiak 11.9 48

47 ImprovementsLtoLservicesLatLtheLyuropeanLNucleotideLurchivebLNucleichAcidshResearchXL2010XLglXLxgmahi 20.1 47

46 UniyuknLTimeLtoLSpeakLaLwommonLLanguageLinLProtistologyMbLJournalhofhEukaryotichMicrobiologyXL
2017XLjhXLhdkahee 3.6 39

45 PrioritiesLforLnucleotideLtraceXLsequenceLandLannotationLdataLcaptureLatLtheLynsemblLTraceLurchiveL
andLtheLyMvLLNucleotideLSequenceLxatabasebLNucleichAcidshResearchXL2008XLgjXLxiaef 20.1 39

44 wonceptLofLsampleLinLOMIwSLtechnologybLOMICShAhJournalhofhIntegrativehBiologyXL2006XLedXLefkagk 3.8 38

43 TheLinternationalLnucleotideLsequenceLdatabaseLcollaborationbLNucleichAcidshResearchXL2021XLhmXLxefeaxefh20.1 38

42 wontentLdiscoveryLandLretrievalLservicesLatLtheLyuropeanLNucleotideLurchivebLNucleichAcidshResearch
XL2015XLhgXLxfgam 20.1 36

41 TheLyuropeanLvioinformaticsLInstituteLinLfdeknLdataLcoordinationLandLintegrationbLNucleichAcidsh
ResearchXL2018XLhjXLxfeaxfm 20.1 36

40 TheLyuropeanLNucleotideLurchiveLinLfdfdbLNucleichAcidshResearchXL2021XLhmXLxlfaxli 20.1 36

39 TheLyLIXIRLworeLxataLResourcesnLfundamentalLinfrastructureLforLtheLlifeLsciencesbLBioinformaticsXL
2020XLgjXLfjgjafjhf 7.2 29

38 TheLmetagenomicLdataLlifeacyclenLstandardsLandLbestLpracticesbLGigaScienceXL2017XLjXLeaee 7.6 29
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37 ussemblyLinformationLservicesLinLtheLyuropeanLNucleotideLurchivebLNucleichAcidshResearchXL2014XL
hfXLxglahg 20.1 28

36 MajorLsubmissionsLtoolLdevelopmentsLatLtheLyuropeanLNucleotideLurchivebLNucleichAcidshResearchXL
2012XLhdXLxhgak 20.1 27

35 TowardLricherLmetadataLforLmicrobialLsequencesnLreplacingLstrainalevelLNwvILtaxonomyLtaxidsLwithL
vioProjectXLvioSampleLandLussemblyLrecordsbLStandardshinhGenomichSciencesXL2014XLmXLefkiak 26

34 viocurationLofLfunctionalLannotationLatLtheLyuropeanLnucleotideLarchivebLNucleichAcidshResearchXL
2016XLhhXLxilajj 20.1 25

33 –enomicLStandardsLwonsortiumLProjectsbLStandardshinhGenomichSciencesXL2014XLmXLimmajde 23

32 yvidenceLstandardsLinLexperimentalLandLinferentialLINSxwLThirdLPartyLunnotationLdatabLOMICShAh
JournalhofhIntegrativehBiologyXL2006XLedXLediaeg 3.8 22

31 –enomicLstandardsLconsortiumLprojectsbLStandardshinhGenomichSciencesXL2014XLmXLimmajde 21

30 TheLyuropeanLvioinformaticsLInstituteLinLfdelnLtoolsXLinfrastructureLandLtrainingbLNucleichAcidsh
ResearchXL2019XLhkXLxeiaxff 20.1 21

29 TheLfutureLofLxNuLsequenceLarchivingbLGigaScienceXL2012XLeXLf 7.6 19

28 MeetingLReportnLvioSharingLatLISMvLfdedbLStandardshinhGenomichSciencesXL2010XLgXLfihal 18

27 TheLyuropeanLvioinformaticsLInstituteLinLfdfdnLbuildingLaLglobalLinfrastructureLofLinterconnectedL
dataLresourcesLforLtheLlifeLsciencesbLNucleichAcidshResearchXL2020XLhlXLxekaxfg 20.1 18

26 TheLwOVIxaemLxataLPortalnLacceleratingLSuRSawoVafLandLwOVIxaemLresearchLthroughLrapidLopenL
accessLdataLsharingbLNucleichAcidshResearchXL2021XLhmXLWjemaWjfg 20.1 17

25 TheLwOMPuRyLxataLHubsbLDatabase:hthehJournalhofhBiologicalhDatabaseshandhCurationXL2019XLfdemXL 5 16

24
yzSuLandLywxwLtechnicalLreportLonLtheLcollectionLandLanalysisLofLwholeLgenomeLsequencingLdataL
fromLfoodaborneLpathogensLandLotherLrelevantLmicroorganismsLisolatedLfromLhumanXLanimalXLfoodXL
feedLandLfoodcfeedLenvironmentalLsamplesLinLtheLjointLywxwayzSuLmolecularLtypingLdatabasebL
EFSAhSupportinghPublicationsXL2019XLejXLeggky

