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PD-L1 Testing in Cytological Non-Small Cell Lung Cancer Specimens: A Comparison with Biopsies and
Review of the Literature. Acta Cytologica, 2021, 65, 501-5009.

Proteogenomics of non-small cell lung cancer reveals molecular subtypes associated with specific
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Performance of gene expressiona€“based single sample predictors for assessment of
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A combined gene expression tool for parallel histological prediction and gene fusion detection in

non-small cell lung cancer. Scientific Reports, 2019, 9, 5207.

<i>SIPA1L3<[i> methylation modifies the benefit of smoking cessation on lung adenocarcinoma
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Immunohistochemical profiles in primary lung cancers and epithelial pulmonary metastases. Human 11 39
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DNA Methylation of <i>LRRC3B«/i>: A BiomarRer for Survival of Early-Stage Non&€“Small Cell Lung
Cancer Patients. Cancer Epidemiology Biomarkers and Prevention, 2018, 27, 1527-1535.
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