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l Paper IF Citations

443 zolecularGphylogeneticsGandGtheGoriginsGofGplacentalGmammalsUGNatureSG2001SGaWfSGcXaTe 50.4 1178

442 ResolutionGofGtheGearlyGplacentalGmammalGradiationGusingGoayesianGphylogeneticsUGScienceSG2001SG
YfaSGYZaeTbX 33.3 1077

441 uynGandGuvVTXgGheterozygoteGadvantageGandGoQZbTpwQWaGdisadvantageUGScienceSG1999SGYeZSGXdaeTbY 33.3 1039

440 rpistaticGinteractionGbetweenGxvRZqSXGandGuynToGdelaysGtheGprogressionGtoGnvqSUGNatureVGeneticsSG
2002SGZXSGaYfTZa 36.3 949

439 uynGandG–xGcellGinhibitoryGreceptorGgenesGinGresolvingGhepatitisGpGvirusGinfectionUGScienceSG2004SG
ZWbSGedYTa 33.3 936

438 nGmolecularGphylogenyGofGlivingGprimatesUGPLoSVGeneticsSG2011SGdSGeXWWXZaY 6 916

437 nGmolecularGphylogenyGforGbatsGilluminatesGbiogeographyGandGtheGfossilGrecordUGScienceSG2005SGZWdSGbeWTa33.3 834

436
pontrastingGgeneticGinfluenceGofGppRYGandGppRbGvariantsGonGuvVTXGinfectionGandGdiseaseG
progressionUGuemophiliaGtrowthGandGqevelopmentGStudyGOutqSPSGzulticenterGnvqSGpohortGStudyG
OznpSPSGzulticenterGuemophiliaGpohortGStudyGOzupSPSGSanGsranciscoGpityGpohortGOSsppPSGnyvVrG
StudyUGScienceSG1997SGYddSGfbfTcb

33.3 756

435 ñlacentalGmammalGdiversificationGandGtheGpretaceousTTertiaryGboundaryUGProceedingsVofVtheV
NationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2003SGXWWSGXWbcTcX 11.5 666

434 TheGinfluenceGofGuynGgenotypeGonGnvqSUGAnnualVReviewVofVMedicineSG2003SGbaSGbZbTbX 17.4 635

433 pomparativeGgenomicsGrevealsGinsightsGintoGavianGgenomeGevolutionGandGadaptationUGScienceSG2014SG
ZacSGXZXXTYW 33.3 628

432
teneticGrestrictionGofGnvqSGpathogenesisGbyGanGSqsTXGchemokineGgeneGvariantUGnyvVrGStudySG
uemophiliaGtrowthGandGqevelopmentGStudyGOutqSPSGzulticenterGnvqSGpohortGStudyGOznpSPSG
zulticenterGuemophiliaGpohortGStudyGOzupSPSGSanGsranciscoGpityGpohortGOSsppPUGScienceSG1998SGYdfSGZefTfZ

33.3 583

431 vnnateGpartnershipGofGuynToGandGxvRZqyXGsubtypesGagainstGuvVTXUGNatureVGeneticsSG2007SGZfSGdZZTaW 36.3 579

430 nGcanineGdistemperGvirusGepidemicGinGSerengetiGlionsGOñantheraGleoPUGNatureSG1996SGZdfSGaaXTb 50.4 543

429 TheGlateGzioceneGradiationGofGmodernGselidaegGaGgeneticGassessmentUGScienceSG2006SGZXXSGdZTd 33.3 505

428 zechanismGofGmetGoncogeneGactivationUGCellSG1986SGabSGefbTfWa 56.2 477

427 nnchoredGreferenceGlociGforGcomparativeGgenomeGmappingGinGmammalsUGNatureVGeneticsSG1993SGZSGXWZTXY36.3 457
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426 qynamicsGofGmammalianGchromosomeGevolutionGinferredGfromGmultispeciesGcomparativeGmapsUG
ScienceSG2005SGZWfSGcXZTd 33.3 447

425 qatingGtheGoriginGofGtheGppRbTqeltaZYGnvqSTresistanceGalleleGbyGtheGcoalescenceGofGhaplotypesUG
AmericanVJournalVofVHumanVGeneticsSG1998SGcYSGXbWdTXb 11 428

424 rffectGofGaGsingleGaminoGacidGchangeGinGzupGclassGvGmoleculesGonGtheGrateGofGprogressionGtoGnvqSUG
NewVEnglandVJournalVofVMedicineSG2001SGZaaSGXcceTdb 59.2 417

423 vnteractiveGinfluenceGofGinfectiousGdiseaseGandGgeneticGdiversityGinGnaturalGpopulationsUGTrendsVinV
EcologyVandVEvolutionSG1988SGZSGYbaTf 10.9 390

422 –umtSGaGrecentGtransferGandGtandemGamplificationGofGmitochondrialGq–nGtoGtheGnuclearGgenomeGofG
theGdomesticGcatUGJournalVofVMolecularVEvolutionSG1994SGZfSGXdaTfW 3.1 387

421 zethodsGforGhighTdensityGadmixtureGmappingGofGdiseaseGgenesUGAmericanVJournalVofVHumanVGenetics
SG2004SGdaSGfdfTXWWW 11 386

420 nGhighTdensityGadmixtureGmapGforGdiseaseGgeneGdiscoveryGinGafricanGamericansUGAmericanVJournalVofV
HumanVGeneticsSG2004SGdaSGXWWXTXZ 11 379

419 TheGpromiseGofGcomparativeGgenomicsGinGmammalsUGScienceSG1999SGYecSGabeTcYSGadfTeX 33.3 372

418 teneticGrestorationGofGtheGsloridaGpantherUGScienceSG2010SGZYfSGXcaXTb 33.3 349

417 TheG–earGrasternGoriginGofGcatGdomesticationUGScienceSG2007SGZXdSGbXfTYZ 33.3 337

416 qetectingGsingleGbaseGsubstitutionsGasGheteroduplexGpolymorphismsUGGenomicsSG1992SGXYSGZWXTc 4.3 332

415 nGgeneticGlinkageGmapGofGmicrosatellitesGinGtheGdomesticGcatGOselisGcatusPUGGenomicsSG1999SGbdSGfTYZ 4.3 329

414 oureaucraticGmischiefgGrecognizingGendangeredGspeciesGandGsubspeciesUGScienceSG1991SGYbXSGXXedTe 33.3 326

