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62 PANOPLYvRaRcloudhbasedRplatformRforRautomatedRandRreproducibleRproteogenomicRdataRanalysisiR
NaturesMethodsgR2021gRmtgRqtlhqtn 21.6 3

61 ARproteogenomicRportraitRofRlungRsquamousRcellRcarcinomaiRCellgR2021gRmtpgRpopthposmiepl 56.2 15

60 ProteogenomicRCharacterizationRRevealsRTherapeuticRVulnerabilitiesRinRLungRAdenocarcinomaiRCellgR
2020gRmtngRnllhnnqieoq 56.2 139

59 ProteogenomicRCharacterizationRofREndometrialRCarcinomaiRCellgR2020gRmtlgRsnuhsptienr 56.2 122

58 ProteogenomicRLandscapeRofRBreastRCancerRTumorigenesisRandRTargetedRTherapyiRCellgR2020gRmtogRmporhmpqrieom56.2 71

57 BeforeRandRAftervRComparisonRofRLegacyRandRHarmonizedRTCGARGenomicRDataRCommonsbRDataiRCells
SystemsgR2019gRugRnphopieml 10.6 64

56 ARcomprehensiveRgenomicRhistoryRofRextinctRandRlivingRelephantsiRProceedingssofsthesNationals
AcademysofsSciencessofsthesUnitedsStatessofsAmericagR2018gRmmqgREnqrrhEnqsp 11.5 86

55 AnRIntegratedRTCGARPanhCancerRClinicalRDataRResourceRtoRDriveRHighhQualityRSurvivalROutcomeR
AnalyticsiRCellgR2018gRmsogRpllhpmriemm 56.2 1072

54 ComprehensiveRCharacterizationRofRCancerRDriverRGenesRandRMutationsiRCellgR2018gRmsogRosmhotqiemt 56.2 854

53 CellhofhOriginRPatternsRDominateRtheRMolecularRClassificationRofRmlglllRTumorsRfromRooRTypesRofR
CanceriRCellgR2018gRmsogRnumholpier 56.2 888

52 ARPanhCancerRAnalysisRofREnhancerRExpressionRinRNearlyRulllRPatientRSamplesiRCellgR2018gRmsogRotrhouuiemn56.2 133

51 PerspectiveRonROncogenicRProcessesRatRtheREndRofRtheRBeginningRofRCancerRGenomicsiRCellgR2018gR
msogRolqhonlieml 56.2 166

50 MachineRLearningRIdentifiesRStemnessRFeaturesRAssociatedRwithROncogenicRDedifferentiationiRCellgR
2018gRmsogRoothoqpiemq 56.2 560

49 OncogenicRSignalingRPathwaysRinRTheRCancerRGenomeRAtlasiRCellgR2018gRmsogRonmhoosieml 56.2 1124

48 PathogenicRGermlineRVariantsRinRmlgotuRAdultRCancersiRCellgR2018gRmsogRoqqhosliemp 56.2 342

47 SomaticRMutationalRLandscapeRofRSplicingRFactorRGenesRandRTheirRFunctionalRConsequencesRacrossR
ooRCancerRTypesiRCellsReportsgR2018gRnogRntnhnuriep 10.6 188

46 DriverRFusionsRandRTheirRImplicationsRinRtheRDevelopmentRandRTreatmentRofRHumanRCancersiRCells
ReportsgR2018gRnogRnnshnotieo 10.6 235
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45 GenomicgRPathwayRNetworkgRandRImmunologicRFeaturesRDistinguishingRSquamousRCarcinomasiRCells
ReportsgR2018gRnogRmuphnmnier 10.6 146

44 PanhCancerRAnalysisRofRlncRNARRegulationRSupportsRTheirRTargetingRofRCancerRGenesRinREachRTumorR
ContextiRCellsReportsgR2018gRnogRnushomniemn 10.6 147

43 TheRCancerRGenomeRAtlasRComprehensiveRMolecularRCharacterizationRofRRenalRCellRCarcinomaiRCells
ReportsgR2018gRnogRomohonrieq 10.6 295

42 SpatialROrganizationRandRMolecularRCorrelationRofRTumorhInfiltratingRLymphocytesRUsingRDeepR
LearningRonRPathologyRImagesiRCellsReportsgR2018gRnogRmtmhmuoies 10.6 366

