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k Paper IF Citations

243 uonceptualKstrategiesKforKcharacterizingKinteractionsKinKmicrobialKcommunitiesZZKIScienceWK2022WKdgWKcbeiig6.1 0

242 yutKmicrobiotaYdrivenKbrainKs˛†KamyloidosisKinKmiceKrequiresKmicrogliaZKJournalcofcExperimentalc
MedicineWK2022WKdckWK 16.6 7

241 PhylogenyYswareKsnalysisKofKMetagenomeKuommunityKwcologyKtasedKonKMatchedKReferenceK
yenomesKwhileKtypassingKTaxonomyZZKMSystemsWK2022WKebbchidd 7.6 3

240 TheKimpactKofKmaternalKasthmaKonKtheKpretermKinfantsRKgutKmetabolomeKandKmicrobiomeKSMsPK
studyTZZKScientificcReportsWK2022WKcdWKhfei 4.9 1

239 wffectsKofKRzealthyRKxecalKMicrobiotaKTransplantationKagainstKtheKveteriorationKofKvepressionKinK
xawnYzoodedKRatsZZKMSystemsWK2022WKebbdcjdd 7.6

238 VariationKinKSurvivalKandKyutKMicrobiomeKuompositionKofKzatcheryYyrownKNativeKOystersKatK
VariousKβocationsKwithinKtheKPugetKSoundZZKMicrobiologycSpectrumWK2022WKebckjddc 8.9 0

237 UtilityKofKsilhouetteKshowcardsKtoKassessKadiposityKinKthreeKcountriesKacrossKtheKepidemiologicalK
transitionZKPLOScGlobalcPubliccHealthWK2022WKdWKebbbbcdi

236 tareKVersusKzairlKvoKPubicKzairKyroomingKPreferencesKvictateKtheKUrogenitalKMicrobiomeqZKFemalec
PelviccMedicinecandcReconstructivecSurgeryWK2021WKdiWKgedYgei 1.9 1

235 ReportingKguidelinesKforKhumanKmicrobiomeKresearchlKtheKSTORMSKchecklistZKNaturecMedicineWK2021
WKdiWKcjjgYcjkd 50.5 19

234 uhildrenKwithKsutismKandKTheirKTypicallyKvevelopingKSiblingsKvifferKinKsmpliconKSequenceKVariantsK
andKPredictedKxunctionsKofKStoolYsssociatedKMicrobesZKMSystemsWK2021WKhWK 7.6 2

233 yutKmicrobiotaKmediateKtheKxyxdcKadaptiveKstressKresponseKtoKchronicKdietaryKproteinYrestrictionKinK
miceZKNaturecCommunicationsWK2021WKcdWKejej 17.4 4

232 SsRSYuoVYdKdetectionKstatusKassociatesKwithKbacterialKcommunityKcompositionKinKpatientsKandKtheK
hospitalKenvironmentZKMicrobiomeWK2021WKkWKced 16.6 15

231
sKPhylogenyY’nformedKsnalysisKofKtheKylobalKuoralYSymbiodiniaceaeK’nteractionKNetworkKRevealsK
thatKTraitsKuorrelatedKwithKThermalKtleachingKsreKSpecificKtoKSymbiontKTransmissionKModeZK
MSystemsWK2021WKhWK

7.6 1

230 vietaryKSelectionKPressuresKandKTheirK’mpactKonKtheKyutKMicrobiomeZKCellularcandcMolecularc
GastroenterologycandcHepatologyWK2021WKceWKiYcj 7.9 5

229 QuantitativeKprofilingKofKbuiltKenvironmentKbacterialKandKfungalKcommunitiesKrevealsKdynamicK
materialKdependentKgrowthKpatternsKandKmicrobialKinteractionsZKIndoorcAirWK2021WKecWKcjjYdbg 5.4 4

228 xeasibilityKofKusingKalternativeKswabsKandKstorageKsolutionsKforKpairedKSsRSYuoVYdKdetectionKandK
microbiomeKanalysisKinKtheKhospitalKenvironmentZKMicrobiomeWK2021WKkWKdg 16.6 7

227 SuppressionKofKlocalKtypeK’KinterferonKbyKgutKmicrobiotaYderivedKbutyrateKimpairsKantitumorKeffectsK
ofKionizingKradiationZKJournalcofcExperimentalcMedicineWK2021WKdcjWK 16.6 12
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226 yutKmicrobiomeKheritabilityKisKnearlyKuniversalKbutKenvironmentallyKcontingentZKScienceWK2021WKeieWKcjcYcjh33.3 22

225 sssociationsKbetweenKsfrotropicalKbatsWKeukaryoticKparasitesWKandKmicrobialKsymbiontsZKMolecularc
EcologyWK2021WK 5.7 1

224 SoilKpzKdeterminesKbacterialKdistributionKandKassemblyKprocessesKinKnaturalKmountainKforestsKofK
easternKuhinaZKGlobalcEcologycandcBiogeographyWK2021WKebWKdchf 6.1 3

223 uontinentalYScaleKPaddyKSoilKtacterialKuommunityKStructureWKxunctionWKandKtioticK’nteractionZK
MSystemsWK2021WKhWKebcehjdb 7.6 0

222 MicrobiomeKisKnotKlinkedKtoKclinicalKdiseaseKseverityKofKfamilialKMediterraneanKfeverKinKanK
internationalKcohortKofKchildrenZKClinicalcandcExperimentalcRheumatologyWK2021WKekKSupplKcedWKcbdYcbj 2.2

221 MicrobiomeKisKnotKlinkedKtoKclinicalKdiseaseKseverityKofKfamilialKMediterraneanKfeverKinKanK
internationalKcohortKofKchildrenZKClinicalcandcExperimentalcRheumatologyWK2021WKekWKcbdYcbj 2.2 1

220 MicrobiomeKprofileKassociatedKwithKmalignantKpleuralKeffusionZKPLoScONEWK2020WKcgWKebdedcjc 3.7 1

219 xecalKmicrobiotaKtransplantKrescuesKmiceKfromKhumanKpathogenKmediatedKsepsisKbyKrestoringK
systemicKimmunityZKNaturecCommunicationsWK2020WKccWKdegf 17.4 40

218 vetectingKpersonalKmicrobiotaKsignaturesKatKartificialKcrimeKscenesZKForensiccSciencecInternationalWK
2020WKeceWKccbegc 2.6 9

217 PermissiveKmicrobiomeKcharacterizesKhumanKsubjectsKwithKaKneurovascularKdiseaseKcavernousK
angiomaZKNaturecCommunicationsWK2020WKccWKdhgk 17.4 8

