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j Paper IF Citations

229 tLmultiYlevelLinvestigationLofLtheLgeneticLrelationshipLbetweenLendometriosisLandLovarianLcancerL
histotypesZZLCellfReportsfMedicineXL2022XLeXLcbbgfd 18 5

228
ValidatedLbiomarkerLassaysLconfirmLtRIwctLlossLisLconfoundedLwithLMMRLdeficiencyXLvwkLTILL
infiltrationXLandLprovidesLnoLindependentLprognosticLvalueLinLendometriosisYassociatedLovarianL
carcinomasZZLJournalfoffPathologyXL2021XL

9.4 3

227 PredictingLmasterLtranscriptionLfactorsLfromLpanYcancerLexpressionLdataZLSciencefAdvancesXL2021XLiXLeabfhcde14.3 2

226
MvMeLisLaLnovelLproliferationLmarkerLassociatedLwithLlongerLsurvivalLforLpatientsLwithLtuboYovarianL
highYgradeLserousLcarcinomaZLVirchowsfArchivfFurfPathologischefAnatomiefUndfPhysiologiefUndfFurf
KlinischefMedizinXL2021XL

5.1 2

225 SingleYcellLtranscriptomicsLidentifiesLgeneLexpressionLnetworksLdrivingLdifferentiationLandL
tumorigenesisLinLtheLhumanLfallopianLtubeZLCellfReportsXL2021XLegXLcbklik 10.6 7

224 PleiotropyYguidedLtranscriptomeLimputationLfromLnormalLandLtumorLtissuesLidentifiesLcandidateL
susceptibilityLgenesLforLbreastLandLovarianLcancerZLHumanfGeneticsfandfGenomicsfAdvancesXL2021XLdXLcbbbfdYcbbbfd0.8 2

223
TheLpredictiveLabilityLofLtheLeceLvariantYbasedLpolygenicLriskLscoreLforLcontralateralLbreastLcancerL
riskLpredictionLinLwomenLofLxuropeanLancestryLwithLaLheterozygousLuRvtcLorLuRvtdLpathogenicL
variantZLGeneticsfinfMedicineXL2021XLdeXLcidhYciei

8.1 2

222 PopulationYbasedLtargetedLsequencingLofLgfLcandidateLgenesLidentifiesLasLaLsusceptibilityLgeneLforL
highYgradeLserousLovarianLcancerZLJournalfoffMedicalfGeneticsXL2021XLgkXLebgYece 5.8 12

221 tLcaseYonlyLstudyLtoLidentifyLgeneticLmodifiersLofLbreastLcancerLriskLforLuRvtcauRvtdLmutationL
carriersZLNaturefCommunicationsXL2021XLcdXLcbik 17.4 4

220 RisksLandLyunctionLofLureastLvancerLSusceptibilityLtllelesZLCancersXL2021XLceXL 6.6 1

219 HumanLiPSvYderivedLfallopianLtubeLorganoidsLwithLuRvtcLmutationLrecapitulateLearlyYstageL
carcinogenesisZZLCellfReportsXL2021XLeiXLccbcfh 10.6 0

218 zenomeYwideLassociationLstudyLidentifiesLedLnovelLbreastLcancerLsusceptibilityLlociLfromLoverallL
andLsubtypeYspecificLanalysesZLNaturefGeneticsXL2020XLgdXLgidYgkc 36.3 76

217 wevelopmentLandLValidationLofLtheLzeneLxxpressionLPredictorLofLHighYgradeLSerousLOvarianL
varcinomaLMolecularLSubTYPxLTPrOTYPxUZLClinicalfCancerfResearchXL2020XLdhXLgfccYgfde 12.9 21

216 vlinicalLandLpathologicalLassociationsLofLPTxNLexpressionLinLovarianLcancermLaLmulticentreLstudyL
fromLtheLOvarianLTumourLTissueLtnalysisLvonsortiumZLBritishfJournalfoffCancerXL2020XLcdeXLileYkbd 8.7 16

215 MenopausalLhormoneLtherapyLpriorLtoLtheLdiagnosisLofLovarianLcancerLisLassociatedLwithLimprovedL
survivalZLGynecologicfOncologyXL2020XLcgkXLibdYibl 4.9 5

214 tssessmentLofLpolygenicLarchitectureLandLriskLpredictionLbasedLonLcommonLvariantsLacrossL
fourteenLcancersZLNaturefCommunicationsXL2020XLccXLeege 17.4 32

213 OvarianLandLureastLvancerLRisksLtssociatedLWithLPathogenicLVariantsLinLRtwgcvLandLRtwgcwZL
JournalfoffthefNationalfCancerfInstituteXL2020XLccdXLcdfdYcdgb 9.7 51
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212 LineageYSpecificLxpigenomicLandLzenomicLtctivationLofLOncogeneLHNyftLPromotesL
zastrointestinalLtdenocarcinomasZLCancerfResearchXL2020XLkbXLdiddYdieh 10.1 14

211 NonYcodingLsomaticLmutationsLconvergeLonLtheLPtXkLpathwayLinLovarianLcancerZLNaturef
CommunicationsXL2020XLccXLdbdb 17.4 17

210 IdentificationLofLnovelLepithelialLovarianLcancerLlociLinLwomenLofLtfricanLancestryZLInternationalf
JournalfoffCancerXL2020XLcfhXLdlkiYdllk 7.5 8

209 OvarianLvancerLRiskLVariantsLtreLxnrichedLinLHistotypeYSpecificLxnhancersLandLwisruptL
TranscriptionLyactorLuindingLSitesZLAmericanfJournalfoffHumanfGeneticsXL2020XLcbiXLhddYheg 11 5

208 ProstateLcancerLreactivatesLdevelopmentalLepigenomicLprogramsLduringLmetastaticLprogressionZL
NaturefGeneticsXL2020XLgdXLilbYill 36.3 62

207 RareLzermlineLzeneticLVariantsLandLtheLRisksLofLxpithelialLOvarianLvancerZLCancersXL2020XLcdXL 6.6 5

206 OffspringLsexLandLriskLofLepithelialLovarianLcancermLaLmultinationalLpooledLanalysisLofLcdL
caseYcontrolLstudiesZLEuropeanfJournalfoffEpidemiologyXL2020XLegXLcbdgYcbfd 12.1 2

205 MasterLtranscriptionLfactorsLformLinterconnectedLcircuitryLandLorchestrateLtranscriptionalL
networksLinLoesophagealLadenocarcinomaZLGutXL2020XLhlXLhebYhfb 19.2 27

204 SharedLheritabilityLandLfunctionalLenrichmentLacrossLsixLsolidLcancersZLNaturefCommunicationsXL2019
XLcbXLfec 17.4 45

203
tLcombinationLofLtheLimmunohistochemicalLmarkersLvκiLandLStTudLisLhighlyLsensitiveLandLspecificL
forLdistinguishingLprimaryLovarianLmucinousLtumorsLfromLcolorectalLandLappendicealLmetastasesZL
ModernfPathologyXL2019XLedXLckefYckfh

