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k Paper IF Citations

41 PatientQhealthQrecordsQandQwholeQviralQgenomesQfromQanQearlyQSzRSe oVekQoutbreakQinQaQQuebecQ
hospitalQrevealQfeaturesQassociatedQwithQfavorableQoutcomesfQPLoSsONEdQ2021dQiodQehkohpim 3.7 0

40 TheQmutationalQlandscapeQofQSzRSe oVekQvariantsQdiversifiesQT´ cellQtargetsQinQanQ
HLzesupertypeedependentQmannerfQCellsSystemsdQ2021dQ 10.6 6

39
PrimateQinnateQimmuneQresponsesQtoQbacterialQandQviralQpathogensQrevealsQanQevolutionaryQ
tradeeoffQbetweenQstrengthQandQspecificityfQProceedingssofsthesNationalsAcademysofsSciencessofsthes
UnitedsStatessofsAmericadQ2021dQiiqdQ

11.5 11

38 GenomicQepidemiologyQandQassociatedQclinicalQoutcomesQofQaQSzRSe oVekQoutbreakQinQaQgeneralQ
adultQhospitalQinQQuebecQ2021dQ 1

37 DifferentialQmodulationQofQpolyunsaturatedQfattyQacidsQinQpatientsQwithQmyocardialQinfarctionQ
treatedQwithQticagrelorQorQclopidogrelfQCellsReportssMedicinedQ2021dQkdQihhkrr 18

36 None GQmethylationQandQmultipleQhistoneQprofilesQassociateQchildQabuseQwithQimmuneQandQsmallQ
GTPaseQdysregulationfQNaturesCommunicationsdQ2021dQikdQiilk 17.4 5

35 GutQmicrobiomeQheritabilityQisQnearlyQuniversalQbutQenvironmentallyQcontingentfQSciencedQ2021dQlpldQiqieiqo33.3 22

34 ILeindQglutenQandQHLzeDQqQdriveQtissueQdestructionQinQcoeliacQdiseasefQNaturedQ2020dQnpqdQohheohm 50.4 65

33 zQShorteTermQHigheFatQDietQzltersQGlutathioneQLevelsQandQILeoQGeneQExpressionQinQOxidativeQ
SkeletalQMusclesQofQYoungQRatsfQFrontierssinsPhysiologydQ2019dQihdQlpk 4.6 10

32 GeneQactivationQprecedesQDNzQdemethylationQinQresponseQtoQinfectionQinQhumanQdendriticQcellsfQ
ProceedingssofsthesNationalsAcademysofsSciencessofsthesUnitedsStatessofsAmericadQ2019dQiiodQorlqeorml 11.5 62

31  hronicQInflammationQPermanentlyQReshapesQTissueeResidentQImmunityQinQ eliacQDiseasefQCelldQ2019
dQipodQroperqifeir 56.2 72

30 NaturalQselectionQcontributedQtoQimmunologicalQdifferencesQbetweenQhunteregatherersQandQ
agriculturalistsfQNaturesEcologysandsEvolutiondQ2019dQldQiknleikom 12.3 15

29 GeneebyeenvironmentQinteractionsQinQurbanQpopulationsQmodulateQriskQphenotypesfQNatures
CommunicationsdQ2018dQrdQqkp 17.4 50

28 ’ GQEducatesQHematopoieticQStemQ ellsQtoQGenerateQProtectiveQInnateQImmunityQagainstQ
TuberculosisfQCelldQ2018dQipkdQipoeirhfeir 56.2 471

27 RelaxedQSelectionQDuringQaQRecentQHumanQExpansionfQGeneticsdQ2018dQkhqdQpoleppp 4 28

26
zorticQDilatationQzssociatedQWithQaQDeQNovoQMutationQin´ the´ SOXiqQGenesQExpandingQtheQ linicalQ
SpectrumQof´ HypotrichosiseLymphedemaeTelangiectasiaQSyndromefQCanadiansJournalsofsCardiologydQ
2016dQlkdQilnfeiep

3.8 13

25 SocialQstatusQaltersQimmuneQregulationQandQresponseQtoQinfectionQinQmacaquesfQSciencedQ2016dQlnmdQihmieihmn33.3 154
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24 GeneticQzncestryQandQNaturalQSelectionQDriveQPopulationQDifferencesQinQImmuneQResponsesQtoQ
PathogensfQCelldQ2016dQiopdQonpeoorfeki 56.2 264