216 warthKmicrobialKcoYoccurrenceKnetworkKrevealsKinterconnectionKpatternKacrossKmicrobiomesZK
MicrobiomeWK2020WKjWKjd 16.6 80

215
SpatialKuompartmentalizationKofKtheKMicrobiomeKbetweenKtheKβumenKandKuryptsK’sKβostKinKtheK
MurineKuecumKfollowingKtheKProcessKofKSurgeryWK’ncludingKOvernightKxastingKandKwxposureKtoK
sntibioticsZKMSystemsWK2020WKgWK

7.6 9

214 zostKmicrobiomesKandKdiseaseK2020WKcddYcge 0

213 βongitudinalKsurveyKofKmicrobiomeKassociatedKwithKparticulateKmatterKinKaKmegacityZKGenomec
BiologyWK2020WKdcWKgg 18.3 35

212 PrecisionKmedicineKinKperinatalKdepressionKinKlightKofKtheKhumanKmicrobiomeZKPsychopharmacologyWK
2020WKdeiWKkcgYkfc 4.7 7

211 MicrobiotaKcompositionKmodulatesKinflammationKandKneointimalKhyperplasiaKafterKarterialK
angioplastyZKJournalcofcVascularcSurgeryWK2020WKicWKceijYcejkZee 3.5 2

210 uomparativeKsnalysisKofKyutKMicrobiotaKxollowingKuhangesKinKTrainingKVolumeKsmongKSwimmersZK
InternationalcJournalcofcSportscMedicineWK2020WKfcWKdkdYdkk 3.6 8

209 ReYexaminingKcausesKofKsurgicalKsiteKinfectionsKfollowingKelectiveKsurgeryKinKtheKeraKofKasepsisZK
LancetcInfectiouscDiseasesqcTheWK2020WKdbWKeejYefe 25.5 27

(2020-2021)
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208 uomparativeKsnalysesKofKVertebrateKyutKMicrobiomesKRevealKuonvergenceKbetweenKtirdsKandK
tatsZKMBioWK2020WKccWK 7.8 79

207 uomparativeKgeneticsKofKwnterococcusKfaecalisKintestinalKtissueKisolatesKbeforeKandKafterKsurgeryKinK
aKratKmodelKofKcolonKanastomosisZKPLoScONEWK2020WKcgWKebdedchg 3.7 2

206 ’mplicationKofKgutKmicrobiotaKinKtheKassociationKbetweenKinfantKantibioticKexposureKandKchildhoodK
obesityKandKadiposityKaccumulationZKInternationalcJournalcofcObesityWK2020WKffWKcgbjYcgdb 5.5 15

205 tacterialKcommunitiesKassociatedKwithKcellKphonesKandKshoesZKPeerJWK2020WKjWKekdeg 3.1 4

204 MicrobiomeKestablishmentKandKmaturationlKearlyKlifeKenvironmentalKfactorsK2020WKdcYfc

203 xeasibilityKofKusingKalternativeKswabsKandKstorageKsolutionsKforKpairedKSsRSYuoVYdKdetectionKandK
microbiomeKanalysisKinKtheKhospitalKenvironmentK2020WK 3

202 MicrobialKcontextKpredictsKSsRSYuoVYdKprevalenceKinKpatientsKandKtheKhospitalKbuiltKenvironmentK
2020WK 10

201 WesternKvietKPromotesK’ntestinalKuolonizationKbyKuollagenolyticKMicrobesKandKPromotesKTumorK
xormationKsfterKuolorectalKSurgeryZKGastroenterologyWK2020WKcgjWKkgjYkibZed 13.3 25

200 ’mmuneKvysregulationKinKtheKTonsillarKMicroenvironmentKofKPeriodicKxeverWKsphthousKStomatitisWK
PharyngitisWKsdenitisKSPxsPsTKSyndromeZKJournalcofcClinicalcImmunologyWK2020WKfbWKcikYckb 5.7 11

199 TheKemergenceKofKmicrobiomeKcentresZKNaturecMicrobiologyWK2020WKgWKdYe 26.6 7

198 RoleKofKuarbonKMonoxideKinKzostYyutKMicrobiomeKuommunicationZKChemicalcReviewsWK2020WKcdbWKcedieYceecc68.1 14

197
’ntroducingKtheKMangroveKMicrobiomeK’nitiativelK’dentifyingKMicrobialKResearchKPrioritiesKandK
spproachesKToKtetterKUnderstandWKProtectWKandKRehabilitateKMangroveKwcosystemsZKMSystemsWK
2020WKgWK

7.6 12

196 ResponseKofKzorticulturalKSoilKMicrobiotaKtoKvifferentKxertilizationKPracticesZKPlantsWK2020WKkWK 4.5 6

195 TheKearlyKgutKmicrobiomeKcouldKprotectKagainstKsevereKretinopathyKofKprematurityZKJournalcofc
AAPOSWK2020WKdfWKdehYdej 1.3 9

194 SurgicalKsiteKinfectionsKfollowingKelectiveKsurgeryKYKsuthorsRKreplyZKLancetcInfectiouscDiseasesqcTheWK
2020WKdbWKjkk 25.5 2

193 uhemicalKcompositionKofKmaterialKextractivesKinfluencesKmicrobialKgrowthKandKdynamicsKonKwettedK
woodKmaterialsZKScientificcReportsWK2020WKcbWKcfgbb 4.9 0

192 wffectsKofKwxtendedKPostmortemK’ntervalKonKMicrobialKuommunitiesKinKOrgansKofKtheKzumanK
uadaverZKFrontierscincMicrobiologyWK2020WKccWKghkheb 5.7 8

191 snalysisKofKgutKmicrobiomeWKnutritionKandKimmuneKstatusKinKautismKspectrumKdisorderlKaK
caseYcontrolKstudyKinKwcuadorZKGutcMicrobesWK2020WKccWKfgeYfhf 8.8 16
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190 TheKxutureKofKMicrobiomeYtasedKTherapeuticsKinKulinicalKspplicationsZKClinicalcPharmacologycandc
TherapeuticsWK2020WKcbiWKcdeYcdj 6.1 16

189 uontributorsKtoKvysbiosisKinKVeryYβowYtirthYWeightK’nfantsZKJOGNNcrcJournalcofcObstetricqc
GynecologicqcandcNeonatalcNursingWK2020WKfkWKdedYdfd 1.2 5

188 TheKOriginWKSuccessionWKandKPredictedKMetabolismKofKtacterialKuommunitiesKsssociatedKwithKβeafK
vecompositionZKMBioWK2019WKcbWK 7.8 6

187 MicrobialKwxchangeKviaKxomitesKandK’mplicationsKforKzumanKzealthZKCurrentcPollutioncReportsWK2019WK
gWKckjYdce 7.6 56