41 TheRImmuneRLandscapeRofRCanceriRImmunitygR2018gRptgRtmnhtoliemp 32.3 1754

40 MachineRLearningRDetectsRPanhcancerRRasRPathwayRActivationRinRTheRCancerRGenomeRAtlasiRCells
ReportsgR2018gRnogRmsnhmtlieo 10.6 66

39 IntegratedRGenomicRAnalysisRofRtheRUbiquitinRPathwayRacrossRCancerRTypesiRCellsReportsgR2018gRnogRnmohnnrieo10.6 56

38 GenomicRandRMolecularRLandscapeRofRDNARDamageRRepairRDeficiencyRacrossRTheRCancerRGenomeR
AtlasiRCellsReportsgR2018gRnogRnouhnqpier 10.6 405

37 MolecularRCharacterizationRandRClinicalRRelevanceRofRMetabolicRExpressionRSubtypesRinRHumanR
CancersiRCellsReportsgR2018gRnogRnqqhnruiep 10.6 112

36 SystematicRAnalysisRofRSplicehSitehCreatingRMutationsRinRCanceriRCellsReportsgR2018gRnogRnslhntmieo 10.6 121

35 TheRIntegratedRGenomicRLandscapeRofRThymicREpithelialRTumorsiRCancersCellgR2018gRoogRnpphnqtieml 24.3 150

34 ScalableROpenRScienceRApproachRforRMutationRCallingRofRTumorRExomesRUsingRMultipleRGenomicR
PipelinesiRCellsSystemsgR2018gRrgRnsmhntmies 10.6 320

33 PanhcancerRAlterationsRofRtheRMYCROncogeneRandRItsRProximalRNetworkRacrossRtheRCancerRGenomeR
AtlasiRCellsSystemsgR2018gRrgRntnhollien 10.6 159

32 lncRNAREpigeneticRLandscapeRAnalysisRIdentifiesREPICmRasRanROncogenicRlncRNARthatRInteractsRwithR
MYCRandRPromotesRCellhCycleRProgressionRinRCanceriRCancersCellgR2018gRoogRslrhsnlieu 24.3 275

31 GenomicRandRFunctionalRApproachesRtoRUnderstandingRCancerRAneuploidyiRCancersCellgR2018gRoogRrsrhrtuieo24.3 377

30 ComparativeRMolecularRAnalysisRofRGastrointestinalRAdenocarcinomasiRCancersCellgR2018gRoogRsnmhsoqiet 24.3 228

29 ARComprehensiveRPanhCancerRMolecularRStudyRofRGynecologicRandRBreastRCancersiRCancersCellgR2018
gRoogRrulhslqieu 24.3 277

28 ComprehensiveRAnalysisRofRAlternativeRSplicingRAcrossRTumorsRfromRtgslqRPatientsiRCancersCellgR
2018gRopgRnmmhnnpier 24.3 327
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27 IntegratedRMolecularRCharacterizationRofRTesticularRGermRCellRTumorsiRCellsReportsgR2018gRnogRoounhoplr10.6 200

26 ARPanhCancerRAnalysisRRevealsRHighhFrequencyRGeneticRAlterationsRinRMediatorsRofRSignalingRbyRtheR
TGFh˛†RSuperfamilyiRCellsSystemsgR2018gRsgRpnnhposies 10.6 85

25 IntegrativeRMolecularRCharacterizationRofRMalignantRPleuralRMesotheliomaiRCancersDiscoverygR2018gR
tgRmqpthmqrq 24.4 258

24 ComprehensiveRMolecularRCharacterizationRofRtheRHippoRSignalingRPathwayRinRCanceriRCellsReportsgR
2018gRnqgRmolphmomsieq 10.6 152

23 ComprehensiveRMolecularRCharacterizationRofRPheochromocytomaRandRParagangliomaiRCancersCellgR
2017gRomgRmtmhmuo 24.3 350

22 ComprehensiveRandRIntegrativeRGenomicRCharacterizationRofRHepatocellularRCarcinomaiRCellgR2017gR
mrugRmonshmopmieno 56.2 1125