413 pommonGgeneticGvariationGandGtheGcontrolGofGuvVTXGinGhumansUGPLoSVGeneticsSG2009SGbSGeXWWWdfX 6 310

412 pomparativeGanchorGtaggedGsequencesGOpnTSPGforGintegrativeGmappingGofGmammalianGgenomesUG
NatureVGeneticsSG1997SGXbSGadTbc 36.3 306

411 nGvariantGofGtheGgeneGencodingGleukotrieneGnaGhydrolaseGconfersGethnicityTspecificGriskGofG
myocardialGinfarctionUGNatureVGeneticsSG2006SGZeSGceTda 36.3 304

410 teneticGfingerprintingGreflectsGpopulationGdifferentiationGinGtheGpaliforniaGphannelGvslandGfoxUG
NatureSG1990SGZaaSGdcaTd 50.4 299

409 sromGwildGanimalsGtoGdomesticGpetsSGanGevolutionaryGviewGofGdomesticationUGProceedingsVofVtheV
NationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2009SGXWcGSupplGXSGffdXTe 11.5 295

(2009-2005)
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408 zammalianGphylogenomicsGcomesGofGageUGTrendsVinVGeneticsSG2004SGYWSGcZXTf 8.5 288

407 TheGconsequencesGofGdemographicGreductionGandGgeneticGdepletionGinGtheGendangeredGsloridaG
pantherUGCurrentVBiologySG1993SGZSGZaWTbW 6.3 276

406 uumanGgenesGthatGlimitGnvqSUGNatureVGeneticsSG2004SGZcSGbcbTda 36.3 252

405 vnitialGsequenceGandGcomparativeGanalysisGofGtheGcatGgenomeUGGenomeVResearchSG2007SGXdSGXcdbTef 9.7 248

404 TheGadaptiveGevolutionGofGtheGmammalianGmitochondrialGgenomeUGBMCVGenomicsSG2008SGfSGXXf 4.5 234

403 zolecularGgeneticsGandGevolutionGofGmelanismGinGtheGcatGfamilyUGCurrentVBiologySG2003SGXZSGaaeTbZ 6.3 229

402 teneticGevidenceGforGtwoGspeciesGofGelephantGinGnfricaUGScienceSG2001SGYfZSGXadZTd 33.3 227

401 tenomeTwideGscansGforGfootprintsGofGnaturalGselectionUGPhilosophicalVTransactionsVofVtheVRoyalV
SocietyVBxVBiologicalVSciencesSG2010SGZcbSGXebTYWb 5.8 225

400 TheGtenomeGXWxGñrojectgGaGwayGforwardUGAnnualVReviewVofVAnimalVBiosciencesSG2015SGZSGbdTXXX 13.7 223

399 TheGeffectGofGgeneticGvariationGinGchemokinesGandGtheirGreceptorsGonGuvVGtransmissionGandG
progressionGtoGnvqSUGImmunologicalVReviewsSG2000SGXddSGffTXXX 11.3 221

398 zitochondrialGgenomesGrevealGanGexplosiveGradiationGofGextinctGandGextantGbearsGnearGtheG
zioceneTñlioceneGboundaryUGBMCVEvolutionaryVBiologySG2008SGeSGYYW 3 207

397 pompleteGnucleotideGsequencesGofGtheGdomesticGcatGOselisGcatusPGmitochondrialGgenomeGandGaG
transposedGmtq–nGtandemGrepeatGO–umtPGinGtheGnuclearGgenomeUGGenomicsSG1996SGZZSGYYfTac 4.3 207

396 nccountingGforGmultipleGcomparisonsGinGaGgenomeTwideGassociationGstudyGOtWnSPUGBMCVGenomicsSG
2010SGXXSGdYa 4.5 191

395 zinkeGwhaleGgenomeGandGaquaticGadaptationGinGcetaceansUGNatureVGeneticsSG2014SGacSGeeTfY 36.3 186

394
pomparativeGanalysisGofGtheGdomesticGcatGgenomeGrevealsGgeneticGsignaturesGunderlyingGfelineG
biologyGandGdomesticationUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofV
AmericaSG2014SGXXXSGXdYZWTb

11.5 184

393 nGmolecularGsolutionGtoGtheGriddleGofGtheGgiantGpandaNsGphylogenyUGNatureSG1985SGZXdSGXaWTa 50.4 184

392 tuidelinesGforGnamingGnonprimateGnñOorpZGgenesGandGproteinsUGJournalVofVVirologySG2009SGeZSGafaTd 6.6 182

391 panineGandGfelineGparvovirusesGcanGuseGhumanGorGfelineGtransferrinGreceptorsGtoGbindSGenterSGandG
infectGcellsUGJournalVofVVirologySG2001SGdbSGZefcTfWY 6.6 178
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390 ñatternGandGtimingGofGdiversificationGofGtheGmammalianGorderGparnivoraGinferredGfromGmultipleG
nuclearGgeneGsequencesUGMolecularVPhylogeneticsVandVEvolutionSG2010SGbcSGafTcZ 4.1 173

389 zappingGbyGadmixtureGlinkageGdisequilibriumgGadvancesSGlimitationsGandGguidelinesUGNatureVReviewsV
GeneticsSG2005SGcSGcYZTZY 30.1 172

388 nvqSGrestrictionGuynGallotypesGtargetGdistinctGintervalsGofGuvVTXGpathogenesisUGNatureVMedicineSG
2005SGXXSGXYfWTY 50.5 171

387 pytonuclearGgenomicGdissociationGinGnfricanGelephantGspeciesUGNatureVGeneticsSG2005SGZdSGfcTXWW 36.3 166

386 zodulatingGinfluenceGonGuvVVnvqSGbyGinteractingGRn–TrSGgeneGvariantsUGProceedingsVofVtheVNationalV
AcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2002SGffSGXWWWYTd 11.5 166

385 nñOorpZtGgeneticGvariantsGandGtheirGinfluenceGonGtheGprogressionGtoGnvqSUGJournalVofVVirologySG
2004SGdeSGXXWdWTc 6.6 164

384 rxpressionGofGtheGhumanGcTfmsGprotoToncogeneGinGhematopoieticGcellsGandGitsGdeletionGinGtheGbqTG
syndromeUGCellSG1985SGaYSGaYXTe 56.2 164

383 uynTpwQWaGandGhepatitisGpGvirusGpersistenceUGJournalVofVVirologySG2002SGdcSGadfYTd 6.6 160