186 sKSimpleKMicrobiomeKinKtheKwuropeanKuommonKuuttlefishWZKMSystemsWK2019WKfWK 7.6 9

185 uommunityKecologyKasKaKframeworkKforKhumanKmicrobiomeKresearchZKNaturecMedicineWK2019WKdgWKjjfYjjk50.5 54

184 QuantifyingKandKUnderstandingKWellYtoYWellKuontaminationKinKMicrobiomeKResearchZKMSystemsWK
2019WKfWK 7.6 73

183 uoncurrentKmeasurementKofKmicrobiomeKandKallergensKinKtheKairKofKbedroomsKofKallergyKdiseaseK
patientsKinKtheKuhicagoKareaZKMicrobiomeWK2019WKiWKjd 16.6 13

182 βongitudinalKhomogenizationKofKtheKmicrobiomeKbetweenKbothKoccupantsKandKtheKbuiltK
environmentKinKaKcohortKofKUnitedKStatesKsirKxorceKuadetsZKMicrobiomeWK2019WKiWKib 16.6 17

181 SexYspecificKeffectsKofKmicrobiomeKperturbationsKonKcerebralKs˛†KamyloidosisKandKmicrogliaK
phenotypesZKJournalcofcExperimentalcMedicineWK2019WKdchWKcgfdYcghb 16.6 93

180 sgriculturalKRiskKxactorsK’nfluenceKMicrobialKwcologyKinKzonghuKβakeZKGenomicsqcProteomicscandc
BioinformaticsWK2019WKciWKihYkb 6.5 12

179 MicrobialKandKmetabolicKsuccessionKonKcommonKbuildingKmaterialsKunderKhighKhumidityKconditionsZK
NaturecCommunicationsWK2019WKcbWKcihi 17.4 30

178 ’mpactsKofKindoorKsurfaceKfinishesKonKbacterialKviabilityZKIndoorcAirWK2019WKdkWKggcYghd 5.4 16

177 PharmacomicrobiomicslKTheKzolyKyrailKtoKVariabilityKinKvrugKResponseqZKClinicalcPharmacologycandc
TherapeuticsWK2019WKcbhWKeciYedj 6.1 33

176 sgeKandKMotherslKPotentK’nfluencesKofKuhildrenRsKSkinKMicrobiotaZKJournalcofcInvestigativec
DermatologyWK2019WKcekWKdfkiYdgbgZeh 4.3 17

175 sssociationsKbetweenKfungalKandKbacterialKmicrobiotaKofKairwaysKandKasthmaKendotypesZKJournalcofc
AllergycandcClinicalcImmunologyWK2019WKcffWKcdcfYcddiZei 11.5 45

174 TheKhumanKmicrobiotaKisKassociatedKwithKcardiometabolicKriskKacrossKtheKepidemiologicKtransitionZK
PLoScONEWK2019WKcfWKebdcgdhd 3.7 16

173 MiceKxedKanKObesogenicKWesternKvietWKsdministeredKsntibioticsWKandKSubjectedKtoKaKSterileKSurgicalK
ProcedureKvevelopKβethalKSepticemiaKwithKMultidrugYResistantKPathobiontsZKMBioWK2019WKcbWK 7.8 22

(2019-2020)
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172 MicrobialKSimilarityKbetweenKStudentsKinKaKuommonKvormitoryKwnvironmentKRevealsKtheKxorensicK
PotentialKofK’ndividualKMicrobialKSignaturesZKMBioWK2019WKcbWK 7.8 18

171 wcologyKandKzostK’dentityKOutweighKwvolutionaryKzistoryKinKShapingKtheKtatKMicrobiomeZKMSystems
WK2019WKfWK 7.6 22

170 wntericKdysbiosisKandKfecalKcalprotectinKexpressionKinKprematureKinfantsZKPediatriccResearchWK2019WK
jgWKehcYehj 3.2 16

169 PhylogeneticKimprintKofKwoodyKplantsKonKtheKsoilKmycobiomeKinKnaturalKmountainKforestsKofKeasternK
uhinaZKISMEcJournalWK2019WKceWKhjhYhki 11.9 37

168 ystsYmodulatingKbacteriaKofKtheKhumanKgutKmicrobiotaZKNaturecMicrobiologyWK2019WKfWKekhYfbe 26.6 296

167 TheKzumanKMicrobiomeKinKzealthKandKviseaseK2019WKhbiYhcj 7

166 uurrentKStateKofK₂nowledgeKonK’mplicationsKofKyutKMicrobiomeKforKSurgicalKuonditionsZKJournalcofc
GastrointestinalcSurgeryWK2018WKddWKcccdYccde 3.3 7

165 SoilKtacterialKviversityK’sKsssociatedKwithKzumanKPopulationKvensityKinKUrbanKyreenspacesZK
EnvironmentalcScienceciamp;cTechnologyWK2018WKgdWKgccgYgcdf 10.3 21

164 uurrentKunderstandingKofKtheKhumanKmicrobiomeZKNaturecMedicineWK2018WKdfWKekdYfbb 50.5 823

163 SystemsKbiologyKofKtheKhumanKmicrobiomeZKCurrentcOpinioncincBiotechnologyWK2018WKgcWKcfhYcge 11.4 22

162 SalinityKisKaKkeyKfactorKdrivingKtheKnitrogenKcyclingKinKtheKmangroveKsedimentZKSciencecofcthecTotalc
EnvironmentWK2018WKhecYhedWKcefdYcefk 10.2 57

161 yutKmicrobiotaWKshortKchainKfattyKacidsWKandKobesityKacrossKtheKepidemiologicKtransitionlKtheK
MwTSYMicrobiomeKstudyKprotocolZKBMCcPubliccHealthWK2018WKcjWKkij 4.1 16

160 vysbiosisKinKuhildrenKtornKbyKuaesareanKSectionZKAnnalscofcNutritioncandcMetabolismWK2018WKieKSupplK
eWKdfYed 4.5 9

159 yeneticKcorrelationKnetworkKpredictionKofKforestKsoilKmicrobialKfunctionalKorganizationZKISMEc
JournalWK2018WKcdWKdfkdYdgbg 11.9 40

158 MetagenomicKanalysisKofKbasalKiceKfromKanKslaskanKglacierZKMicrobiomeWK2018WKhWKcde 16.6 12

157 MicrobiologyKofKtheKbuiltKenvironmentZKNaturecReviewscMicrobiologyWK2018WKchWKhhcYhib 22.2 97

156 vecreasedKmicrobialKcoYoccurrenceKnetworkKstabilityKandKSuxsKreceptorKlevelKcorrelatesKwithK
obesityKinKsfricanYoriginKwomenZKScientificcReportsWK2018WKjWKciceg 4.9 15