9.8 21

202
xvaluationLofLvitaminLwLbiosynthesisLandLpathwayLtargetLgenesLrevealsLUzTdtcadLandLxzyRL
polymorphismsLassociatedLwithLepithelialLovarianLcancerLinLtfricanLtmericanLWomenZLCancerf
MedicineXL2019XLkXLdgbeYdgce

4.8 4

201 tLtranscriptomeYwideLassociationLstudyLofLhighYgradeLserousLepithelialLovarianLcancerLidentifiesL
newLsusceptibilityLgenesLandLspliceLvariantsZLNaturefGeneticsXL2019XLgcXLkcgYkde 36.3 33

200 zenomeYwideLassociationLstudiesLidentifyLsusceptibilityLlociLforLepithelialLovarianLcancerLinLeastL
tsianLwomenZLGynecologicfOncologyXL2019XLcgeXLefeYegg 4.9 16

199 SuperYxnhancerYtssociatedLLncRNtLUvtcLInteractsLwirectlyLwithLtMOTLtoLtctivateLYtPLTargetL
zenesLinLxpithelialLOvarianLvancerZLIScienceXL2019XLciXLdfdYdgg 6.1 38

198 zxNtVimLaLshinyLwebLapplicationLforLgeneLexpressionLnormalizationXLanalysisLandLvisualizationZLBMCf
GenomicsXL2019XLdbXLifg 4.5 10

197 tLStudyLofLHighYzradeLSerousLOvarianLvancerLOriginsLImplicatesLtheLSOXckLTranscriptionLyactorLinL
TumorLwevelopmentZLCellfReportsXL2019XLdlXLeidhYeiegZef 10.6 19

196 MolecularLsignaturesLofLXLchromosomeLinactivationLandLassociationsLwithLclinicalLoutcomesLinL
epithelialLovarianLcancerZLHumanfMolecularfGeneticsXL2019XLdkXLceecYcefd 5.6 11

195 yunctionalLtnalysisLandLyineLMappingLofLtheLlpddZdLOvarianLvancerLSusceptibilityLLocusZLCancerf
ResearchXL2019XLilXLfhiYfkc 10.1 11

(2019-2020)
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194 tLcomprehensiveLgeneYenvironmentLinteractionLanalysisLinLOvarianLvancerLusingLgenomeYwideL
significantLcommonLvariantsZLInternationalfJournalfoffCancerXL2019XLcffXLdcldYddbg 7.5 11

193 zeneticLwataLfromLNearlyLheXbbbLWomenLofLxuropeanLwescentLPredictsLwNtLMethylationL
uiomarkersLandLxpithelialLOvarianLvancerLRiskZLCancerfResearchXL2019XLilXLgbgYgci 10.1 28

192 tdultLheightLisLassociatedLwithLincreasedLriskLofLovarianLcancermLaLMendelianLrandomisationLstudyZL
BritishfJournalfoffCancerXL2018XLcckXLccdeYccdl 8.7 10

191
vostYeffectivenessLofLPopulationYuasedLuRvtcXLuRvtdXLRtwgcvXLRtwgcwXLuRIPcXLPtLudLMutationL
TestingLinLUnselectedLzeneralLPopulationLWomenZLJournalfoffthefNationalfCancerfInstituteXL2018XL
ccbXLicfYidg

9.7 92

190 tssessmentLofLmoderateLcoffeeLconsumptionLandLriskLofLepithelialLovarianLcancermLaLMendelianL
randomizationLstudyZLInternationalfJournalfoffEpidemiologyXL2018XLfiXLfgbYfgl 7.8 8

189 RobustLTestsLforLtdditiveLzeneYxnvironmentLInteractionLinLvaseYvontrolLStudiesLUsingL
zeneYxnvironmentLIndependenceZLAmericanfJournalfoffEpidemiologyXL2018XLckiXLehhYeii 3.8 7

188 vommonLzeneticLVariationLandLSusceptibilityLtoLOvarianLvancermLvurrentLInsightsLandLyutureL
wirectionsZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2018XLdiXLelgYfbf 4 25

187 tssociationLofLpchLexpressionLwithLprognosisLvariesLacrossLovarianLcarcinomaLhistotypesmLanL
OvarianLTumorLTissueLtnalysisLconsortiumLstudyZLJournalfoffPathology:fClinicalfResearchXL2018XLfXLdgbYdhc5.3 38

186 tLTranscriptomeYWideLtssociationLStudyLtmongLliXklkLWomenLtoLIdentifyLvandidateL
SusceptibilityLzenesLforLxpithelialLOvarianLvancerLRiskZLCancerfResearchXL2018XLikXLgfclYgfeb 10.1 32

185 VariantsLinLgenesLencodingLsmallLzTPasesLandLassociationLwithLepithelialLovarianLcancerL
susceptibilityZLPLoSfONEXL2018XLceXLebclighc 3.7 9

184 rsflgcelLinLtheLTYMSYxNOSycLRegionLandLRiskLofLOvarianLvarcinomaLofLMucinousLHistologyZL
InternationalfJournalfoffMolecularfSciencesXL2018XLclXL 6.3 3

183 LargeYscaleLtranscriptomeYwideLassociationLstudyLidentifiesLnewLprostateLcancerLriskLregionsZL
NaturefCommunicationsXL2018XLlXLfbil 17.4 65

182 xvaluationLofLpolygenicLriskLscoresLforLovarianLcancerLriskLpredictionLinLaLprospectiveLcohortLstudyZL
JournalfoffMedicalfGeneticsXL2018XLggXLgfhYggf 5.8 30

181 TranscriptomicLvharacterizationLofLxndometrioidXLvlearLvellXLandLHighYzradeLSerousLxpithelialL
OvarianLvarcinomaZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2018XLdiXLccbcYccbl 4 9

180 xnrichmentLofLputativeLPtXkLtargetLgenesLatLserousLepithelialLovarianLcancerLsusceptibilityLlociZL
BritishfJournalfoffCancerXL2017XLcchXLgdfYgeg 8.7 18

179 vigaretteLsmokingLisLassociatedLwithLadverseLsurvivalLamongLwomenLwithLovarianLcancermLResultsL
fromLaLpooledLanalysisLofLclLstudiesZLInternationalfJournalfoffCancerXL2017XLcfbXLdfddYdfeg 7.5 18

178 wownYregulationLofLtRIwctLisLsufficientLtoLinitiateLneoplasticLtransformationLalongLwithLepigeneticL
reprogrammingLinLnonYtumorigenicLendometrioticLcellsZLCancerfLettersXL2017XLfbcXLccYcl 9.9 27

177 IdentificationLofLcdLnewLsusceptibilityLlociLforLdifferentLhistotypesLofLepithelialLovarianLcancerZL
NaturefGeneticsXL2017XLflXLhkbYhlc 36.3 190
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176 UseLofLcommonLanalgesicLmedicationsLandLovarianLcancerLsurvivalmLresultsLfromLaLpooledLanalysisLinL
theLOvarianLvancerLtssociationLvonsortiumZLBritishfJournalfoffCancerXL2017XLcchXLcddeYcddk 8.7 11

175
IntegrationLofLPopulationYLevelLzenotypeLwataLwithLyunctionalLtnnotationLRevealsL
OverYRepresentationLofLLongLNoncodingLRNtsLatLOvarianLvancerLSusceptibilityLLociZLCancerf
EpidemiologyfBiomarkersfandfPreventionXL2017XLdhXLcchYcdg

