
Shenkui Liu

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/140813/publications.pdf

Version: 2024-02-01

104

papers

3,075

citations

31

h-index

147801

49

g-index

197818

105

all docs

105

docs citations

105

times ranked

3607

citing authors



Shenkui Liu

2

# Article IF Citations

1 Two cysteine proteinase inhibitors from Arabidopsis thaliana, AtCYSa and AtCYSb, increasing the salt,
drought, oxidation and cold tolerance. Plant Molecular Biology, 2008, 68, 131-143. 3.9 185

2 Two rice cytosolic ascorbate peroxidases differentially improve salt tolerance in transgenic
Arabidopsis. Plant Cell Reports, 2007, 26, 1909-1917. 5.6 172

3
Expression of an NADP-malic enzyme gene in rice (Oryza sativa. L) is induced by environmental stresses;
over-expression of the gene in Arabidopsis confers salt and osmotic stress tolerance. Plant
Molecular Biology, 2007, 64, 49-58.

3.9 107
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