155 yutKmicrobialKfeaturesKcanKpredictKhostKphenotypeKresponseKtoKproteinKdeficiencyZKPhysiologicalc
ReportsWK2018WKhWKeceked 2.6 6
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154 tacterialKandKsrchaealKVirusesKofKzimalayanKzotKSpringsKatKManikaranKModulateKzostKyenomesZK
FrontierscincMicrobiologyWK2018WKkWKebkg 5.7 13

153 PreservingKmicrobialKdiversityZKScienceWK2018WKehdWKeeYef 33.3 84

152 MicrobialKexposureKandKhumanKhealthZKCurrentcOpinioncincMicrobiologyWK2018WKffWKikYji 7.9 15

151 smericanKyutlKanKOpenKPlatformKforKuitizenKScienceKMicrobiomeKResearchZKMSystemsWK2018WKeWK 7.6 336

150 wnvironmentalKSourcesKofKtacteriaKvifferentiallyK’nfluenceKzostYsssociatedKMicrobialKvynamicsZK
MSystemsWK2018WKeWK 7.6 17

149 zowKdoKweKmakeKindoorKenvironmentsKandKhealthcareKsettingsKhealthierqZKMicrobialcBiotechnologyWK
2017WKcbWKccYce 6.3 6

148 vistinctKtiogeographicKPatternsKforKsrchaeaWKtacteriaWKandKxungiKalongKtheKVegetationKyradientKatK
theKuontinentalKScaleKinKwasternKuhinaZKMSystemsWK2017WKdWK 7.6 63

147 xorensicKmicrobiologyKinKbuiltKenvironmentsK2017WKedjYeej 2

146 TheKMicrobiomeYMitochondrionKuonnectionlKuommonKsncestriesWKuommonKMechanismsWKuommonK
yoalsZKMSystemsWK2017WKdWK 7.6 34

145 PreparingKtheKtowelKforKSurgerylKβearningKfromKtheKPastKandKPlanningKforKtheKxutureZKJournalcofcthec
AmericancCollegecofcSurgeonsWK2017WKddgWKedfYeed 4.4 13

144 tacterialKcolonizationKandKsuccessionKinKaKnewlyKopenedKhospitalZKSciencecTranslationalcMedicineWK
2017WKkWK 17.5 146

143 SignificantK’mpactsKofK’ncreasingKsridityKonKtheKsridKSoilKMicrobiomeZKMSystemsWK2017WKdWK 7.6 80

142 uelebratingKparasitesZKNaturecGeneticsWK2017WKfkWKfjeYfjf 36.3 19

141 ’nvasiveKPlantsKRapidlyKReshapeKSoilKPropertiesKinKaKyrasslandKwcosystemZKMSystemsWK2017WKdWK 7.6 53

140 ’dentifyingKtheKplantYassociatedKmicrobiomeKacrossKaquaticKandKterrestrialKenvironmentslKtheK
effectsKofKamplificationKmethodKonKtaxaKdiscoveryZKMolecularcEcologycResourcesWK2017WKciWKkecYkfd 8.4 19

139 sKcommunalKcatalogueKrevealsKwarthRsKmultiscaleKmicrobialKdiversityZKNatureWK2017WKggcWKfgiYfhe 50.4 1076

138
SpecificKSignaturesKofKtheKyutKMicrobiotaKandK’ncreasedKβevelsKofKtutyrateKinKuhildrenKTreatedKwithK
xermentedKuowRsKMilkKuontainingKzeatY₂illedKβactobacillusKparacaseiKutsKβifZKAppliedcandc
EnvironmentalcMicrobiologyWK2017WKjeWK

4.8 55

137 TaxonomicKandKfunctionalKpatternsKacrossKsoilKmicrobialKcommunitiesKofKglobalKbiomesZKSciencecofc
thecTotalcEnvironmentWK2017WKhbkWKcbhfYcbif 10.2 24

(2017-2018)
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136 RhizosphereYassociatedKbacterialKnetworkKstructureKandKspatialKdistributionKdifferKsignificantlyK
fromKbulkKsoilKinKwheatKcropKfieldsZKSoilcBiologycandcBiochemistryWK2017WKcceWKdigYdjf 7.5 115

135 ’ntroducingKtheKMicrobiomeKintoKPrecisionKMedicineZKTrendscincPharmacologicalcSciencesWK2017WKejWKjcYkc 13.2 58

134 TheKantibioticKresistomeKofKswineKmanureKisKsignificantlyKalteredKbyKassociationKwithKtheKMuscaK
domesticaKlarvaeKgutKmicrobiomeZKISMEcJournalWK2017WKccWKcbbYccc 11.9 72

133 uhangeKinKwmilianiaKhuxleyiKVirusKsssemblageKviversityKbutKNotKinKzostKyeneticKuompositionKduringK
anKOceanKscidificationKMesocosmKwxperimentZKVirusesWK2017WKkWK 6.2 8

132 ThreeKYearYβongKsmpliconKStudyKofKtheKuhicagoKsreaKWaterwayKSystemKSuawsTKMicrobiomeZK
ProceedingscofcthecWatercEnvironmentcFederationWK2017WKdbciWKgihhYgijd

131
sKNewKwraKforKtheKuhicagoKsreaKWaterwayKSystemlKUpdateKfromKtheKMetropolitanKWaterK
ReclamationKvistrictKofKyreaterKuhicagoZKProceedingscofcthecWatercEnvironmentcFederationWK2017WK
dbciWKgiejYgige

130 chStimatorlKstatisticalKestimationKofKribosomalKgeneKcopyKnumbersKfromKdraftKgenomeKassembliesZK
ISMEcJournalWK2016WKcbWKcbdbYf 11.9 20

129 StoolKconsistencyKasKaKmajorKconfoundingKfactorKaffectingKmicrobiotaKcompositionlKanKignoredK
variableqZKGutWK2016WKhgWKcYd 19.2 19

128 viversityWKstructureKandKconvergentKevolutionKofKtheKglobalKspongeKmicrobiomeZKNaturec
CommunicationsWK2016WKiWKccjib 17.4 318

127 M’uROt’OMwZK’sKtriclosanKharmingKyourKmicrobiomeqZKScienceWK2016WKegeWKefjYk 33.3 26

126 uomparativeKgenomicKanalysisKofKnovelKscinetobacterKsymbiontslKsKcombinedKsystemsKbiologyKandK
genomicsKapproachZKScientificcReportsWK2016WKhWKdkbfe 4.9 14

125 MigrainesKsreKuorrelatedKwithKzigherKβevelsKofKNitrateYWKNitriteYWKandKNitricKOxideYReducingKOralK
MicrobesKinKtheKsmericanKyutKProjectKuohortZKMSystemsWK2016WKcWK 7.6 29