4 5

174 zeneticLepidemiologyLofLovarianLcancerLandLprospectsLforLpolygenicLriskLpredictionZLGynecologicf
OncologyXL2017XLcfiXLibgYice 4.9 48

173 HistoryLofLvomorbiditiesLandLSurvivalLofLOvarianLvancerLPatientsXLResultsLfromLtheLOvarianLvancerL
tssociationLvonsortiumZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2017XLdhXLcfibYcfie 4 8

172 tnLintegrativeLapproachLtoLassessLXYchromosomeLinactivationLusingLalleleYspecificLexpressionLwithL
applicationsLtoLepithelialLovarianLcancerZLGeneticfEpidemiologyXL2017XLfcXLklkYlcf 2.6 7

171
tssociationLofLbreastLcancerLriskLinLuRvtcLandLuRvtdLmutationLcarriersLwithLgeneticLvariantsL
showingLdifferentialLallelicLexpressionmLidentificationLofLaLmodifierLofLbreastLcancerLriskLatLlocusL
ccqddZeZLBreastfCancerfResearchfandfTreatmentXL2017XLchcXLcciYcef

4.4 15

170 NoLxvidenceLThatLzeneticLVariationLinLtheLMyeloidYwerivedLSuppressorLvellLPathwayLInfluencesL
OvarianLvancerLSurvivalZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2017XLdhXLfdbYfdf 4 3

169 TheLOncotrrayLvonsortiummLtLNetworkLforLUnderstandingLtheLzeneticLtrchitectureLofLvommonL
vancersZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2017XLdhXLcdhYceg 4 183

168 zermlineLwholeLexomeLsequencingLandLlargeYscaleLreplicationLidentifiesLasLaLlikelyLhighLgradeL
serousLovarianLcancerLsusceptibilityLgeneZLOncotargetXL2017XLkXLgblebYgblfb 3.3 30

167 vharacterizationLofLfusionLgenesLinLcommonLandLrareLepithelialLovarianLcancerLhistologicLsubtypesZL
OncotargetXL2017XLkXLfhklcYfhkll 3.3 17

166 TheLPtXkLcistromeLinLepithelialLovarianLcancerZLOncotargetXL2017XLkXLcbkechYcbkeed 3.3 24

165 NoLclinicalLutilityLofLκRtSLvariantLrshcihfeibLforLovarianLorLbreastLcancerZLGynecologicfOncologyXL
2016XLcfcXLekhYfbc 4.9 15

164 tLsplicingLvariantLofLTxRTLidentifiedLbyLzWtSLinteractsLwithLmenopausalLestrogenLtherapyLinLriskLofL
ovarianLcancerZLInternationalfJournalfoffCancerXL2016XLcelXLdhfhYdhgf 7.5 6

163 zenomeYWideLMetaYtnalysesLofLureastXLOvarianXLandLProstateLvancerLtssociationLStudiesLIdentifyL
MultipleLNewLSusceptibilityLLociLSharedLbyLatLLeastLTwoLvancerLTypesZLCancerfDiscoveryXL2016XLhXLcbgdYhi24.4 104

162 IdentificationLofLfourLnovelLsusceptibilityLlociLforLoestrogenLreceptorLnegativeLbreastLcancerZLNaturef
CommunicationsXL2016XLiXLcceig 17.4 64

161 yunctionalLmechanismsLunderlyingLpleiotropicLriskLallelesLatLtheLclpceZcLbreastYovarianLcancerL
susceptibilityLlocusZLNaturefCommunicationsXL2016XLiXLcdhig 17.4 53

160
tssessmentLofLMultifactorLzeneYxnvironmentLInteractionsLandLOvarianLvancerLRiskmLvandidateL
zenesXLObesityXLandLHormoneYRelatedLRiskLyactorsZLCancerfEpidemiologyfBiomarkersfandfPreventionXL
2016XLdgXLikbYlb

4 8

159 PPMcwLMosaicLTruncatingLVariantsLinLOvarianLvancerLvasesLMayLueLTreatmentYRelatedLSomaticL
MutationsZLJournalfoffthefNationalfCancerfInstituteXL2016XLcbkXL 9.7 34

(2016-2017)
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158 TheLassociationLbetweenLsocioeconomicLstatusLandLtumourLstageLatLdiagnosisLofLovarianLcancermLtL
pooledLanalysisLofLckLcaseYcontrolLstudiesZLCancerfEpidemiologyXL2016XLfcXLicYl 2.8 17

157 ureastLcancerLriskLvariantsLatLhqdgLdisplayLdifferentLphenotypeLassociationsLandLregulateLxSRcXL
RMNwcLandLvvwvcibZLNaturefGeneticsXL2016XLfkXLeifYkh 36.3 93

156 InvestigationLofLxxomicLVariantsLtssociatedLwithLOverallLSurvivalLinLOvarianLvancerZLCancerf
EpidemiologyfBiomarkersfandfPreventionXL2016XLdgXLffhYgf 4 6

155 uRvtdLPolymorphicLStopLvodonLκeedhXLandLtheLRiskLofLureastXLProstateXLandLOvarianLvancersZL
JournalfoffthefNationalfCancerfInstituteXL2016XLcbkXL 9.7 65

154 tssessmentLofLvariationLinLimmunosuppressiveLpathwayLgenesLrevealsLTzyuRdLtoLbeLassociatedL
withLriskLofLclearLcellLovarianLcancerZLOncotargetXL2016XLiXLhlbliYhlccb 3.3 4

153 InheritedLvariantsLaffectingLRNtLeditingLmayLcontributeLtoLovarianLcancerLsusceptibilitymLresultsL
fromLaLlargeYscaleLcollaborationZLOncotargetXL2016XLiXLidekcYidelf 3.3 11

152 HNycuLvariantsLassociateLwithLpromoterLmethylationLandLregulateLgeneLnetworksLactivatedLinL
prostateLandLovarianLcancerZLOncotargetXL2016XLiXLifiefYififh 3.3 31

151 tdultLbodyLmassLindexLandLriskLofLovarianLcancerLbyLsubtypemLaLMendelianLrandomizationLstudyZL
InternationalfJournalfoffEpidemiologyXL2016XLfgXLkkfYlg 7.8 45

150 tssociationLuetweenLMenopausalLxstrogenYOnlyLTherapyLandLOvarianLvarcinomaLRiskZLObstetricsf
andfGynecologyXL2016XLcdiXLkdkYkeh 4.9 24

149 xxomeLgenotypingLarraysLtoLidentifyLrareLandLlowLfrequencyLvariantsLassociatedLwithLepithelialL
ovarianLcancerLriskZLHumanfMolecularfGeneticsXL2016XLdgXLehbbYehcd 5.6 9

148 tssessingLtheLgeneticLarchitectureLofLepithelialLovarianLcancerLhistologicalLsubtypesZLHumanf
GeneticsXL2016XLcegXLifcYgh 6.3 18