1.1 14

23 PatternsLofLdatabaseLcitationLinLarticlesLandLpatentsLindicateLlongatermLscientificLandLindustryLvalueL
ofLbiologicalLdataLresourcesbLF1000ResearchXL2016XLiXL 3.6 13

22 MarineLmicrobialLbiodiversityXLbioinformaticsLandLbiotechnologyLTMfvgULdataLreportingLandLserviceL
standardsbLStandardshinhGenomichSciencesXL2015XLedXLfd 12

21 TheLyuropeanLvioinformaticsLInstitutenLempoweringLcooperationLinLresponseLtoLaLglobalLhealthL
crisisbLNucleichAcidshResearchXL2021XLhmXLxfmaxgk 20.1 12

20 TheLyuropeanLNucleotideLurchiveLinLfdfebLNucleichAcidshResearchXL2021XL 20.1 9
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19 vacPipenLuLRapidXLUserazriendlyLWholea–enomeLSequencingLPipelineLforLwlinicalLxiagnosticL
vacteriologybLIScienceXL2020XLfgXLeddkjm 6.1 7

18 ValueXLbutLhighLcostsLinLpostadepositionLdataLcurationbLDatabase:hthehJournalhofhBiologicalhDatabasesh
andhCurationXL2016XLfdejXL 5 7

17 MultilateralLbenefitasharingLfromLdigitalLsequenceLinformationLwillLsupportLbothLscienceLandL
biodiversityLconservationbbLNaturehCommunicationsXL2022XLegXLedlj 17.4 5

16 MeetingLReportnLNMetagenomicsXLMetadataLandLMetaaanalysisNLTMgULSpecialLInterestL–roupLatLISMvL
fddmbLStandardshinhGenomichSciencesXL2009XLeXLfklalf 4

15 MeetingLReportnLMetagenomicsXLMetadataLandLMetaunalysisLTMgULatLISMvLfdedbLStandardshinh
GenomichSciencesXL2010XLgXLfgfah 3

14 e–enomicsnLwataloguingLOurLwompleteL–enomeLwollectionLIIIbLComparativehandhFunctionalhGenomics
XL2007XLfddkXLeak 3

13 vlobToolKitLâ��LInteractiveLqualityLassessmentLofLgenomeLassemblies 3

12 ucceleratingLsurveillanceLandLresearchLofLantimicrobialLresistanceLâ��LanLonlineLrepositoryLforLsharingL
ofLantimicrobialLsusceptibilityLdataLassociatedLwithLwholeLgenomeLsequences 3

11 TheLwOMPuRyLxataLHubs 3

10 MythabustingLtheLproviderauserLrelationshipLforLdigitalLsequenceLinformationbbLGigaScienceXL2021XL
edXL 7.6 3

9 MeetingLReportnLNMetagenomicsXLMetadataLandLMetaaanalysisNLTMgULWorkshopLatLtheLPacificL
SymposiumLonLviocomputingLfdedbLStandardshinhGenomichSciencesXL2010XLfXLgikajd 2

8
ucceleratingLsurveillanceLandLresearchLofLantimicrobialLresistanceLaLanLonlineLrepositoryLforLsharingL
ofLantimicrobialLsusceptibilityLdataLassociatedLwithLwholeagenomeLsequencesbLMicrobialhGenomicsXL
2020XLjXL

4.4 2

7 QuantitativeLmonitoringLofLnucleotideLsequenceLdataLfromLgeneticLresourcesLinLcontextLofLtheirL
citationLinLtheLscientificLliteraturebbLGigaScienceXL2021XLedXL 7.6 2

6 RwNh–SwLWorkshopLReportnLModelingLaLTestbedLforLManagingLxataLatLtheLInterfaceLofLviodiversityL
andLTMetaU–enomicsXLuprilLfdeebLStandardshinhGenomichSciencesXL2012XLkXLeigal 1

5 MeetingLReportLfromLtheL–enomicLStandardsLwonsortiumLT–SwULWorkshopLlbLStandardshinhGenomich
SciencesXL2010XLgXLmgaj 1

4 TheLuquaticLSymbiosisL–enomicsLProjectnLprobingLtheLevolutionLofLsymbiosisLacrossLtheLtreeLofLlifebL
WellcomehOpenhResearchXjXLfih 4.8 1

3 PlantLspecimenLcontextualLdataLconsensusbLGigaScienceXL2016XLiXLeah 7.6 1

2 IdentifyingLcausativeLmechanismsLlinkingLearlyalifeLstressLtoLpsychoacardioametabolicL
multiamorbiditynLTheLyarlywauseLprojectbLPLoShONEXL2021XLejXLedfhihki 3.7 1
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1 TheLzuuN–LxataLPortalnL–lobalXLOpenauccessXLNzuIRNXLandLRichlyLValidatedL–enotypeLtoLPhenotypeL
xataLforLHighaQualityLzunctionalLunnotationLofLunimalL–enomesbLFrontiershinhGeneticsXL2021XLefXLjgmfgl4.5 0
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