382 ñhylogeographySGpopulationGhistoryGandGconservationGgeneticsGofGjaguarsGOñantheraGoncaSG
zammaliaSGselidaePUGMolecularVEcologySG2001SGXWSGcbTdf 5.7 156

381 ñhylogeographyGandGgeneticGancestryGofGtigersGOñantheraGtigrisPUGPLoSVBiologySG2004SGYSGeaaY 9.7 153

380 qispersionGofGtheGrasGfamilyGofGtransformingGgenesGtoGfourGdifferentGchromosomesGinGmanUGNatureSG
1983SGZWYSGeZfTaY 50.4 150

379 TheGtigerGgenomeGandGcomparativeGanalysisGwithGlionGandGsnowGleopardGgenomesUGNatureV
CommunicationsSG2013SGaSGYaZZ 17.4 147

378 nGfamilyGmattergGconclusiveGresolutionGofGtheGtaxonomicGpositionGofGtheGlongTfingeredGbatsSG
miniopterusUGMolecularVBiologyVandVEvolutionSG2007SGYaSGXbbZTcX 8.3 144

377 ñhylogeneticGreconstructionGofGtheGselidaeGusingGXcSGrR–nGandG–nquTbGmitochondrialGgenesUG
JournalVofVMolecularVEvolutionSG1997SGaaGSupplGXSGSfeTXXc 3.1 143

376 UnusualGpolymorphismsGinGhumanGimmunodeficiencyGvirusGtypeGXGassociatedGwithGnonprogressiveG
infectionUGJournalVofVVirologySG2000SGdaSGaZcXTdc 6.6 143

375 –ovelGallelesGofGtheGchemokineTreceptorGgeneGppRbUGAmericanVJournalVofVHumanVGeneticsSG1997SGcXSGXYcXTd11 141

374 rxclusiveGandGpersistentGuseGofGtheGentryGcoreceptorGpXpRaGbyGhumanGimmunodeficiencyGvirusGtypeG
XGfromGaGsubjectGhomozygousGforGppRbGdeltaZYUGJournalVofVVirologySG1998SGdYSGcWaWTd 6.6 139

373 oalancedGpolymorphismGselectedGbyGgeneticGversusGinfectiousGhumanGdiseaseUGAnnualVReviewVofV
GenomicsVandVHumanVGeneticsSG2002SGZSGYcZTfY 9.7 137

(2002-2010)
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372 vmmunologicGandGvirologicGresponseGtoGhighlyGactiveGantiretroviralGtherapyGinGtheGzulticenterGnvqSG
pohortGStudyUGAidsSG2001SGXbSGdZbTac 3.5 135

371 OriginGofGtheGuvVTsusceptibleGhumanGpqaRGcellGlineGufUGAIDSVResearchVandVHumanVRetrovirusesSG1989
SGbSGYbZTb 1.6 132

370 zesozoicGoriginGforGWestGvndianGinsectivoresUGNatureSG2004SGaYfSGcafTbX 50.4 131

369 xvRVuynGpleiotropismgGprotectionGagainstGbothGuvVGandGopportunisticGinfectionsUGPLoSVPathogensSG
2006SGYSGedf 7.6 129

368 ñhylogeneticsSGgenomeGdiversityGandGoriginGofGmodernGleopardSGñantheraGpardusUGMolecularVEcologySG
2001SGXWSGYcXdTZZ 5.7 129

367 zolecularGanalysisGofGintegratedGhumanGpapillomavirusGXcGsequencesGinGtheGcervicalGcancerGcellGlineG
SiuaUGVirologySG1987SGXbfSGZefTfe 3.6 129

366 zarkersGforGmappingGbyGadmixtureGlinkageGdisequilibriumGinGnfricanGnmericanGandGuispanicG
populationsUGAmericanVJournalVofVHumanVGeneticsSG2001SGcfSGXWeWTfa 11 123

365 rveryGgenomeGsequenceGneedsGaGgoodGmapUGGenomeVResearchSG2009SGXfSGXfYbTe 9.7 122

364 SeroprevalenceGandGgenomicGdivergenceGofGcirculatingGstrainsGofGfelineGimmunodeficiencyGvirusG
amongGselidaeGandGuyaenidaeGspeciesUGJournalVofVVirologySG2005SGdfSGeYeYTfa 6.6 122

363 TransactivationGinducedGbyGhumanGTTlymphotropicGvirusGtypeGvvvGOuTyVGvvvPGmapsGtoGaGviralGsequenceG
encodingGbeGaminoGacidsGandGlacksGtissueGspecificityUGVirologySG1986SGXaeSGYYcTZX 3.6 119

362 tenomeTwideGrvidenceGRevealsGthatGnfricanGandGrurasianGtoldenGwackalsGnreGqistinctGSpeciesUG
CurrentVBiologySG2015SGYbSGYXbeTcb 6.3 118

361 teneticGvarianceGofGlaboratoryGoutbredGSwissGmiceUGNatureSG1980SGYeZSGXbdTcX 50.4 118

360 tenomicsGinGponservationgGpaseGStudiesGandGoridgingGtheGtapGbetweenGqataGandGnpplicationUG
TrendsVinVEcologyVandVEvolutionSG2016SGZXSGeXTeZ 10.9 115

359 pomparativeGgenomicsgGlessonsGfromGcatsUGTrendsVinVGeneticsSG1997SGXZSGZfZTf 8.5 115

358 pomprehensiveGanalysisGofGclassGvGandGclassGvvGuynGantigensGandGchronicGhepatitisGoGvirusGinfectionUG
JournalVofVVirologySG2003SGddSGXYWeZTd 6.6 113

357
vnfluenceGofGtheGppRYTVcavGpolymorphismGonGhumanGimmunodeficiencyGvirusGtypeGXGcoreceptorG
activityGandGonGchemokineGreceptorGfunctionGofGppRYbSGppRZSGppRbSGandGpXpRaUGJournalVofVVirologySG
1998SGdYSGdabWTe

6.6 113

356 zammalianGgenomeGmappinggGlessonsGandGprospectsUGCurrentVOpinionVinVGeneticsVandVDevelopmentSG
1991SGXSGXWbTXX 4.9 110

355 rvaluationGofGnonviralGriskGfactorsGforGnasopharyngealGcarcinomaGinGaGhighTriskGpopulationGofG
SouthernGphinaUGInternationalVJournalVofVCancerSG2009SGXYaSGYfaYTd 7.5 109
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354 StrongGinfluenceGofGhumanGleukocyteGantigenGOuynPTqñGgeneGvariantsGonGdevelopmentGofGpersistentG
chronicGhepatitisGoGvirusGcarriersGinGtheGuanGphineseGpopulationUGHepatologySG2011SGbZSGaYYTe 11.2 106