147 TheLuRvtcY˛�ccqLtlternativeLSpliceLIsoformLuypassesLzermlineLMutationsLandLPromotesL
TherapeuticLResistanceLtoLPtRPLInhibitionLandLvisplatinZLCancerfResearchXL2016XLihXLdiikYlb 10.1 136

146 tssociationLofLvitaminLwLlevelsLandLriskLofLovarianLcancermLaLMendelianLrandomizationLstudyZL
InternationalfJournalfoffEpidemiologyXL2016XLfgXLchclYcheb 7.8 77

145 TelomereLstructureLandLmaintenanceLgeneLvariantsLandLriskLofLfiveLcancerLtypesZLInternationalf
JournalfoffCancerXL2016XLcelXLdhggYdhib 7.5 30

144 IdentificationLofLsixLnewLsusceptibilityLlociLforLinvasiveLepithelialLovarianLcancerZLNaturefGeneticsXL
2015XLfiXLchfYic 36.3 177

143 PtXkLexpressionLinLovarianLsurfaceLepithelialLcellsZLHumanfPathologyXL2015XLfhXLlfkYgh 3.7 27

142
NetworkYuasedLIntegrationLofLzWtSLandLzeneLxxpressionLIdentifiesLaLHOXYventricLNetworkL
tssociatedLwithLSerousLOvarianLvancerLRiskZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2015XL
dfXLcgifYkf

4 24

141 zenomeYwideLtnalysisLIdentifiesLNovelLLociLtssociatedLwithLOvarianLvancerLOutcomesmLyindingsL
fromLtheLOvarianLvancerLtssociationLvonsortiumZLClinicalfCancerfResearchXL2015XLdcXLgdhfYih 12.9 24
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140 tssociationLofLtypeLandLlocationLofLuRvtcLandLuRvtdLmutationsLwithLriskLofLbreastLandLovarianL
cancerZLJAMAfufJournalfoffthefAmericanfMedicalfAssociationXL2015XLeceXLcefiYhc 27.4 286

139 NPPuLisLaLnovelLcandidateLbiomarkerLexpressedLbyLcancerYassociatedLfibroblastsLinLepithelialL
ovarianLcancerZLInternationalfJournalfoffCancerXL2015XLcehXLcelbYfbc 7.5 17

138 visYeQTLLanalysisLandLfunctionalLvalidationLofLcandidateLsusceptibilityLgenesLforLhighYgradeLserousL
ovarianLcancerZLNaturefCommunicationsXL2015XLhXLkdef 17.4 40

137 vommonLvariantsLatLtheLvHxκdLgeneLlocusLandLriskLofLepithelialLovarianLcancerZLCarcinogenesisXL
2015XLehXLcefcYge 4.6 20

136 vtUSxLmLanLepigenomeYLandLgenomeYeditingLpipelineLforLestablishingLfunctionLofLnoncodingLzWtSL
variantsZLNaturefMedicineXL2015XLdcXLcegiYhe 50.5 65

135 SharedLgeneticsLunderlyingLepidemiologicalLassociationLbetweenLendometriosisLandLovarianLcancerZL
HumanfMolecularfGeneticsXL2015XLdfXLglggYhf 5.6 48

134 vontributionLofLzermlineLMutationsLinLtheLRtwgcuXLRtwgcvXLandLRtwgcwLzenesLtoLOvarianLvancerL
inLtheLPopulationZLJournalfoffClinicalfOncologyXL2015XLeeXLdlbcYi 2.2 200

133 zermlineLMutationsLinLtheLuRIPcXLutRwcXLPtLudXLandLNuNLzenesLinLWomenLWithLOvarianLvancerZL
JournalfoffthefNationalfCancerfInstituteXL2015XLcbiXL 9.7 239

132 StromalLxxpressionLofLyibroblastLtctivationLProteinLtlphaLTytPULPredictsLPlatinumLResistanceLandL
ShorterLRecurrenceLinLpatientsLwithLxpithelialLOvarianLvancerZLCancerfMicroenvironmentXL2015XLkXLdeYec 6.1 39

131 xpithelialYMesenchymalLTransitionLTxMTULzeneLVariantsLandLxpithelialLOvarianLvancerLTxOvULRiskZL
GeneticfEpidemiologyXL2015XLelXLhklYli 2.6 18

130
IdentificationLofLnovelLcandidateLbiomarkersLofLepithelialLovarianLcancerLbyLprofilingLtheL
secretomesLofLthreeYdimensionalLgeneticLmodelsLofLovarianLcarcinogenesisZLInternationalfJournalfoff
CancerXL2015XLceiXLckbhYci

7.5 14

129 vommonLzeneticLVariationLInLvellularLTransportLzenesLandLxpithelialLOvarianLvancerLTxOvULRiskZL
PLoSfONEXL2015XLcbXLebcdkcbh 3.7 15

128 MolecularLtnalysisLofLMixedLxndometrioidLandLSerousLtdenocarcinomaLofLtheLxndometriumZLPLoSf
ONEXL2015XLcbXLebceblbl 3.7 20

127 vellYtypeYspecificLenrichmentLofLriskYassociatedLregulatoryLelementsLatLovarianLcancerLsusceptibilityL
lociZLHumanfMolecularfGeneticsXL2015XLdfXLeglgYhbi 5.6 32

126 zermlineLmutationLinLuRvtcLorLuRvtdLandLtenYyearLsurvivalLforLwomenLdiagnosedLwithLepithelialL
ovarianLcancerZLClinicalfCancerfResearchXL2015XLdcXLhgdYi 12.9 107

125 tLfunctionalLvariantLinLHOXtccYtSXLaLnovelLlongLnonYcodingLRNtXLinhibitsLtheLoncogenicLphenotypeL
ofLepithelialLovarianLcancerZLOncotargetXL2015XLhXLefifgYgi 3.3 92

124 vommonLzeneticLVariationLinLvircadianLRhythmLzenesLandLRiskLofLxpithelialLOvarianLvancerLTxOvUZL
JournalfoffGeneticsfandfGenomefResearchXL2015XLdXL 22

123 zenomeYwideLassociationLstudyLofLsubtypeYspecificLepithelialLovarianLcancerLriskLallelesLusingL
pooledLwNtZLHumanfGeneticsXL2014XLceeXLfkcYli 6.3 21

(2014-2015)
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122 TheLcontributionLofLdeleteriousLgermlineLmutationsLinLuRvtcXLuRvtdLandLtheLmismatchLrepairL
genesLtoLovarianLcancerLinLtheLpopulationZLHumanfMolecularfGeneticsXL2014XLdeXLfibeYl 5.6 90

121 κernelLcanonicalLcorrelationLanalysisLforLassessingLgeneYgeneLinteractionsLandLapplicationLtoL
ovarianLcancerZLEuropeanfJournalfoffHumanfGeneticsXL2014XLddXLcdhYec 5.3 27

120 xxpressionLQTLYbasedLanalysesLrevealLcandidateLcausalLgenesLandLlociLacrossLfiveLtumorLtypesZL
HumanfMolecularfGeneticsXL2014XLdeXLgdlfYebd 5.6 61

119 VariationLinLNyY˛”uLsignalingLpathwaysLandLsurvivalLinLinvasiveLepithelialLovarianLcancerZLCancerf
EpidemiologyfBiomarkersfandfPreventionXL2014XLdeXLcfdcYi 4 11