124 sSMKJournalsKwliminateK’mpactKxactorK’nformationKfromKJournalKWebsitesZKMSphereWK2016WKcWK 5 3

123 uarbonKconstrainsKfungalKendophyteKassemblagesKalongKtheKtimberlineZKEnvironmentalcMicrobiology
WK2016WKcjWKdfggYhk 5.2 25

122 RecoveringKcompleteKandKdraftKpopulationKgenomesKfromKmetagenomeKdatasetsZKMicrobiomeWK2016
WKfWKj 16.6 158

121 TheKobeseKgutKmicrobiomeKacrossKtheKepidemiologicKtransitionZKEmergingcThemescincEpidemiologyWK
2016WKceWKd 3.9 33

120 yeographicKpatternsKofKcoYoccurrenceKnetworkKtopologicalKfeaturesKforKsoilKmicrobiotaKatK
continentalKscaleKinKeasternKuhinaZKISMEcJournalWK2016WKcbWKcjkcYkbc 11.9 403

119 sKNewKNYscylKzomoserineKβactoneKSynthaseKinKanKUnculturedKSymbiontKofKtheKRedKSeaKSpongeK
TheonellaKswinhoeiZKAppliedcandcEnvironmentalcMicrobiologyWK2016WKjdWKcdifYcdjg 4.8 19
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118 MicrobialKcommunityKassemblyKandKmetabolicKfunctionKduringKmammalianKcorpseKdecompositionZK
ScienceWK2016WKegcWKcgjYhd 33.3 256

117 ’mprovedKtacterialKchSKrRNsKyeneKSVfKandKVfYgTKandKxungalK’nternalKTranscribedKSpacerKMarkerK
yeneKPrimersKforKMicrobialKuommunityKSurveysZKMSystemsWK2016WKcWK 7.6 703

116 yenomicKanalysisKofKejKβegionellaKspeciesKidentifiesKlargeKandKdiverseKeffectorKrepertoiresZKNaturec
GeneticsWK2016WKfjWKchiYig 36.3 156

115 ToolsKforKtheKMicrobiomelKNanoKandKteyondZKACScNanoWK2016WKcbWKhYei 16.7 99

114
uorticosteroidKtherapyKandKairflowKobstructionKinfluenceKtheKbronchialKmicrobiomeWKwhichKisK
distinctKfromKthatKofKbronchoalveolarKlavageKinKasthmaticKairwaysZKJournalcofcAllergycandcClinicalc
ImmunologyWK2016WKceiWKcekjYcfbgZee

11.5 89

113 βactobacillusKrhamnosusKyyYsupplementedKformulaKexpandsKbutyrateYproducingKbacterialKstrainsKinK
foodKallergicKinfantsZKISMEcJournalWK2016WKcbWKifdYgb 11.9 251

112 yenomeKreductionKinKanKabundantKandKubiquitousKsoilKbacteriumKRuandidatusKUdaeobacterK
copiosusRZKNaturecMicrobiologyWK2016WKdWKchckj 26.6 99

111 Z’₂VKYKuvtlKsKuollaborativeKvatabaseKtoKyuideKResearchKβinkingKSncRNssKandKZ’₂sKVirusKviseaseK
SymptomsZKPLoScNeglectedcTropicalcDiseasesWK2016WKcbWKebbbfjci 4.8 18

110 voesKtheKbrainKlistenKtoKtheKgutqZKELifeWK2016WKgWK 8.9 2

109 ResponsesKofKMicrobialKuommunitiesKtoKzydrocarbonKwxposuresZKOceanographyWK2016WKdkWKcehYcfk 2.3 47

108 vifferentialKxunctionalKuonstraintsKuauseKStrainYβevelKwndemismKinKPopulationsZKMSystemsWK2016WKcWK 7.6 11

107 MicrobiomeYwideKassociationKstudiesKlinkKdynamicKmicrobialKconsortiaKtoKdiseaseZKNatureWK2016WKgegWKkfYcbe50.4 443

106 ’ntroducingKtheKJMtwKThemedK’ssueKonKScientificKuitizenshipZKJournalcofcMicrobiologycandcBiologyc
EducationWK2016WKciWKcYd 1.3 1

105 NetworkYbasedKmetabolicKanalysisKandKmicrobialKcommunityKmodelingZKCurrentcOpinioncinc
MicrobiologyWK2016WKecWKcdfYcec 7.9 56

104 TenKquestionsKconcerningKtheKmicrobiomesKofKbuildingsZKBuildingcandcEnvironmentWK2016WKcbkWKddfYdef 6.5 104

103 ’nnateK’mmunityKandKssthmaKRiskKinKsmishKandKzutteriteKxarmKuhildrenZKNewcEnglandcJournalcofc
MedicineWK2016WKeigWKfccYfdc 59.2 537

102 TheKOralKandKSkinKMicrobiomesKofKuaptiveK₂omodoKvragonsKsreKSignificantlyKSharedKwithKTheirK
zabitatZKMSystemsWK2016WKcWK 7.6 41

101 viverseKprotistKgrazersKselectKforKvirulenceYrelatedKtraitsKinKβegionellaZKISMEcJournalWK2015WKkWKchbiYcj 11.9 36

(2015-2016)
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100 ₂eyKmetabolicKpathwaysKinvolvedKinKxenobioticKbiotransformationKandKstressKresponsesKrevealedKbyK
transcriptomicsKofKtheKmangroveKoysterKurassostreaKbrasilianaZKAquaticcToxicologyWK2015WKchhWKcbYdb 5.1 40

99 TheKoceanKsamplingKdayKconsortiumZKGigaScienceWK2015WKfWKdi 7.6 126

98 zospitalYassociatedKmicrobiotaKandKimplicationsKforKnosocomialKinfectionsZKTrendscincMolecularc
MedicineWK2015WKdcWKfdiYed 11.5 71

97 OurKinterfaceKwithKtheKbuiltKenvironmentlKimmunityKandKtheKindoorKmicrobiotaZKTrendscinc
ImmunologyWK2015WKehWKcdcYe 14.4 38

96 MethodsKtoKassessKhumanKoccupancyKandKoccupantKactivityKinKhospitalKpatientKroomsZKBuildingcandc
EnvironmentWK2015WKkbWKcehYcfg 6.5 42

95 wffectsKofKdiurnalKvariationKofKgutKmicrobesKandKhighYfatKfeedingKonKhostKcircadianKclockKfunctionK
andKmetabolismZKCellcHostcandcMicrobeWK2015WKciWKhjcYk 23.4 440

94 xorensicKanalysisKofKtheKmicrobiomeKofKphonesKandKshoesZKMicrobiomeWK2015WKeWKdc 16.6 108