353 rffectsGofGhumanGTRvzbalphaGpolymorphismsGonGantiretroviralGfunctionGandGsusceptibilityGtoGhumanG
immunodeficiencyGvirusGinfectionUGVirologySG2006SGZbaSGXbTYd 3.6 105

352 ñatternsGofGteneticGqiversityGinGRemainingGtiantGñandaGñopulationsUGConservationVBiologySG2001SGXbSGXbfcTXcWd6 104

351 sunctionsSGstructureSGandGreadTthroughGalternativeGsplicingGofGfelineGnñOorpZGgenesUGGenomeV
BiologySG2008SGfSGRae 18.3 103

350
nssociationGofGqpTSvt–GpromoterGpolymorphismGwithGincreasedGriskGforGparenteralSGbutGnotG
mucosalSGacquisitionGofGhumanGimmunodeficiencyGvirusGtypeGXGinfectionUGJournalVofVVirologySG2004SG
deSGXaWbZTc

6.6 103

349 tenomicGlegacyGofGtheGnfricanGcheetahSGncinonyxGjubatusUGGenomeVBiologySG2015SGXcSGYdd 18.3 99

348 vsolationGofGuTyVTtransformedGoTlymphocyteGcloneGfromGaGpatientGwithGuTyVTassociatedGadultGTTcellG
leukaemiaUGNatureSG1984SGZXWSGbWbTc 50.4 99

347 pytotoxicGTTlymphocyteGantigenGaGgeneGandGrecoveryGfromGhepatitisGoGvirusGinfectionUGJournalVofV
VirologySG2004SGdeSGXXYbeTcY 6.6 98

346 ñhylogeographicGSubspeciesGRecognitionGinGyeopardsGOñantheraGpardusPgGzolecularGteneticG
VariationUGConservationVBiologySG1996SGXWSGXXXbTXXZY 6 95

345 TheGTglycerophosphateGcycleGinGqrosophilaGmelanogasterUGvUGoiochemicalGandGdevelopmentalG
aspectsUGBiochemicalVGeneticsSG1972SGdSGXaXTcX 2.4 93

344 TheGadequacyGofGmorphologyGforGreconstructingGtheGearlyGhistoryGofGplacentalGmammalsUGSystematicV
BiologySG2007SGbcSGcdZTea 8.4 92

343
–onTuodgkinNsGoGcellGlymphomaGinGpersonsGwithGacquiredGimmunodeficiencyGsyndromeGisGassociatedG
withGincreasedGserumGlevelsGofGvyXWSGorGtheGvyXWGpromoterGTbfYGpVpGgenotypeUGClinicalVImmunologySG
2003SGXWfSGXXfTYf

9 90

342 nnGSTRGsorensicGTypingGSystemGforGteneticGvndividualizationGofGqomesticGpatGOselisGcatusPGSamplesUG
JournalVofVForensicVSciencesSG2005SGbWSGXTXW 1.8 90

341 nGradiationGhybridGmapGofGtheGcatGgenomegGimplicationsGforGcomparativeGmappingUGGenomeVResearch
SG2000SGXWSGcfXTdWY 9.7 88

340 SmilesindergGaGresamplingTbasedGapproachGtoGevaluateGsignaturesGofGselectionGfromGgenomeTwideG
setsGofGmatchingGalleleGfrequencyGdataGinGtwoGorGmoreGdiploidGpopulationsUGGigaScienceSG2015SGaSGX 7.6 87

339 TheGlinkageGdisequilibriumGmapsGofGthreeGhumanGchromosomesGacrossGfourGpopulationsGreflectGtheirG
demographicGhistoryGandGaGcommonGunderlyingGrecombinationGpatternUGGenomeVResearchSG2005SGXbSGabaTcY9.7 87

338 nssociationGstudyGofGcommonGgeneticGvariantsGandGuvVTXGacquisitionGinGcSZWWGinfectedGcasesGandG
dSYWWGcontrolsUGPLoSVPathogensSG2013SGfSGeXWWZbXb 7.6 86

337 TheGevolutionaryGdynamicsGofGtheGlionGñantheraGleoGrevealedGbyGhostGandGviralGpopulationGgenomicsUG
PLoSVGeneticsSG2008SGaSGeXWWWYbX 6 86

(2008-2011)
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336 ñatternsGofGmolecularGgeneticGvariationGamongGnfricanGelephantGpopulationsUGMolecularVEcologySG
2002SGXXSGYaefTfe 5.7 86

335 zappingGofGtheGgeneGencodingGtheGalphaGsubunitGofGtheGstimulatoryGtGproteinGofGadenylylGcyclaseG
Ot–nSXPGtoGYWqXZUYTTTTqXZUZGinGhumanGbyGinGsituGhybridizationUGGenomicsSG1991SGXXSGadeTf 4.3 86

334 SignificantGadmixtureGlinkageGdisequilibriumGacrossGZWGczGaroundGtheGsYGlocusGinGnfricanGnmericansUG
AmericanVJournalVofVHumanVGeneticsSG2000SGccSGfcfTde 11 85

333 nGgenomeTtoTgenomeGanalysisGofGassociationsGbetweenGhumanGgeneticGvariationSGuvVTXGsequenceG
diversitySGandGviralGcontrolUGELifeSG2013SGYSGeWXXYZ 8.9 85

332 tenomeTWideGnssociationGandGTransTethnicGzetaTnnalysisGforGndvancedGqiabeticGxidneyGqiseasegG
samilyGvnvestigationGofG–ephropathyGandGqiabetesGOsv–qPUGPLoSVGeneticsSG2015SGXXSGeXWWbZbY 6 84

331 SpecifyingGandGsustainingGpigmentationGpatternsGinGdomesticGandGwildGcatsUGScienceSG2012SGZZdSGXbZcTaX 33.3 84

330 teneticGcharacterizationGofGcanineGdistemperGvirusGinGSerengetiGcarnivoresUGVeterinaryVImmunologyV
andVImmunopathologySG1998SGcbSGYbfTcc 2 84

329 zolecularGevidenceGforGspeciesTlevelGdistinctionsGinGcloudedGleopardsUGCurrentVBiologySG2006SGXcSGYZdXTc 6.3 84