118 SrcLasLaLnovelLtherapeuticLtargetLforLendometriosisZLGynecologicfOncologyXL2014XLcegXLcbbYi 4.9 7

117 RiskLofLovarianLcancerLandLtheLNyY˛”uLpathwaymLgeneticLassociationLwithLILctLandLTNySycbZLCancerf
ResearchXL2014XLifXLkgdYhc 10.1 36

116 LargeYscaleLevaluationLofLcommonLvariationLinLregulatoryLTLcellYrelatedLgenesLandLovarianLcancerL
outcomeZLCancerfImmunologyfResearchXL2014XLdXLeedYfb 12.5 20

115 HormoneYreceptorLexpressionLandLovarianLcancerLsurvivalmLanLOvarianLTumorLTissueLtnalysisL
consortiumLstudyZLLancetfOncologytfTheXL2013XLcfXLkgeYhd 21.7 248

114 zWtSLmetaYanalysisLandLreplicationLidentifiesLthreeLnewLsusceptibilityLlociLforLovarianLcancerZL
NaturefGeneticsXL2013XLfgXLehdYibXLeibecYd 36.3 267

113 MultipleLindependentLvariantsLatLtheLTxRTLlocusLareLassociatedLwithLtelomereLlengthLandLrisksLofL
breastLandLovarianLcancerZLNaturefGeneticsXL2013XLfgXLeicYkfXLekfecYd 36.3 422

112 InLvitroLthreeYdimensionalLmodelingLofLfallopianLtubeLsecretoryLepithelialLcellsZLBMCfCellfBiologyXL
2013XLcfXLfe 35

111 vigaretteLsmokingLandLriskLofLovarianLcancermLaLpooledLanalysisLofLdcLcaseYcontrolLstudiesZLCancerf
CausesfandfControlXL2013XLdfXLlklYcbbf 2.8 69

110 TheLsexLhormoneLsystemLinLcarriersLofLuRvtcadLmutationsmLaLcaseYcontrolLstudyZLLancetfOncologytf
TheXL2013XLcfXLcddhYed 21.7 73

109 uiomarkerYbasedLovarianLcarcinomaLtypingmLaLhistologicLinvestigationLinLtheLovarianLtumorLtissueL
analysisLconsortiumZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2013XLddXLchiiYkh 4 53

108 vombinedLandLinteractiveLeffectsLofLenvironmentalLandLzWtSYidentifiedLriskLfactorsLinLovarianL
cancerZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2013XLddXLkkbYlb 4 37

107 ObesityLandLriskLofLovarianLcancerLsubtypesmLevidenceLfromLtheLOvarianLvancerLtssociationL
vonsortiumZLEndocrineuRelatedfCancerXL2013XLdbXLdgcYhd 5.7 135

106 xpigeneticLanalysisLleadsLtoLidentificationLofLHNycuLasLaLsubtypeYspecificLsusceptibilityLgeneLforL
ovarianLcancerZLNaturefCommunicationsXL2013XLfXLchdk 17.4 124

105
tnalysisLofLoverLcbXbbbLvasesLfindsLnoLassociationLbetweenLpreviouslyLreportedLcandidateL
polymorphismsLandLovarianLcancerLoutcomeZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2013XL
ddXLlkiYld

4 20
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104 IdentificationLandLmolecularLcharacterizationLofLaLnewLovarianLcancerLsusceptibilityLlocusLatL
ciqdcZecZLNaturefCommunicationsXL2013XLfXLchdi 17.4 85

103 InheritedLvariantsLinLregulatoryLTLcellLgenesLandLoutcomeLofLovarianLcancerZLPLoSfONEXL2013XLkXLegelbe 3.7 19

102 vommonLvariantsLatLcdpccXLcdqdfXLlpdcXLlqecZdLandLinLZNyehgLareLassociatedLwithLbreastLcancerL
riskLforLuRvtcLandaorLuRvtdLmutationLcarriersZLBreastfCancerfResearchXL2012XLcfXLRee 8.3 70

101 OvarianLcancerLsusceptibilityLallelesLandLriskLofLovarianLcancerLinLuRvtcLandLuRvtdLmutationL
carriersZLHumanfMutationXL2012XLeeXLhlbYibd 4.7 31

100 tssociationLbetweenLuRvtcLandLuRvtdLmutationsLandLsurvivalLinLwomenLwithLinvasiveLepithelialL
ovarianLcancerZLJAMAfufJournalfoffthefAmericanfMedicalfAssociationXL2012XLebiXLekdYlb 27.4 427

99 tssociationLbetweenLendometriosisLandLriskLofLhistologicalLsubtypesLofLovarianLcancermLaLpooledL
analysisLofLcaseYcontrolLstudiesZLLancetfOncologytfTheXL2012XLceXLekgYlf 21.7 612

98 tuOLbloodLgroupLandLriskLofLepithelialLovarianLcancerLwithinLtheLOvarianLvancerLtssociationL
vonsortiumZLCancerfCausesfandfControlXL2012XLdeXLckbgYcb 2.8 27

97 zeneLsetLanalysisLofLsurvivalLfollowingLovarianLcancerLimplicatesLmacrolideLbindingLandLintracellularL
signalingLgenesZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2012XLdcXLgdlYeh 4 7

96
vommonLbreastLcancerLsusceptibilityLvariantsLinLLSPcLandLRtwgcLcLareLassociatedLwithL
mammographicLdensityLmeasuresLthatLpredictLbreastLcancerLriskZLCancerfEpidemiologyfBiomarkersf
andfPreventionXL2012XLdcXLccghYhh

4 92

95 OvarianLcancerLriskLassociatedLwithLinheritedLinflammationYrelatedLvariantsZLCancerfResearchXL2012XL
idXLcbhfYl 10.1 35

94
vommonLvariantsLatLtheLclpceZcLandLZNyehgLlociLareLassociatedLwithLxRLsubtypesLofLbreastLcancerL
andLovarianLcancerLriskLinLuRvtcLandLuRvtdLmutationLcarriersZLCancerfEpidemiologyfBiomarkersfandf
PreventionXL2012XLdcXLhfgYgi

4 44

93
PathologyLofLbreastLandLovarianLcancersLamongLuRvtcLandLuRvtdLmutationLcarriersmLresultsLfromL
theLvonsortiumLofLInvestigatorsLofLModifiersLofLuRvtcadLTvIMutUZLCancerfEpidemiologyfBiomarkersf
andfPreventionXL2012XLdcXLcefYfi

4 411

92 zenomeYwideLassociationLstudyLforLovarianLcancerLsusceptibilityLusingLpooledLwNtZLTwinfResearchf
andfHumanfGeneticsXL2012XLcgXLhcgYhde 2.2 8

91 ProgesteroneLreceptorLgeneLpolymorphismsLandLriskLofLendometriosismLresultsLfromLanL
internationalLcollaborativeLeffortZLFertilityfandfSterilityXL2011XLlgXLfbYg 4.8 18