23 WidespreadQShorteningQofQlXQUntranslatedQRegionsQandQIncreasedQExonQInclusionQzreQEvolutionarilyQ
 onservedQFeaturesQofQInnateQImmuneQResponsesQtoQInfectionfQPLoSsGeneticsdQ2016dQikdQeihhollq 6 53

22 zQhaplotypeebasedQnormalizationQtechniqueQforQtheQanalysisQandQdetectionQofQalleleQspecificQ
expressionfQBMCsBioinformaticsdQ2016dQipdQlom 3.6 5

21 ’acterialQinfectionQremodelsQtheQDNzQmethylationQlandscapeQofQhumanQdendriticQcellsfQGenomes
ResearchdQ2015dQkndQiqhieii 9.7 138

20 SocialQnetworksQpredictQgutQmicrobiomeQcompositionQinQwildQbaboonsfQELifedQ2015dQmdQ 8.9 294

19 RecombinationQaffectsQaccumulationQofQdamagingQandQdiseaseeassociatedQmutationsQinQhumanQ
populationsfQNaturesGeneticsdQ2015dQmpdQmhhem 36.3 63

18 HigheresolutionQgenomicQanalysisQofQhumanQmitochondrialQRNzQsequenceQvariationfQSciencedQ2014dQ
lmmdQmilen 33.3 72

17 zdaptivedQconvergentQoriginsQofQtheQpygmyQphenotypeQinQzfricanQrainforestQhunteregatherersfQ
ProceedingssofsthesNationalsAcademysofsSciencessofsthesUnitedsStatessofsAmericadQ2014dQiiidQElnroeohl 11.5 70

16 HumanQNKGkEQisQexpressedQandQformsQanQintracytoplasmicQcomplexQwithQ DrmQandQDzPikfQJournals
ofsImmunologydQ2014dQirldQoiheo 5.3 26

15 GenomicQarchitectureQofQsickleQcellQdiseaseQinQWestQzfricanQchildrenfQFrontierssinsGeneticsdQ2014dQndQko 4.5 9

14 SelectiveQconstraintdQbackgroundQselectiondQandQmutationQaccumulationQvariabilityQwithinQandQ
betweenQhumanQpopulationsfQBMCsGenomicsdQ2013dQimdQmrn 4.5 13

13 RareQallelicQformsQofQPRDMrQassociatedQwithQchildhoodQleukemogenesisfQGenomesResearchdQ2013dQ
kldQmirelh 9.7 37

12 WholeeexomeQsequencingQrevealsQaQrapidQchangeQinQtheQfrequencyQofQrareQfunctionalQvariantsQinQaQ
foundingQpopulationQofQhumansfQPLoSsGeneticsdQ2013dQrdQeihhlqin 6 52

11 EvidenceQforQadditiveQandQinteractionQeffectsQofQhostQgenotypeQandQinfectionQinQmalariafQProceedingss
ofsthesNationalsAcademysofsSciencessofsthesUnitedsStatessofsAmericadQ2012dQihrdQiopqoerl 11.5 66

10 NaturalQselectionQcontributedQtoQimmunologicalQdifferencesQbetweenQhumanQhunteregatherersQandQagriculturalists1

9 ’acterialQInfectionQRemodelsQtheQDNzQMethylationQLandscapeQofQHumanQDendriticQ ells 3

8 GenomicQandQEnvironmentalQ ontributionsQtoQ hronicQDiseasesQinQUrbanQPopulations 1

7 PrimateQinnateQimmuneQresponsesQtoQbacterialQandQviralQpathogensQrevealsQanQevolutionaryQ
tradeeoffQbetweenQstrengthQandQspecificity 1
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6 MultiscaleQPHzTEQExplorationQofQSzRSe oVekQDataQRevealsQMultimodalQSignaturesQofQDisease 1

5 SingleecellQRNzesequencingQrevealsQpervasiveQbutQhighlyQcellQtypeespecificQgeneticQancestryQeffectsQ
onQtheQresponseQtoQviralQinfection 3

4 GeneQactivationQprecedesQDNzQdemethylationQinQresponseQtoQinfectionQinQhumanQdendriticQcells 2

3 None GQmethylationQandQmultipleQepigeneticQlayersQassociateQchildQabuseQwithQimmuneQandQsmallQ
GTPaseQdysregulation 1

2 WidespreadQshorteningQofQlâ��QuntranslatedQregionsQandQincreasedQexonQinclusionQareQevolutionarilyQ
conservedQfeaturesQofQinnateQimmuneQresponsesQtoQinfection 2

1 Impute oVNetsQkDQResNetQzutoencoderQforQImputationQofQSzRSe oVekQSequences 3
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