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Overexpression of an ethylene-forming ACC oxidase (ACO) gene precedes the Minute Hilum seed coat
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An embryo lethal transgenic line manifests global expression changes and elevated protein/oil ratios 11 5
in heterozygous soybean plants. PLoS ONE, 2020, 15, e0233721. :
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Ribosome profiling reveals changes in translational status of soybean transcripts during immature 11 20
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Direct Detection of Transcription Factors in Cotyledons during Seedling Development Using Sensitive
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RNA-Seq Profiling of a Defective Seed Coat Mutation in Glycine max Reveals Differential Expression of
Proline-Rich and Other Cell Wall Protein Transcripts. PLoS ONE, 2014, 9, e96342.

Methylation Affects TransFosition and Splicing of a Large CACTA Transposon from a MYB
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Transcription factors and glyoxylate cycle genes prominent in the transition of soybean cotyledons
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Genome-wide identification of binding sites for NAC and YABBY transcription factors and
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Using RNA-Seq to Profile Soybean Seed Development from Fertilization to Maturity. PLoS ONE, 2013, 8,
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The Transition from Primary siRNAs to Amplified Secondary siRNAs That Regulate Chalcone Synthase
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Identification of soybean seed developmental stage-specific and tissue-specific miRNA targets by
degradome sequencing. BMC Genomics, 2012, 13, 310.

Tissue-Specific Regulation of Gene Expression by siRNAs in Soybean. , 2012, , 111-127. 0

Transcript profiling reveals expression differences in wild-type and glabrous soybean lines. BMC Plant
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Improved Sensitivity of DNA Microarrays Using Photonic Crystal Enhanced Fluorescence. Analytical 3.9 49
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Structural Features of the Endogenous <i>CHS<[i> Silencing and Target Loci in the Soybean Genome.
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Specific elements of the glyoxylate pathway play a significant role in the functional transition of the
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Transcriptome changes in the phenylpropanoid pathway of Glycine max in response to Pseudomonas
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A compilation of soybean ESTs: generation and analysis. Genome, 2002, 45, 329-338.
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A defective seed coat pattern (Net) is correlated with the post-transcriptional abundance of soluble
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Fluorescentin situ hybridization to soybean metaphase chromosomes. Plant Molecular Biology, 1991,
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