90 RecruitmentLofLnewlyLdiagnosedLovarianLcancerLpatientsLprovedLchallengingLinLaLmulticentreL
biobankingLstudyZLJournalfoffClinicalfEpidemiologyXL2011XLhfXLgdgYeb 5.7 27

89 yunctionalLpolymorphismsLinLtheLTxRTLpromoterLareLassociatedLwithLriskLofLserousLepithelialL
ovarianLandLbreastLcancersZLPLoSfONEXL2011XLhXLedflki 3.7 41

88 PrinciplesLforLtheLpostYzWtSLfunctionalLcharacterizationLofLcancerLriskLlociZLNaturefGeneticsXL2011XL
feXLgceYk 36.3 326

87
VitaminLwLreceptorLrsdddkgibLpolymorphismLandLinvasiveLovarianLcarcinomaLriskmLpooledLanalysisLinL
fiveLstudiesLwithinLtheLOvarianLvancerLtssociationLvonsortiumZLInternationalfJournalfoffCancerXL
2011XLcdkXLlehYfe

7.5 44

(2011-2013)
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86 vommonLallelesLinLcandidateLsusceptibilityLgenesLassociatedLwithLriskLandLdevelopmentLofL
epithelialLovarianLcancerZLInternationalfJournalfoffCancerXL2011XLcdkXLdbheYif 7.5 49

85 zeneticLvariationLinLinsulinYlikeLgrowthLfactorLdLmayLplayLaLroleLinLovarianLcancerLriskZLHumanf
MolecularfGeneticsXL2011XLdbXLddheYid 5.6 18

84 ProstateLcancerLsusceptibilityLpolymorphismLrsdhhbigeLisLnotLassociatedLwithLinvasiveLovarianL
cancerZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2011XLdbXLcbdkYec 4

83 TheLroleLofLκRtSLrshcihfeibLinLinvasiveLepithelialLovarianLcancermLimplicationsLforLclinicalLtestingZL
ClinicalfCancerfResearchXL2011XLciXLeifdYgb 12.9 45

82 LINdkuLpolymorphismsLinfluenceLsusceptibilityLtoLepithelialLovarianLcancerZLCancerfResearchXL2011XL
icXLeklhYlbe 10.1 70

81 ModellingLgeneticLandLclinicalLheterogeneityLinLepithelialLovarianLcancersZLCarcinogenesisXL2011XLedXLcgfbYl4.6 33

80 vommonLvariantsLofLtheLuRvtcLwildYtypeLalleleLmodifyLtheLriskLofLbreastLcancerLinLuRvtcLmutationL
carriersZLHumanfMolecularfGeneticsXL2011XLdbXLfiedYfi 5.6 21

79 MicroRNtLprocessingLandLbindingLsiteLpolymorphismsLareLnotLreplicatedLinLtheLOvarianLvancerL
tssociationLvonsortiumZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2011XLdbXLcileYi 4 18

78 zeneticLvariationLatLlpddZdLandLovarianLcancerLriskLforLuRvtcLandLuRvtdLmutationLcarriersZLJournalf
offthefNationalfCancerfInstituteXL2011XLcbeXLcbgYch 9.7 37

77 PolymorphismsLinLstromalLgenesLandLsusceptibilityLtoLserousLepithelialLovarianLcancermLaLreportL
fromLtheLOvarianLvancerLtssociationLvonsortiumZLPLoSfONEXL2011XLhXLeclhfd 3.7 4

76 xstrogenLreceptorLbetaLrscdicgidLpolymorphismLandLinvasiveLovarianLcarcinomaLriskmLpooledL
analysisLwithinLtheLOvarianLvancerLtssociationLvonsortiumZLPLoSfONEXL2011XLhXLedbibe 3.7 20

75 vommonLvariantsLatLclpceLareLassociatedLwithLsusceptibilityLtoLovarianLcancerZLNaturefGeneticsXL
2010XLfdXLkkbYf 36.3 210

74 tLgenomeYwideLassociationLstudyLidentifiesLsusceptibilityLlociLforLovarianLcancerLatLdqecLandLkqdfZL
NaturefGeneticsXL2010XLfdXLkifYl 36.3 277

73 tLlocusLonLclpceLmodifiesLriskLofLbreastLcancerLinLuRvtcLmutationLcarriersLandLisLassociatedLwithL
hormoneLreceptorYnegativeLbreastLcancerLinLtheLgeneralLpopulationZLNaturefGeneticsXL2010XLfdXLkkgYld 36.3 276

72 PrinciplesLforLtheLpostYzWtSLfunctionalLcharacterisationLofLriskLlociZLNaturefPrecedingsXL2010XL 1

71 PolymorphismLinLtheLztLNTcLgeneLandLepithelialLovarianLcancerLinLnonYHispanicLwhiteLwomenmLtheL
OvarianLvancerLtssociationLvonsortiumZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2010XLclXLhbbYf4 20

70
zeneticLvariationLinLTYMSLinLtheLoneYcarbonLtransferLpathwayLisLassociatedLwithLovarianLcarcinomaL
typesLinLtheLOvarianLvancerLtssociationLvonsortiumZLCancerfEpidemiologyfBiomarkersfandf
PreventionXL2010XLclXLckddYeb

4 22

69 xvaluationLofLcandidateLstromalLepithelialLcrossYtalkLgenesLidentifiesLassociationLbetweenLriskLofL
serousLovarianLcancerLandLTxRTXLaLcancerLsusceptibilityLNhotYspotNZLPLoSfGeneticsXL2010XLhXLecbbcbch 6 42
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68 xSRcaSYNxcLpolymorphismLandLinvasiveLepithelialLovarianLcancerLriskmLanLOvarianLvancerL
tssociationLvonsortiumLstudyZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2010XLclXLdfgYgb 4 64

67 SenescentLfibroblastsLpromoteLneoplasticLtransformationLofLpartiallyLtransformedLovarianL
epithelialLcellsLinLaLthreeYdimensionalLmodelLofLearlyLstageLovarianLcancerZLNeoplasiaXL2010XLcdXLeciYdg 6.4 66

66 MicrocellYmediatedLchromosomeLtransferLidentifiesLxPufcLeLasLaLfunctionalLsuppressorLofL
epithelialLovarianLcancersZLNeoplasiaXL2010XLcdXLgilYkl 6.4 32

65 TheLinheritedLgeneticsLofLovarianLandLendometrialLcancerZLCurrentfOpinionfinfGeneticsfandf
DevelopmentXL2010XLdbXLdecYk 4.9 47

64 tgeYdependentLwNtLmethylationLofLgenesLthatLareLsuppressedLinLstemLcellsLisLaLhallmarkLofLcancerZL
GenomefResearchXL2010XLdbXLffbYh 9.7 638

63 VascularLendothelialLgrowthLfactorLgeneLpolymorphismsLandLovarianLcancerLsurvivalZLGynecologicf
OncologyXL2010XLcclXLfilYke 4.9 25

62 tLpolymorphismLinLtheLztLNTdLgeneLandLovarianLcancerLriskLinLfourLpopulationLbasedLcaseYcontrolL
studiesZLInternationalfJournalfoffMolecularfEpidemiologyfandfGeneticsXL2010XLcXLdidYi 0.9 7