93 uollagenKdegradationKandKMMPkKactivationKbyKwnterococcusKfaecalisKcontributeKtoKintestinalK
anastomoticKleakZKSciencecTranslationalcMedicineWK2015WKiWKdjhrahj 17.5 191

92 TheKsoilKmicrobiomeKinfluencesKgrapevineYassociatedKmicrobiotaZKMBioWK2015WKhWK 7.8 465

91 sthleticKequipmentKmicrobiotaKareKshapedKbyKinteractionsKwithKhumanKskinZKMicrobiomeWK2015WKeWKdg 16.6 31

90 sgriculturalKintensificationKandKtheKfunctionalKcapacityKofKsoilKmicrobesKonKsmallholderKsfricanK
farmsZKJournalcofcAppliedcEcologyWK2015WKgdWKiffYigd 5.8 31

89 PredictingKecosystemKemergentKpropertiesKatKmultipleKscalesZKEnvironmentalcMicrobiologycReportsWK
2015WKiWKdbYd 3.7 11

88
zouseflyKβarvaKVermicompostingKwfficientlyKsttenuatesKsntibioticKResistanceKyenesKinKSwineK
ManureWKwithKuoncomitantKtacterialKPopulationKuhangesZKAppliedcandcEnvironmentalcMicrobiologyWK
2015WKjcWKihhjYik

4.8 32

87 MicrobialKdiversityYYexplorationKofKnaturalKecosystemsKandKmicrobiomesZKCurrentcOpinioncincGeneticsc
andcDevelopmentWK2015WKegWKhhYid 4.9 68

86 TheKshortYchainKfattyKacidKreceptorWKxxsdWKcontributesKtoKgestationalKglucoseKhomeostasisZK
AmericancJournalcofcPhysiologycrcEndocrinologycandcMetabolismWK2015WKebkWKwjfbYgc 6 42

85 wcologicalKsuccessionKandKviabilityKofKhumanYassociatedKmicrobiotaKonKrestroomKsurfacesZKAppliedc
andcEnvironmentalcMicrobiologyWK2015WKjcWKihgYie 4.8 72

84 PotentialKcontributionKofKanammoxKtoKnitrogenKlossKfromKpaddyKsoilsKinKSouthernKuhinaZKAppliedcandc
EnvironmentalcMicrobiologyWK2015WKjcWKkejYfi 4.8 97

83 sKsimpleKnovelKdeviceKforKairKsamplingKbyKelectrokineticKcaptureZKMicrobiomeWK2015WKeWKik 16.6 13
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82 srsenicKrichKzimalayanKhotKspringKmetagenomicsKrevealKgeneticallyKnovelKpredatorYpreyKgenotypesZK
EnvironmentalcMicrobiologycReportsWK2015WKiWKjcdYde 3.7 36

81 TowardsKlargeYcohortKcomparativeKstudiesKtoKdefineKtheKfactorsKinfluencingKtheKgutKmicrobialK
communityKstructureKofKsSvKpatientsZKMicrobialcEcologycincHealthcandcDiseaseWK2015WKdhWKdhggg 13

80 SpatialKandKtemporalKvariationsKinKindoorKenvironmentalKconditionsWKhumanKoccupancyWKandK
operationalKcharacteristicsKinKaKnewKhospitalKbuildingZKPLoScONEWK2015WKcbWKebccjdbi 3.7 43

79 TheK’nfluenceKofKsgeKandKyenderKonKSkinYsssociatedKMicrobialKuommunitiesKinKUrbanKandKRuralK
zumanKPopulationsZKPLoScONEWK2015WKcbWKebcfcjfd 3.7 119

78 MetabolicKpotentialKofKfattyKacidKoxidationKandKanaerobicKrespirationKbyKabundantKmembersKofK
ThaumarchaeotaKandKThermoplasmataKinKdeepKanoxicKpeatZKISMEcJournalWK2015WKkWKdifbYf 11.9 46

77 TemporalKpatternsKofKrarityKprovideKaKmoreKcompleteKviewKofKmicrobialKdiversityZKTrendscinc
MicrobiologyWK2015WKdeWKeegYfb 12.4 78

76 TheKmicrobeYmediatedKmechanismsKaffectingKtopsoilKcarbonKstockKinKTibetanKgrasslandsZKISMEc
JournalWK2015WKkWKdbcdYdb 11.9 60

75 SatelliteKremoteKsensingKdataKcanKbeKusedKtoKmodelKmarineKmicrobialKmetaboliteKturnoverZKISMEc
JournalWK2015WKkWKchhYik 11.9 15

74
WholeYgrainKwheatKconsumptionKreducesKinflammationKinKaKrandomizedKcontrolledKtrialKonK
overweightKandKobeseKsubjectsKwithKunhealthyKdietaryKandKlifestyleKbehaviorslKroleKofKpolyphenolsK
boundKtoKcerealKdietaryKfiberZKAmericancJournalcofcClinicalcNutritionWK2015WKcbcWKdgcYhc

7 198

73 SocialKbehaviorKandKtheKmicrobiomeZKELifeWK2015WKfWK 8.9 12

72 TheKcompleteKgenomeKsequenceKforKputativeKzâ��YKandKSYoxidizerKuandidatusKSulfuricurvumKspZWK
assembledKdeKnovoKfromKanKaquiferYderivedKmetagenomeZKEnvironmentalcMicrobiologyWK2014WKchWKeffeYhd5.2 51

71 uharacterizingKchangesKinKsoilKbacterialKcommunityKstructureKinKresponseKtoKshortYtermKwarmingZK
FEMScMicrobiologycEcologyWK2014WKjkWKdjcYkd 4.3 75

70 vistinctKmicrobialKcommunitiesKassociatedKwithKburiedKsoilsKinKtheKSiberianKtundraZKISMEcJournalWK
2014WKjWKjfcYge 11.9 111

69 MicrobialKterroirKforKwineKgrapesZKProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaWK2014WKcccWKgYh 11.5 155

68 βongitudinalKanalysisKofKmicrobialKinteractionKbetweenKhumansKandKtheKindoorKenvironmentZK
ScienceWK2014WKefgWKcbfjYgd 33.3 543

67 MetagenomicsKrevealsKsedimentKmicrobialKcommunityKresponseKtoKveepwaterKzorizonKoilKspillZK
ISMEcJournalWK2014WKjWKcfhfYig 11.9 262

66 MolecularKmethodsKforKbiofilmsK2014WKjiYcei

65 TheKwarthKMicrobiomeKprojectlKsuccessesKandKaspirationsZKBMCcBiologyWK2014WKcdWKhk 7.3 501

(2014-2015)
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64 MeetingKreportlKOceanKRomicsKscienceWKtechnologyKandKcyberinfrastructurelKcurrentKchallengesKandK
futureKrequirementsKSsugustKdbYdeWKdbceTZKStandardscincGenomiccSciencesWK2014WKkWKcdgdYj 7