328 rxtensiveGconservationGofGsexGchromosomeGorganizationGbetweenGcatGandGhumanGrevealedGbyG
parallelGradiationGhybridGmappingUGGenomeVResearchSG1999SGfSGXYYZTZW 9.7 82

327 nllozymeGqivergenceGWithinGtheGpanidaeUGSystematicVZoologySG1987SGZcSGZZf 82

326 zutationGinGprñYfWGdiscoveredGforGcatGmodelGofGhumanGretinalGdegenerationUGJournalVofVHereditySG
2007SGfeSGYXXTYW 2.4 80

325 teneticsGandGpathogenesisGofGfelineGinfectiousGperitonitisGvirusUGEmergingVInfectiousVDiseasesSG2009SG
XbSGXaabTbY 10.2 79

324 tenomicGdifferentiationGamongGnaturalGpopulationsGofGorangTutanGOñongoGpygmaeusPUGCurrentV
BiologySG1996SGcSGXZYcTZc 6.3 78

323 TheGrvolutionGpatsUGScientificVAmericanSG2007SGYfdSGceTdb 0.5 77

322 phromosomalTyevelGnssemblyGofGtheGnsianGSeabassGtenomeGUsingGyongGSequenceGReadsGandG
zultiTlayeredGScaffoldingUGPLoSVGeneticsSG2016SGXYSGeXWWbfba 6 77

321 RapidGevolutionGofGaGheteroplasmicGrepetitiveGsequenceGinGtheGmitochondrialGq–nGcontrolGregionGofG
carnivoresUGJournalVofVMolecularVEvolutionSG1994SGZfSGXfXTf 3.1 76

320 rvolutionGofGpRvSñsGassociatedGwithGtoxicoferanTreptilianGvenomGandGmammalianGreproductionUG
MolecularVBiologyVandVEvolutionSG2012SGYfSGXeWdTYY 8.3 75

319 RedGfoxGgenomeGassemblyGidentifiesGgenomicGregionsGassociatedGwithGtameGandGaggressiveG
behavioursUGNatureVEcologyVandVEvolutionSG2018SGYSGXadfTXafX 12.3 74
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318 zitochondrialGq–nGhaplogroupsGinfluenceGnvqSGprogressionUGAidsSG2008SGYYSGYaYfTZf 3.5 74

317 ñolygenicGandGmultifactorialGdiseaseGgeneGassociationGinGmangGyessonsGfromGnvqSUGAnnualVReviewVofV
GeneticsSG2000SGZaSGbcZTbfX 14.5 74

316 nGpopulationTbasedGstudyGtoGinvestigateGhostGgeneticGfactorsGassociatedGwithGhepatitisGoGinfectionG
andGpathogenesisGinGtheGphineseGpopulationUGBMCVInfectiousVDiseasesSG2008SGeSGX 4 73

315 teneticGprotectionGagainstGhepatitisGoGvirusGconferredGbyGppRbqeltaZYgGrvidenceGthatGppRbG
contributesGtoGviralGpersistenceUGJournalVofVVirologySG2007SGeXSGaaXTb 6.6 73

314 tenomicGmicrosatellitesGasGevolutionaryGchronometersgGaGtestGinGwildGcatsUGGenomeVResearchSG2002SG
XYSGaXaTYZ 9.7 73

313 pomparativeGgenomeGorganizationGofGhumanSGmurineSGandGfelineGzupGclassGvvGregionUGGenomeV
ResearchSG2003SGXZSGXXcfTdf 9.7 73

312 TheGprincipalGgeneticGdeterminantsGforGnasopharyngealGcarcinomaGinGphinaGinvolveGtheGuynGclassGvG
antigenGrecognitionGgrooveUGPLoSVGeneticsSG2012SGeSGeXWWZXWZ 6 72

311 ñetGcatGhairGimplicatesGmurderGsuspectUGNatureSG1997SGZecSGdda 50.4 72

310 ñandasSGpeopleGandGpolicyUGNatureSG1994SGZcfSGXdfTeW 50.4 72

309 zappingGofGanGendogenousGretroviralGsequenceGtoGhumanGchromosomeGXeUGNatureSG1983SGZWZSGdaTd 50.4 72

308 nGhomozygousGsingleTbaseGdeletionGinGzyñuGcausesGtheGdiluteGcoatGcolorGphenotypeGinGtheG
domesticGcatUGGenomicsSG2006SGeeSGcfeTdWb 4.3 71

307 TheGtlobalGvnvertebrateGtenomicsGnllianceGOtvtnPgGdevelopingGcommunityGresourcesGtoGstudyG
diverseGinvertebrateGgenomesUGJournalVofVHereditySG2014SGXWbSGXTXe 2.4 70

306 TheGTamingGofGtheGpatUGScientificVAmericanSG2009SGZWWSGceTdb 0.5 70

305 nGcommonGuynTqñnXGvariantGisGaGmajorGdeterminantGofGhepatitisGoGvirusGclearanceGinGuanGphineseUG
JournalVofVInfectiousVDiseasesSG2011SGYWZSGfaZTd 7 70

304 ñhylogeographicGpatternsGandGevolutionGofGtheGmitochondrialGq–nGcontrolGregionGinGtwoG
neotropicalGcatsGOzammaliaSGfelidaePUGJournalVofVMolecularVEvolutionSG1998SGadSGcXZTYa 3.1 70

303 phromosomalGlocalizationGofGtheGgenesGencodingGtwoGformsGofGtheGtGproteinGbetaGpolypeptideSGbetaG
XGandGbetaGZSGinGmanUGGenomicsSG1990SGeSGZeWTc 4.3 69

302 nGmolecularGapproachGtoGtheGidentificationGandGindividualizationGofGhumanGandGanimalGcellsGinG
culturegGisozymeGandGallozymeGgeneticGsignaturesUGInVVitroSG1980SGXcSGXXfTZb 69

301 StateGofGcatGgenomicsUGTrendsVinVGeneticsSG2008SGYaSGYceTdf 8.5 68

(2008-2008)
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300 zannoseGbindingGlectinGgenotypesGinfluenceGrecoveryGfromGhepatitisGoGvirusGinfectionUGJournalVofV
VirologySG2005SGdfSGfXfYTc 6.6 68

299 tenomeTwideGsignaturesGofGcomplexGintrogressionGandGadaptiveGevolutionGinGtheGbigGcatsUGScienceV
AdvancesSG2017SGZSGeXdWWYff 14.3 67