61 tssociationLbetweenLinvasiveLovarianLcancerLsusceptibilityLandLccLbestLcandidateLSNPsLfromLbreastL
cancerLgenomeYwideLassociationLstudyZLHumanfMolecularfGeneticsXL2009XLckXLddliYebf 5.6 37

60 yunctionalLcomplementationLstudiesLidentifyLcandidateLgenesLandLcommonLgeneticLvariantsL
associatedLwithLovarianLcancerLsurvivalZLHumanfMolecularfGeneticsXL2009XLckXLckhlYik 5.6 16

59 SingleLnucleotideLpolymorphismsLinLtheLTPgeLregionLandLsusceptibilityLtoLinvasiveLepithelialLovarianL
cancerZLCancerfResearchXL2009XLhlXLdeflYgi 10.1 52

58 vhromosomesLhLandLckLinduceLneoplasticLsuppressionLinLepithelialLovarianLcancerLcellsZL
InternationalfJournalfoffCancerXL2009XLcdfXLcbeiYff 7.5 10

57 TheLclonalLevolutionLofLmetastasesLfromLprimaryLserousLepithelialLovarianLcancersZLInternationalf
JournalfoffCancerXL2009XLcdfXLcgilYkh 7.5 53

56 tLgenomeYwideLassociationLstudyLidentifiesLaLnewLovarianLcancerLsusceptibilityLlocusLonLlpddZdZL
NaturefGeneticsXL2009XLfcXLllhYcbbb 36.3 240

55 RiskLofLovarianLcancerLinLwomenLwithLfirstYdegreeLrelativesLwithLcancerZLActafObstetriciafEtf
GynecologicafScandinavicaXL2009XLkkXLfflYgh 3.8 13

54 RoleLofLgeneticLpolymorphismsLandLovarianLcancerLsusceptibilityZLMolecularfOncologyXL2009XLeXLcicYkc 7.9 59

53 TheLcontributionLofLuRvtcLandLuRvtdLtoLovarianLcancerZLMolecularfOncologyXL2009XLeXLcekYgb 7.9 125

52 tssociationLbetweenLcommonLgermlineLgeneticLvariationLinLlfLcandidateLgenesLorLregionsLandLrisksL
ofLinvasiveLepithelialLovarianLcancerZLPLoSfONEXL2009XLfXLeglke 3.7 33

51 tnLepigeneticLsignatureLinLperipheralLbloodLpredictsLactiveLovarianLcancerZLPLoSfONEXL2009XLfXLekdif 3.7 245

(2009-2010)
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50 MismatchLrepairLgeneLpolymorphismsLandLsurvivalLinLinvasiveLovarianLcancerLpatientsZLEuropeanf
JournalfoffCancerXL2008XLffXLddglYhg 7.5 20

49 PredictingLclinicalLoutcomeLinLpatientsLdiagnosedLwithLsynchronousLovarianLandLendometrialL
cancerZLClinicalfCancerfResearchXL2008XLcfXLgkfbYk 12.9 33

48 xffectsLofLcommonLgermYlineLgeneticLvariationLinLcellLcycleLgenesLonLovarianLcancerLsurvivalZLClinicalf
CancerfResearchXL2008XLcfXLcblbYg 12.9 24

47 TheLeffectsLofLcommonLgeneticLvariantsLinLoncogenesLonLovarianLcancerLsurvivalZLClinicalfCancerf
ResearchXL2008XLcfXLgkeeYl 12.9 30

46 uRvtcLandLuRvtdLmutationLprevalenceLandLclinicalLcharacteristicsLofLaLpopulationYbasedLseriesLofL
ovarianLcancerLcasesLfromLwenmarkZLClinicalfCancerfResearchXL2008XLcfXLeihcYi 12.9 77

45 tssociationLstudyLofLprostateLcancerLsusceptibilityLvariantsLwithLrisksLofLinvasiveLovarianXLbreastXL
andLcolorectalLcancerZLCancerfResearchXL2008XLhkXLkkeiYfd 10.1 10

44 MultipleLlociLwithLdifferentLcancerLspecificitiesLwithinLtheLkqdfLgeneLdesertZLJournalfoffthefNationalf
CancerfInstituteXL2008XLcbbXLlhdYh 9.7 283

43 ProteinLexpressionLlevelsLofLcarcinoembryonicLantigenLTvxtULinLwanishLovarianLcancerLpatientsmL
fromLtheLwanishLSMtLOVtSovarianLcancerLstudyZLPathologyXL2008XLfbXLfkiYld 1.6 18

42 vonsortiumLanalysisLofLiLcandidateLSNPsLforLovarianLcancerZLInternationalfJournalfoffCancerXL2008XL
cdeXLekbYekk 7.5 66

41 wistributionLofLpgeLexpressionLinLtissueLfromLiifLwanishLovarianLtumourLpatientsLandLitsLprognosticL
significanceLinLovarianLcarcinomasZLApmisXL2008XLcchXLfbbYl 3.4 16

40 TaggingLsingleLnucleotideLpolymorphismsLinLtheLuRIPcLgeneLandLsusceptibilityLtoLbreastLandL
ovarianLcancerZLPLoSfONEXL2007XLdXLedhk 3.7 47

39 vontributionLofLuRvtcLandLuRvtdLmutationsLtoLinheritedLovarianLcancerZLHumanfMutationXL2007XL
dkXLcdbiYcg 4.7 67

38 ScreeningLforLtheLuRvtcYinshkbxxceLmutationmLpotentialLforLmisdiagnosisZLMutationLinLbriefLOlhfZL
OnlineZLHumanfMutationXL2007XLdkXLgdgYh 4.7 8

37 vtcdgLexpressionLpatternXLprognosisLandLcorrelationLwithLserumLvtcdgLinLovarianLtumorLpatientsZL
yromLTheLwanishLNMtLOVtNLOvarianLvancerLStudyZLGynecologicfOncologyXL2007XLcbfXLgbkYcg 4.9 90

36 xxpressionLlevelLofLWilmsLtumorLcLTWTcULproteinLhasLlimitedLprognosticLvalueLinLepithelialLovarianL
cancermLfromLtheLwanishLNMtLOVtNLovarianLcancerLstudyZLGynecologicfOncologyXL2007XLcbhXLeckYdf 4.9 18

35 TaggingLsingleLnucleotideLpolymorphismsLinLcellLcycleLcontrolLgenesLandLsusceptibilityLtoLinvasiveL
epithelialLovarianLcancerZLCancerfResearchXL2007XLhiXLebdiYeg 10.1 75

34 PrognosticLvalueLofLestrogenLreceptorLandLprogesteroneLreceptorLtumorLexpressionLinLwanishL
ovarianLcancerLpatientsmLfromLtheLSMtLOVtSLovarianLcancerLstudyZLOncologyfReportsXL2007XLckXLcbgcYl 3.5 66

33 vommonLvariantsLinLRucLgeneLandLriskLofLinvasiveLovarianLcancerZLCancerfResearchXL2006XLhhXLcbddbYh 10.1 34
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32 vommonLvariantsLinLmismatchLrepairLgenesLandLriskLofLinvasiveLovarianLcancerZLCarcinogenesisXL2006
XLdiXLddegYfd 4.6 64