63 yenomicKstandardsKconsortiumKprojectsZKStandardscincGenomiccSciencesWK2014WKkWKgkkYhbc 21

62 SalivaKfromKobeseKindividualsKsuppressesKtheKreleaseKofKaromaKcompoundsKfromKwineZKPLoScONEWK
2014WKkWKejghcc 3.7 70

61 TheKgutKofKgeographicallyKdisparateKuionaKintestinalisKharborsKaKcoreKmicrobiotaZKPLoScONEWK2014WKkWKekeejh3.7 78

60 UnderstandingKcultivarYspecificityKandKsoilKdeterminantsKofKtheKcannabisKmicrobiomeZKPLoScONEWK
2014WKkWKekkhfc 3.7 45

59 TheKmicrobialKnitrogenKcyclingKpotentialKisKimpactedKbyKpolyaromaticKhydrocarbonKpollutionKofK
marineKsedimentsZKFrontierscincMicrobiologyWK2014WKgWKcbj 5.7 53

58 SubsampledKopenYreferenceKclusteringKcreatesKconsistentWKcomprehensiveKOTUKdefinitionsKandK
scalesKtoKbillionsKofKsequencesZKPeerJWK2014WKdWKegfg 3.1 395

57 MembershipKandKbehaviorKofKultraYlowYdiversityKpathogenKcommunitiesKpresentKinKtheKgutKofK
humansKduringKprolongedKcriticalKillnessZKMBioWK2014WKgWKebcehcYcf 7.8 203

56 ’nfluenceKofKacidicKpzKonKhydrogenKandKacetateKproductionKbyKanKelectrosyntheticKmicrobiomeZK
PLoScONEWK2014WKkWKecbkkeg 3.7 112

55 ScienceKisKinnateLZKGenomecBiologyWK2014WKcgWKfii 18.3

54 vevelopmentKofKtheKpretermKinfantKgutKmicrobiomelKaKresearchKpriorityZKMicrobiomeWK2014WKdWKej 16.6 153

53 ReconstructingKanKancestralKgenotypeKofKtwoKhexachlorocyclohexaneYdegradingKSphingobiumK
speciesKusingKmetagenomicKsequenceKdataZKISMEcJournalWK2014WKjWKekjYfbj 11.9 45

52 uommunitiesKofKmicrobialKeukaryotesKinKtheKmammalianKgutKwithinKtheKcontextKofKenvironmentalK
eukaryoticKdiversityZKFrontierscincMicrobiologyWK2014WKgWKdkj 5.7 98

51 yenomicKencyclopediaKofKbacteriaKandKarchaealKsequencingKaKmyriadKofKtypeKstrainsZKPLoScBiologyWK
2014WKcdWKecbbckdb 9.7 146

50 βifeKinKaKWorldKwithoutKMicrobesZKPLoScBiologyWK2014WKcdWKecbbdbdb 9.7 57

49 vNsKextractionKprotocolsKcauseKdifferencesKinKchSKrRNsKampliconKsequencingKefficiencyKbutKnotKinK
communityKprofileKcompositionKorKstructureZKMicrobiologyOpenWK2014WKeWKkcbYdc 3.4 64

48 ’ntestinalKanastomoticKinjuryKaltersKspatiallyKdefinedKmicrobiomeKcompositionKandKfunctionZK
MicrobiomeWK2014WKdWKeg 16.6 99

47 uonditionallyKrareKtaxaKdisproportionatelyKcontributeKtoKtemporalKchangesKinKmicrobialKdiversityZK
MBioWK2014WKgWKebceicYcf 7.8 359
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46 zumanKandKenvironmentalKimpactsKonKriverKsedimentKmicrobialKcommunitiesZKPLoScONEWK2014WKkWKekifeg3.7 83

45 TheKroleKofKmacrobiotaKinKstructuringKmicrobialKcommunitiesKalongKrockyKshoresZKPeerJWK2014WKdWKehec 3.1 15

44 teyondKtheKgenomelKcommunityYlevelKanalysisKofKtheKmicrobialKworldZKBiologycandcPhilosophyWK2013WK
djWKdhcYdjd 1.7 62

43 ReconstructingKtheKmicrobialKdiversityKandKfunctionKofKpreYagriculturalKtallgrassKprairieKsoilsKinKtheK
UnitedKStatesZKScienceWK2013WKefdWKhdcYf 33.3 324

42 TowardKeffectiveKprobioticsKforKautismKandKotherKneurodevelopmentalKdisordersZKCellWK2013WKcggWKcffhYj56.2 73

41 StudyingKtheKmicrobiologyKofKtheKindoorKenvironmentZKGenomecBiologyWK2013WKcfWKdbd 18.3 97

40 wvidenceKforKaKpersistentKmicrobialKseedKbankKthroughoutKtheKglobalKoceanZKProceedingscofcthec
NationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaWK2013WKccbWKfhgcYg 11.5 158

39 TheKzospitalKMicrobiomeKProjectlKMeetingKreportKforKtheKdndKzospitalKMicrobiomeKProjectWK
uhicagoWKUSsWKJanuaryKcgSthTWKdbceZKStandardscincGenomiccSciencesWK2013WKjWKgicYk 8

38 ’nvestigatingKtheKimpactKofKstorageKconditionsKonKmicrobialKcommunityKcompositionKinKsoilKsamplesZK
PLoScONEWK2013WKjWKeibfhb 3.7 86

37 xromKgenomicsKtoKmetagenomicsZKCurrentcOpinioncincBiotechnologyWK2012WKdeWKidYh 11.4 65

36 ’solationKandKinitialKcharacterizationKofKaKnovelKtypeKofKtaeyerYVilligerKmonooxygenaseKactivityKfromK
aKmarineKmicroorganismZKMicrobialcBiotechnologyWK2012WKgWKgfkYgk 6.3 9

35 ModelingKmicrobialKcommunityKstructureKandKfunctionalKdiversityKacrossKtimeKandKspaceZKFEMSc
MicrobiologycLettersWK2012WKeedWKkcYj 2.9 33

34 MetagenomicsKYKaKguideKfromKsamplingKtoKdataKanalysisZKMicrobialcInformaticscandcExperimentationWK
2012WKdWKe 507

33 urossYbiomeKmetagenomicKanalysesKofKsoilKmicrobialKcommunitiesKandKtheirKfunctionalKattributesZK
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaWK2012WKcbkWKdcekbYg 11.5 956