298 zitochondrialGq–nGhaplogroupsGinfluenceGlipoatrophyGafterGhighlyGactiveGantiretroviralGtherapyUG
JournalVofVAcquiredVImmuneVDeficiencyVSyndromesVeowwwfSG2009SGbXSGXXXTc 3.1 67

297 rlevatedGmaleGruropeanGandGfemaleGnfricanGcontributionsGtoGtheGgenomesGofGnfricanGnmericanG
individualsUGHumanVGeneticsSG2007SGXYWSGdXZTYY 6.3 66

296 TheGnsianGarowanaGOScleropagesGformosusPGgenomeGprovidesGnewGinsightsGintoGtheGevolutionGofGanG
earlyGlineageGofGteleostsUGScientificVReportsSG2016SGcSGYabWX 4.9 66

295 rvidenceGofG–aturalGoluetongueGVirusGvnfectionGamongGnfricanGparnivoresUGAmericanVJournalVofV
TropicalVMedicineVandVHygieneSG1994SGbXSGbceTbdc 3.2 65

294 rvolutionaryGanalysisGofGaGlargeGmtq–nGtranslocationGOnumtPGintoGtheGnuclearGgenomeGofGtheG
ñantheraGgenusGspeciesUGGeneSG2006SGZccSGYfYTZWY 3.8 64

293 pomparisonGofGcarnivoreSGomnivoreSGandGherbivoreGmammalianGgenomesGwithGaGnewGleopardG
assemblyUGGenomeVBiologySG2016SGXdSGYXX 18.3 61

292 tenomeTwideGzycobacteriumGtuberculosisGvariationGOtzTVPGdatabasegGaGnewGtoolGforGintegratingG
sequenceGvariationsGandGepidemiologyUGBMCVGenomicsSG2014SGXbSGZWe 4.5 61

291 sourGindependentGmutationsGinGtheGfelineGfibroblastGgrowthGfactorGbGgeneGdetermineGtheG
longThairedGphenotypeGinGdomesticGcatsUGJournalVofVHereditySG2007SGfeSGbbbTcc 2.4 61

290 paptiveGbreedingGofGtheGcheetahGOncinonyxGjubatusPGinG–orthGnmericanGzoosGOXedXâ��XfecPUGZooV
BiologySG1989SGeSGZTXc 1.6 61

289 zultistageGgenomewideGassociationGstudyGidentifiesGaGlocusGatGXqaXGassociatedGwithGrateGofGuvVTXG
diseaseGprogressionGtoGclinicalGnvqSUGJournalVofVInfectiousVDiseasesSG2010SGYWXSGcXeTYc 7 60

288 ppyZyXGandGuvVVnvqSGsusceptibilityUGNatureVMedicineSG2009SGXbSGXXXWTY 50.5 60

287
nssociationGofGpolymorphismsGinGhumanGleukocyteGantigenGclassGvGandGtransporterGassociatedGwithG
antigenGprocessingGgenesGwithGresistanceGtoGhumanGimmunodeficiencyGvirusGtypeGXGinfectionUG
JournalVofVInfectiousVDiseasesSG2003SGXedSGXaWaTXW

7 60

286 RapidGradiationGeventsGinGtheGfamilyGUrsidaeGindicatedGbyGlikelihoodGphylogeneticGestimationGfromG
multipleGfragmentsGofGmtq–nUGMolecularVPhylogeneticsVandVEvolutionSG1999SGXZSGeYTfY 4.1 60

285 rvolutionGofGaGmajorGdrugGmetabolizingGenzymeGdefectGinGtheGdomesticGcatGandGotherGfelidaegG
phylogeneticGtimingGandGtheGroleGofGhypercarnivoryUGPLoSVONESG2011SGcSGeXeWac 3.7 59

284 tenomeTwideGcharacterizationGofGcentromericGsatellitesGfromGmultipleGmammalianGgenomesUG
GenomeVResearchSG2011SGYXSGXZdTab 9.7 59

283 zolecularGevolutionGandGtheGroleGofGoxidativeGstressGinGtheGexpansionGandGfunctionalGdiversificationG
ofGcytosolicGglutathioneGtransferasesUGBMCVEvolutionaryVBiologySG2010SGXWSGYeX 3 59

Stephen Obrien

10



282 SafetyGissuesGinGcellTbasedGinterventionGtrialsUGFertilityVandVSterilitySG2003SGeWSGXWddTeb 4.8 58

281 teneticGvariationGinGtheGppyXeTppyZTppyaGchemokineGgeneGclusterGinfluencesGuvVGTypeGXG
transmissionGandGnvqSGdiseaseGprogressionUGAmericanVJournalVofVHumanVGeneticsSG2006SGdfSGXYWTe 11 57

280 ponsideringGgeneticGprofilesGinGfunctionalGstudiesGofGimmuneGresponsivenessGtoGuvVTXUGImmunologyV
LettersSG2001SGdfSGXZXTaW 4.1 56

279 qisparateGphylogeographicGpatternsGofGmolecularGgeneticGvariationGinGfourGcloselyGrelatedGSouthG
nmericanGsmallGcatGspeciesUGMolecularVEcologySG1999SGeSGSdfTfa 5.7 56

278 rvolutionGofGfelineGimmunodeficiencyGvirusGinGselidaegGimplicationsGforGhumanGhealthGandGwildlifeG
ecologyUGVeterinaryVImmunologyVandVImmunopathologySG2008SGXYZSGZYTaa 2 55

277 nGXUbTzbTresolutionGradiationGhybridGmapGofGtheGcatGgenomeGandGcomparativeGanalysisGwithGtheG
canineGandGhumanGgenomesUGGenomicsSG2007SGefSGXefTfc 4.3 55

276 TheGselineGtenomeGñrojectUGAnnualVReviewVofVGeneticsSG2002SGZcSGcbdTec 14.5 55

275 vnfluenceGofGppRbGpromoterGhaplotypesGonGnvqSGprogressionGinGnfricanTnmericansUGAidsSG2000SGXaSGYXXdTYY3.5 55

274 thettoGlegacyUGCurrentVBiologySG1991SGXSGYWfTXX 6.3 55

273 RegulatoryGpolymorphismsGinGtheGcyclophilinGnGgeneSGññvnSGaccelerateGprogressionGtoGnvqSUGPLoSV
PathogensSG2007SGZSGeee 7.6 54

272 ñangolinGgenomesGandGtheGevolutionGofGmammalianGscalesGandGimmunityUGGenomeVResearchSG2016SG
YcSGXZXYTXZYY 9.7 54