31 OvarianLcancerLaetiologymLfactsLandLfictionZLJournalfoffFamilyfPlanningfandfReproductivefHealthfCareXL
2006XLedXLkdYh 4

30 zeneticLmutationsLinLgynaecologicalLcancersZLReviewsfinfGynaecologicalfandfPerinatalfPracticeXL2006XL
hXLccgYcdg 3

29 OvarianLcancerLandLgeneticLsusceptibilityLinLrelationLtoLtheLuRvtcLandLuRvtdLgenesZLOccurrenceXL
clinicalLimportanceLandLinterventionZLActafObstetriciafEtfGynecologicafScandinavicaXL2006XLkgXLleYcbg 3.8 42

28 PolymorphismsLinLwNtLrepairLgenesLandLepithelialLovarianLcancerLriskZLInternationalfJournalfoff
CancerXL2005XLcciXLhccYk 7.5 112

27 tLmolecularLgeneticLandLstatisticalLapproachLforLtheLdiagnosisLofLdualYsiteLcancersZLJournalfoffthef
NationalfCancerfInstituteXL2004XLlhXLcffcYh 9.7 39

26 tLmodifiedLmediumLthatLsignificantlyLimprovesLtheLgrowthLofLhumanLnormalLovarianLsurfaceL
epithelialLTOSxULcellsLinLvitroZLLaboratoryfInvestigationXL2004XLkfXLldeYec 5.9 30

25 HistopathologyXLyIzOLstageXLandLuRvtLmutationLstatusLofLovarianLcancersLfromLtheLzildaLRadnerL
yamilialLOvarianLvancerLRegistryZLInternationalfJournalfoffGynecologicalfPathologyXL2004XLdeXLdlYef 3.2 68

24 TwoLpercentLofLmenLwithLearlyYonsetLprostateLcancerLharborLgermlineLmutationsLinLtheLuRvtdL
geneZLAmericanfJournalfoffHumanfGeneticsXL2003XLidXLcYcd 11 293

23 uRvtcadLmutationLstatusLinfluencesLsomaticLgeneticLprogressionLinLinheritedLandLsporadicL
epithelialLovarianLcancerLcasesZLCancerfResearchXL2003XLheXLfciYde 10.1 30

22 tpparentLhumanLuRvtcLknockoutLcausedLbyLmisprimingLduringLpolymeraseLchainLreactionmL
implicationsLforLgeneticLtestingZLGenesfChromosomesfandfCancerXL2001XLecXLlhYk 5 25

21 RiskLmodelsLforLfamilialLovarianLandLbreastLcancerZLGeneticfEpidemiologyXL2000XLckXLcieYlb 2.6 128

20 yrequentLlossLofLuRvtcLmRNtLandLproteinLexpressionLinLsporadicLovarianLcancersZLInternationalf
JournalfoffCancerXL2000XLkiXLeciYdc 7.5 77

19 MutationsLtruncatingLtheLxPebbLacetylaseLinLhumanLcancersZLNaturefGeneticsXL2000XLdfXLebbYe 36.3 482

18 IdiopathicLslowYtransitLconstipationLisLnotLassociatedLwithLmutationsLofLtheLRxTLprotoYoncogeneLorL
zwNyZLDiseasesfoffthefColonfandfRectumXL2000XLfeXLkgcYi 3.1 12

17 IncreasedLfrequencyLofLTPgeLmutationsLinLuRvtcLandLuRvtdLovarianLtumoursZLGenesfChromosomesf
andfCancerXL1999XLdgXLlcYh 5 64

16 TheLcontributionLofLgermlineLuRvtcLandLuRvtdLmutationsLtoLfamilialLovarianLcancermLnoLevidenceL
forLotherLovarianLcancerYsusceptibilityLgenesZLAmericanfJournalfoffHumanfGeneticsXL1999XLhgXLcbdcYl 11 109

15 TheLgeneticsLofLinheritedLbreastLcancerZLJournalfoffMammaryfGlandfBiologyfandfNeoplasiaXL1998XLeXLehgYih2.4 26

(1998-2006)
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14 IdentificationLofLaLnovelLspliceYsiteLmutationLofLtheLuRvtcLgeneLinLtwoLbreastLcancerLfamiliesmL
screeningLrevealsLlowLfrequencyLinLIcelandicLbreastLcancerLpatientsZLHumanfMutationXL1998XLSupplLcXLSclgYi4.7 28

13 vluesLtoLtheLfunctionLofLtheLtumourLsusceptibilityLgeneLuRvtdZLDiseasefMarkersXL1998XLcfXLcYk 3.2 23

12 vontributionLofLuRvtcLmutationsLtoLovarianLcancerZLNewfEnglandfJournalfoffMedicineXL1997XLeehXLccdgYeb59.2 208

11 tberrantLsplicingLofLtheLTSzcbcLandLyHITLgenesLoccursLfrequentlyLinLmultipleLmalignanciesLandLinL
normalLtissuesLandLmimicsLalterationsLpreviouslyLdescribedLinLtumoursZLOncogeneXL1997XLcgXLdcclYdh 9.2 75

10 VariationLofLrisksLofLbreastLandLovarianLcancerLassociatedLwithLdifferentLgermlineLmutationsLofLtheL
uRvtdLgeneZLNaturefGeneticsXL1997XLcgXLcbeYg 36.3 377

9 tLbreastaovarianLcancerLpatientLwithLgermlineLmutationsLinLbothLuRvtcLandLuRvtdZLNaturef
GeneticsXL1997XLcgXLcfYg 36.3 60

8 MutationsLofLtheLuRvtcLandLuRvtdLgenesLandLtheLpossibilitiesLforLpredictiveLtestingZLTrendsfinf
MolecularfMedicineXL1997XLeXLchkYif 24

7 tLpolymorphicLstopLcodonLinLuRvtdZLNaturefGeneticsXL1996XLcfXLdgeYf 36.3 136

6 ureastLcancerLinformationLonLtheLwebZLNaturefGeneticsXL1995XLccXLdekYl 36.3 30

5 zermlineLmutationsLofLtheLuRvtcLgeneLinLbreastLandLovarianLcancerLfamiliesLprovideLevidenceLforLaL
genotypeYphenotypeLcorrelationZLNaturefGeneticsXL1995XLccXLfdkYee 36.3 439

4 tLgeneLTwLzdULlocatedLatLciqcdYqdcLencodesLaLnewLhomologueLofLtheLwrosophilaLtumorL
suppressorLdIgYtZLGenomicsXL1995XLdkXLdgYec 4.3 31

3 LocalisationLofLtheLhumanLblueLconeLpigmentLgeneLtoLchromosomeLbandLiqecZeYedZLHumanf
GeneticsXL1994XLleXLilYkb 6.3 13

2 MultiYTissueLTranscriptomeYWideLtssociationLStudyLIdentifiesLdhLNovelLvandidateLSusceptibilityL
zenesLforLHighLzradeLSerousLxpithelialLOvarianLvancer 2

1 IntegratedLMolecularLProfilingLStudiesLtoLvharacterizeLtheLvellularLOriginsLofLHighYzradeLSerousL
OvarianLvancer 6
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