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CRISPR-Cas9 Dual-gRNA Attack Causes Mutation, Excision and Inversion of the HIV-1 Proviral DNA.
Viruses, 2020, 12, 330.
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IFI16 Targets the Transcription Factor Sp1 to Suppress HIV-1 Transcription and Latency Reactivation.
Cell Host and Microbe, 2019, 25, 858-872.e13.

The Impact of HIV-1 Genetic Diversity on CRISPR-Cas9 Antiviral Activity and Viral Escape. Viruses, 2019, 11, 2.3 a1
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How Polypurine Tract Changes in the HIV-1 RNA Genome Can Cause Resistance against the Integrase
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CRISPR-Cas based antiviral strategies against HIV-1. Virus Research, 2018, 244, 321-332. 2.2 69

Tackling HIV Persistence: Pharmacological versus CRISPR-Based Shock Strategies. Viruses, 2018, 10, 157.
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Combinatorial CRISPR-Cas9 and RNA Interference Attack on HIV-1 DNA and RNA Can Lead to
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Signal. Viruses, 2016, 8, 200.
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A regulatable AAV vector mediating GDNF biological effects at clinically-approved sub-antimicrobial
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A Combinatorial CRISPR-Cas9 Attack on HIV-1 DNA Extinguishes All Infectious Provirus in Infected T
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Construction of Nef-positive doxycycline-dependent HIV-1 variants using bicistronic expression
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transfected and stably transduced mammalian cells. Biotechnology Journal, 2016, 11, 71-79. :

CRISPR/Cas9: a double-edged sword when used to combat HIV infection. Retrovirology, 2016, 13, 37.
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Conditionally replicating HIV and SIV variants. Virus Research, 2016, 216, 66-75. 2.2 5
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HIV-1 transcriptional silencing caused by TRIM22 inhibition of Sp1 binding to the viral promoter.
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Human immunodeficiency virus type 1 splicing at the major splice donor site is controlled by highly
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Partial Protection by Vaccination Does Not Prevent Chronic Neuro-inflammation in an SIV Model. AIDS
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Retroviral microRNAs. Current Opinion in Virology, 2014, 7, 47-54.
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Construction of a Doxycycline-Dependent Simian Immunodeficiency Virus Reveals a
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