271 tenomicallyGintactGendogenousGfelineGleukemiaGvirusesGofGrecentGoriginUGJournalVofVVirologySG2004SG
deSGaZdWTb 6.6 53

270 –uclearGgeneGsequencesGconfirmGanGancientGlinkGbetweenG–ewGZealandNsGshortTtailedGbatGandGSouthG
nmericanGnoctilionoidGbatsUGMolecularVPhylogeneticsVandVEvolutionSG2003SGYeSGZWeTXf 4.1 53

269 rpizootiologyGandGmanagementGofGfelineGleukemiaGvirusGinGtheGsloridaGpumaUGJournalVofVWildlifeV
DiseasesSG2008SGaaSGbZdTbY 1.3 52

268 ñatternsGofGmolecularGgeneticGvariationGamongGcatGbreedsUGGenomicsSG2008SGfXSGXTXX 4.3 51

267 zpñTXTzpñTZTrotaxinGgeneGclusterGinfluencesGuvVTXGtransmissionUGAidsSG2003SGXdSGYZbdTcb 3.5 51

266 SerosurveyGofGviralGinfectionsGinGfreeTrangingG–amibianGcheetahsGOncinonyxGjubatusPUGJournalVofV
WildlifeVDiseasesSG2004SGaWSGYZTZX 1.3 51

265 uumanGimmunodeficiencyGvirusGtypeGXGOuvVTXPTspecificGpqeRTTTcellGresponsesGforGgroupsGofG
uvVTXTinfectedGindividualsGwithGdifferentGuynToQZbGgenotypesUGJournalVofVVirologySG2002SGdcSGXYcWZTXW 6.6 51

(2002-2003)
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264 qevelopmentGofGaGfelineGwholeGgenomeGradiationGhybridGpanelGandGcomparativeGmappingGofGhumanG
chromosomeGXYGandGYYGlociUGGenomicsSG1999SGbdSGXTe 4.3 51

263
WhiteGsharkGgenomeGrevealsGancientGelasmobranchGadaptationsGassociatedGwithGwoundGhealingGandG
theGmaintenanceGofGgenomeGstabilityUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedV
StatesVofVAmericaSG2019SGXXcSGaaacTaabb

11.5 51

262 teneticGvndividualizationGofGqomesticGpatsGUsingGselineGSTRGyociGforGsorensicGnpplicationsUGJournalV
ofVForensicVSciencesSG1997SGaYSGXaYbew 1.8 50

261 SubspeciesGgeneticGassignmentsGofGworldwideGcaptiveGtigersGincreaseGconservationGvalueGofGcaptiveG
populationsUGCurrentVBiologySG2008SGXeSGbfYTc 6.3 49

260 ñathologicalGmanifestationsGofGfelineGimmunodeficiencyGvirusGOsvVPGinfectionGinGwildGnfricanGlionsUG
VirologySG2009SGZfWSGXTXY 3.6 48

259 yightGwholeGgenomeGsequenceGforGS–ñGdiscoveryGacrossGdomesticGcatGbreedsUGBMCVGenomicsSG2010SG
XXSGaWc 4.5 48

258 qiversityGofGzvpnGandGlinkageGdisequilibriumGwithGuynToGinGtwoG–orthGnmericanGpopulationsUG
HumanVImmunologySG2006SGcdSGXbYTe 2.3 48

257 ñublicGStemGpellGoanksgGponsiderationsGofGwusticeGinGStemGpellGResearchGandGTherapyUGHastingsV
CenterVReportSG2003SGZZSGXZ 3.3 48

256 TheGoriginGofGhumanGchromosomeGXGandGitsGhomologsGinGplacentalGmammalsUGGenomeVResearchSG
2003SGXZSGXeeWTe 9.7 48

255 OlfactoryGReceptorGSubgenomesGyinkedGwithGoroadGrcologicalGndaptationsGinGSauropsidaUGMolecularV
BiologyVandVEvolutionSG2015SGZYSGYeZYTaZ 8.3 47

254 zutationGdiscoveredGinGaGfelineGmodelGofGhumanGcongenitalGretinalGblindingGdiseaseG2010SGbXSGYebYTf 47

253 rcologicalGandGbiogeographicalGinferencesGonGtwoGsympatricGandGenigmaticGnndeanGcatGspeciesG
usingGgeneticGidentificationGofGfaecalGsamplesUGMolecularVEcologySG2008SGXdSGcdeTfW 5.7 47

252 pomparativeGgenomeGorganizationGofGtheGmajorGhistocompatibilityGcomplexgGlessonsGfromGtheG
selidaeUGImmunologicalVReviewsSG1999SGXcdSGXZZTaa 11.3 47

251 zolecularGphylogenyGofGmitochondrialGcytochromeGbGandGXYSGrR–nGsequencesGinGtheGselidaegGocelotG
andGdomesticGcatGlineagesUGMolecularVPhylogeneticsVandVEvolutionSG1996SGcSGZbXTcb 4.1 47

250 nGgeneGOoeviPGonGhumanGchromosomeGcGisGanGintegrationGsiteGforGbaboonGtypeGpGq–nGprovirusGinG
humanGcellsUGCellSG1978SGXaSGffbTXWWb 56.2 47

249 ñatternsGofGfelineGimmunodeficiencyGvirusGmultipleGinfectionGandGgenomeGdivergenceGinGaG
freeTrangingGpopulationGofGnfricanGlionsUGJournalVofVVirologySG2004SGdeSGZdddTfX 6.6 46

248 tenomeTwideGassociationGstudyGimplicatesGñnRqZoTbasedGnvqSGrestrictionUGJournalVofVInfectiousV
DiseasesSG2011SGYWZSGXafXTbWY 7 45

247 ñolymorphismsGofGpUybGareGassociatedGwithGpqaRGTGcellGlossGinGuvVTXGinfectedGindividualsUGPLoSV
GeneticsSG2007SGZSGeXf 6 45
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246 svVGcrossTspeciesGtransmissiongGanGevolutionaryGprospectiveUGVeterinaryVImmunologyVandV
ImmunopathologySG2008SGXYZSGXbfTcc 2 44

245 teneticGcharacterizationGofGfelineGleukemiaGvirusGfromGsloridaGpanthersUGEmergingVInfectiousV
DiseasesSG2008SGXaSGYbYTf 10.2 44

244 oehavioralGriskGexposureGandGhostGgeneticsGofGsusceptibilityGtoGuvVTXGinfectionUGJournalVofVInfectiousV
DiseasesSG2006SGXfZSGXcTYc 7 44

