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21,1972-1983.
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Solid-Form Transition Temperature Prediction from a Virtual Polymorph Screening: A Reality Check.
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An experimental and numerical modeling study of tribocharging in pharmaceutical granular mixtures.
Powder Technology, 2016, 297, 211-219.

Virtual hydrate screening and coformer selection for improved relative humidity stability. 06 97
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Low solubility in drug development: de-convoluting the relative importance of solvation and crystal
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Major Source of Error in QSPR Prediction of Intrinsic Thermodynamic Solubility of Drugs: Solid vs 46 33
Nonsolid State Contributions?. Molecular Pharmaceutics, 2015, 12, 2126-2141. ’

A Computational Approach to Enzyme Design: Predicting [%o-Aminotransferase Catalytic Activity Using
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Integrating Intramolecular Hydrogen Bonding (IMHB) Considerations in Drug Discovery Using 1”logP As
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Experimental Crystal Structures. Journal of Physical Chemistry A, 2011, 115, 12809-12817. 2.5 27
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