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ARTICLE IF CITATIONS
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Molecular epidemiology, antimicrobial activity, and virulence gene clustering of Streptococcus
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CrfP, a fratricide protein, contributes to natural transformation in Streptococcus suis. Veterinary
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Streptococcus suis Uptakes Carbohydrate Source from Host Glycoproteins by N-glycans Degradation
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Identification of a novel broad-spectrum endolysin, Ply0643, with high antibacterial activity in mouse
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