32 ModelingKmicrobialKcommunitieslKcurrentWKdevelopingWKandKfutureKtechnologiesKforKpredictingK
microbialKcommunityKinteractionZKJournalcofcBiotechnologyWK2012WKchbWKciYdf 3.7 40

31 TheKWesternKwnglishKuhannelKcontainsKaKpersistentKmicrobialKseedKbankZKISMEcJournalWK2012WKhWKcbjkYke 11.9 140

30 MeasuringKtheKmicrobiomelKperspectivesKonKadvancesKinKvNsYbasedKtechniquesKforKexploringK
microbialKlifeZKBriefingscincBioinformaticsWK2012WKceWKfdbYk 13.4 31

29 tioprospectingKmetagenomicsKforKnewKglycosideKhydrolasesZKMethodscincMolecularcBiologyWK2012WK
kbjWKcfcYgc 1.4 8

(2012-2014)
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28 sKcallKforKanKinternationalKnetworkKofKgenomicKobservatoriesKSyOsTZKGigaScienceWK2012WKcWKg 7.6 19

27 vefiningKseasonalKmarineKmicrobialKcommunityKdynamicsZKISMEcJournalWK2012WKhWKdkjYebj 11.9 656

26 UltraYhighYthroughputKmicrobialKcommunityKanalysisKonKtheK’lluminaKziSeqKandKMiSeqKplatformsZK
ISMEcJournalWK2012WKhWKchdcYf 11.9 5059

25 UnlockingKtheKpotentialKofKmetagenomicsKthroughKreplicatedKexperimentalKdesignZKNaturec
BiotechnologyWK2012WKebWKgceYdb 44.5 212

24 PredictingKbacterialKcommunityKassemblagesKusingKanKartificialKneuralKnetworkKapproachZKNaturec
MethodsWK2012WKkWKhdcYg 21.6 130

23 uonceptualizingKaKyenomicsKSoftwareK’nstituteKSyS’TZKStandardscincGenomiccSciencesWK2012WKhWKcehYff 1

22 TheKfutureKofKmicrobialKmetagenomicsKSorKisKignoranceKblissqTZKISMEcJournalWK2011WKgWKiiiYk 11.9 31

21 TheKgenomicKstandardsKconsortiumlKbringingKstandardsKtoKlifeKforKmicrobialKecologyZKISMEcJournalWK
2011WKgWKcghgYi 11.9 48

20 MicrobialKmetagenomicslKbeyondKtheKgenomeZKAnnualcReviewcofcMarinecScienceWK2011WKeWKefiYic 15.4 258

19 PredictedKRelativeKMetabolomicKTurnoverKSPRMTTlKdeterminingKmetabolicKturnoverKfromKaKcoastalK
marineKmetagenomicKdatasetZKMicrobialcInformaticscandcExperimentationWK2011WKcWKf 73

18 TheKimportanceKofKmetagenomicKsurveysKtoKmicrobialKecologylKorKwhyKvarwinKwouldKhaveKbeenKaK
metagenomicKscientistZKMicrobialcInformaticscandcExperimentationWK2011WKcWKg 19

17 uomparisonKofKmultipleKmetagenomesKusingKphylogeneticKnetworksKbasedKonKecologicalKindicesZK
ISMEcJournalWK2010WKfWKcdehYfd 11.9 39

16 vayYlengthKisKcentralKtoKmaintainingKconsistentKseasonalKdiversityKinKmarineKbacterioplanktonZK
NaturecPrecedingsWK2010WK 6

15 MeetingKreportlKtheKterabaseKmetagenomicsKworkshopKandKtheKvisionKofKanKwarthKmicrobiomeK
projectZKStandardscincGenomiccSciencesWK2010WKeWKdfeYj 187

14
TheKwarthKMicrobiomeKProjectlKMeetingKreportKofKtheKMcKwMPKmeetingKonKsampleKselectionKandK
acquisitionMKatKsrgonneKNationalKβaboratoryKOctoberKhKdbcbZKStandardscincGenomiccSciencesWK2010WK
eWKdfkYge

146

13 TheKtaxonomicKandKfunctionalKdiversityKofKmicrobesKatKaKtemperateKcoastalKsitelKaKRmultiYomicRKstudyK
ofKseasonalKandKdielKtemporalKvariationZKPLoScONEWK2010WKgWKecggfg 3.7 173

12 tiasKinKassessmentsKofKmarineKmicrobialKbiodiversityKinKfosmidKlibrariesKasKevaluatedKbyK
pyrosequencingZKISMEcJournalWK2009WKeWKikdYh 11.9 34

11 TheKseasonalKstructureKofKmicrobialKcommunitiesKinKtheKWesternKwnglishKuhannelZKEnvironmentalc
MicrobiologyWK2009WKccWKecedYk 5.2 291

JackuAuGilbert
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10 PotentialKforKphosphonoacetateKutilizationKbyKmarineKbacteriaKinKtemperateKcoastalKwatersZK
EnvironmentalcMicrobiologyWK2009WKccWKcccYdg 5.2 49

9 sKrareKSsRccKfosmidKcloneKconfirmingKgeneticKvariabilityKinKtheKRuandidatusKPelagibacterKubiqueRK
genomeZKISMEcJournalWK2008WKdWKikbYe 11.9 24

8 TheKminimumKinformationKaboutKaKgenomeKsequenceKSM’ySTKspecificationZKNaturecBiotechnologyWK
2008WKdhWKgfcYi 44.5 964

7 vetectionKofKlargeKnumbersKofKnovelKsequencesKinKtheKmetatranscriptomesKofKcomplexKmarineK
microbialKcommunitiesZKPLoScONEWK2008WKeWKeebfd 3.7 289

6 zandlebarlKaKflexibleWKwebYbasedKinventoryKmanagerKforKhandlingKbarcodedKsamplesZKBioTechniquesWK
2007WKfdWKebbWKebd 2.5 8

5 tacterialKcommunityKcompositionKandKdynamicsKspanningKfiveKyearsKinKfreshwaterKbogKlakes 1

4 smericanKyutlKanKOpenKPlatformKforKuitizenYScienceKMicrobiomeKResearch 11

3 OyUsKenableKeffectiveWKphylogenyYawareKanalysisKofKevenKshallowKmetagenomeKcommunityKstructures 7

2 MultiYomicsKprofilingKofKwarthâ��sKbiomesKrevealsKthatKmicrobialKandKmetaboliteKcompositionKareK
shapedKbyKtheKenvironment 3

1 TriclosanYcontainingKsutureslKsafetyKandKresistanceKissuesKneedKtoKbeKaddressedKpriorKtoK
generalizedKuseZKAppliedcNanosciencecmSwitzerlandnWc 3.3 0
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