21 IntegratedRMolecularRCharacterizationRofRUterineRCarcinosarcomaiRCancersCellgR2017gRomgRpmmhpno 24.3 210

20 IntegrativeRGenomicRAnalysisRofRCholangiocarcinomaRIdentifiesRDistinctRIDHhMutantRMolecularR
ProfilesiRCellsReportsgR2017gRmtgRnstlhnsup 10.6 247

19 IntegrativeRAnalysisRIdentifiesRFourRMolecularRandRClinicalRSubsetsRinRUvealRMelanomaiRCancersCellgR
2017gRongRnlphnnliemq 24.3 391

18 IntegratedRGenomicRCharacterizationRofRPancreaticRDuctalRAdenocarcinomaiRCancersCellgR2017gRongRmtqhnloiemo24.3 896

17 ComprehensiveRandRIntegratedRGenomicRCharacterizationRofRAdultRSoftRTissueRSarcomasiRCellgR2017gR
msmgRuqlhurqient 56.2 451

16 ComprehensiveRPanhGenomicRCharacterizationRofRAdrenocorticalRCarcinomaiRCancersCellgR2016gRnugRsnohsor24.3 324

15 ComprehensivegRIntegrativeRGenomicRAnalysisRofRDiffuseRLowerhGradeRGliomasiRNewsEnglands
JournalsofsMedicinegR2015gRosngRnptmhut 59.2 1828

14 ContrastingRhosthpathogenRinteractionsRandRgenomeRevolutionRinRtwoRgeneralistRandRspecialistR
microsporidianRpathogensRofRmosquitoesiRNaturesCommunicationsgR2015gRrgRsmnm 17.4 56

13 RabbitRgenomeRanalysisRrevealsRaRpolygenicRbasisRforRphenotypicRchangeRduringRdomesticationiR
SciencegR2014gRopqgRmlsphmlsu 33.3 246

12 TheRsomaticRgenomicRlandscapeRofRglioblastomaiRCellgR2013gRmqqgRprnhss 56.2 2900

11 MutationalRheterogeneityRinRcancerRandRtheRsearchRforRnewRcancerhassociatedRgenesiRNaturegR2013gR
puugRnmphnmt 50.4 3616

10 CompleteRgenomeRsequencesRfromRthreeRgeneticallyRdistinctRstrainsRrevealRhighRintraspeciesR
geneticRdiversityRinRtheRmicrosporidianREncephalitozoonRcuniculiiREukaryoticsCellgR2013gRmngRqlohmm 43
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9 LifestyleRtransitionsRinRplantRpathogenicRColletotrichumRfungiRdecipheredRbyRgenomeRandR
transcriptomeRanalysesiRNaturesGeneticsgR2012gRppgRmlrlhq 36.3 564

8 MicrosporidianRgenomeRanalysisRrevealsRevolutionaryRstrategiesRforRobligateRintracellularRgrowthiR
GenomesResearchgR2012gRnngRnpsthtt 9.7 191

7 ComparativeRgenomeRanalysisRofRTrichophytonRrubrumRandRrelatedRdermatophytesRrevealsR
candidateRgenesRinvolvedRinRinfectioniRMBiogR2012gRogRellnquhmn 7.8 162

6 ComparativeRfunctionalRgenomicsRofRtheRfissionRyeastsiRSciencegR2011gRoongRuolhr 33.3 364

5 TheRgenomeRofRtheRgreenRanoleRlizardRandRaRcomparativeRanalysisRwithRbirdsRandRmammalsiRNaturegR
2011gRpssgRqtshum 50.4 478

4 ComparativeRgenomicRanalysisRofRhumanRfungalRpathogensRcausingRparacoccidioidomycosisiRPLoSs
GeneticsgR2011gRsgRemllnopq 6 132

3 ComparativeRgenomicsRyieldsRinsightsRintoRnicheRadaptationRofRplantRvascularRwiltRpathogensiRPLoSs
PathogensgR2011gRsgRemllnmos 7.6 335

2 HighhqualityRdraftRgenomeRsequencesRofRntREnterococcusRspiRisolatesiRJournalsofsBacteriologygR2010gR
mungRnpruhsl 3.5 65

1 PopulationRgenomicRsequencingRofRCoccidioidesRfungiRrevealsRrecentRhybridizationRandRtransposonR
controliRGenomesResearchgR2010gRnlgRuothpr 9.7 140
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