243 pomparativeGgenomicGstructureGofGhumanSGdogSGandGcatGzupgGuynSGqynSGandGsynUGJournalVofV
HereditySG2007SGfeSGZfWTf 2.4 44

242 righteenGpolymorphicGmicrosatelliteGmarkersGforGtheGhighlyGendangeredGSpanishGimperialGeagleG
OnquilaGadalbertiPGandGrelatedGspeciesUGMolecularVEcologyVNotesSG2002SGYSGZYZTZYc 44

241
qistributionGofGtwoGuvVTXTresistantGpolymorphismsGOSqsXTZNnGandGppRYTcavPGinGrastGnsianGandGworldG
populationsGandGitsGimplicationGinGnvqSGepidemiologyUGAmericanVJournalVofVHumanVGeneticsSG1999SG
cbSGXWadTbZ

11 44

240 phromosomalGlocalizationGofGtheGhumanGinterleukinGXGalphaGOvyTXGalphaPGgeneUGGenomicsSG1988SGYSGZXWTa 4.3 44

239 qevelopmentGofGmicrosatelliteGmarkersGinGtheGguanacoSGyamaGguanicoegGutilityGforGSouthGnmericanG
camelidsUGMolecularVEcologySG2000SGfSGXfYYTa 5.7 43

238 yongTtermGnonprogressiveGinfectionGwithGhumanGimmunodeficiencyGvirusGtypeGXGinGaGhemophiliaG
cohortUGJournalVofVInfectiousVDiseasesSG1999SGXeWSGXdfWTeWY 7 43

237 TheGpompleteGñhylogenyGofGñangolinsgGScalingGUpGResourcesGforGtheGzolecularGTracingGofGtheGzostG
TraffickedGzammalsGonGrarthUGJournalVofVHereditySG2018SGXWfSGZadTZbf 2.4 42

236 ñhylogeographicGpatternsGofGfelineGimmunodeficiencyGvirusGgeneticGdiversityGinGtheGdomesticGcatUG
VirologySG1998SGYbXSGYZaTaZ 3.6 42

235 ñhylogenomicsGofGtheGdogGandGfoxGfamilyGOpanidaeSGparnivoraPGrevealedGbyGchromosomeGpaintingUG
ChromosomeVResearchSG2008SGXcSGXYfTaZ 4.4 42

234 pytogeneticGmethodologiesGforGgeneGmappingGandGcomparativeGanalysesGinGmammalianGcellGcultureG
systemsUGGeneVAnalysisVTechniquesSG1987SGaSGdbTeb 42

233 zitochondrialGphylogeographyGilluminatesGtheGoriginGofGtheGextinctGcaspianGtigerGandGitsG
relationshipGtoGtheGamurGtigerUGPLoSVONESG2009SGaSGeaXYb 3.7 42

232 oigGcatGgenomicsUGAnnualVReviewVofVGenomicsVandVHumanVGeneticsSG2005SGcSGaWdTYf 9.7 41

231 pontaminationGofGuodgkinNsGdiseaseGcellGculturesUGNatureSG1981SGYefSGYYeTZW 50.4 41

230 phromosomergGaGreferenceTbasedGgenomeGarrangementGtoolGforGproducingGdraftGchromosomeG
sequencesUGGigaScienceSG2016SGbSGZe 7.6 40

229 vnGsearchGofGnvqSTresistanceGgenesUGScientificVAmericanSG1997SGYddSGaaTbX 0.5 40

(1997-2008)
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228 nnGapproximatelyGXaWTkbGdeletionGassociatedGwithGfelineGspinalGmuscularGatrophyGimpliesGanG
essentialGyvXXGfunctionGforGmotorGneuronGsurvivalUGGenomeVResearchSG2006SGXcSGXWeaTfW 9.7 40

227 –ucleotideGsequenceGanalysisGofGpumaGlentivirusGOñyVTXaPgGgenomicGorganizationGandGrelationshipGtoG
otherGlentivirusesUGVirologySG1994SGYWYSGebZTca 3.6 40

226 uostGgeneticGinfluencesGonGhighlyGactiveGantiretroviralGtherapyGefficacyGandGnvqSTfreeGsurvivalUG
JournalVofVAcquiredVImmuneVDeficiencyVSyndromesVeowwwfSG2008SGaeSGYcZTdX 3.1 39

225 vdentifyingGselectedGregionsGfromGheterozygosityGandGdivergenceGusingGaGlightTcoverageGgenomicG
datasetGfromGtwoGhumanGpopulationsUGPLoSVONESG2008SGZSGeXdXY 3.7 39

224 rndogenousGretrovirusGinsertionGinGtheGxvTGoncogeneGdeterminesGwhiteGandGwhiteGspottingGinG
domesticGcatsUGGqxVGenesiVGenomesiVGeneticsSG2014SGaSGXeeXTfX 3.2 38

223 SympatricGnsianGfelidGphylogeographyGrevealsGaGmajorGvndochineseTSundaicGdivergenceUGMolecularV
EcologySG2014SGYZSGYWdYTfY 5.7 38

222 phromosomalGlocalizationGofGnucleicGacidTbindingGproteinsGbyGaffinityGmappinggGassignmentGofGtheG
vRrTbindingGproteinGgeneGtoGhumanGchromosomeGfUGNucleicVAcidsVResearchSG1989SGXdSGcXWZTe 20.1 38

221 teneGlossSGadaptiveGevolutionGandGtheGcoTevolutionGofGplumageGcolorationGgenesGwithGopsinsGinG
birdsUGBMCVGenomicsSG2015SGXcSGdbX 4.5 37

220 zammalianGkeratinGassociatedGproteinsGOxRTnñsPGsubgenomesgGdisentanglingGhairGdiversityGandG
adaptationGtoGterrestrialGandGaquaticGenvironmentsUGBMCVGenomicsSG2014SGXbSGddf 4.5 37

219 rmergingGvirusesGinGtheGselidaegGshiftingGparadigmsUGVirusesSG2012SGaSGYZcTbd 6.2 37

218 rvaluationGofGvyXWSGvyXfGandGvyYWGgeneGpolymorphismsGandGchronicGhepatitisGoGinfectionGoutcomeUG
InternationalVJournalVofVImmunogeneticsSG2008SGZbSGYbbTca 2.3 37

217 trowthGofGlionGandGpumaGlentivirusesGinGdomesticGcatGcellsGandGcomparisonsGwithGsvVUGVirologySG1997SG
YZZSGXebTfY 3.6 36

216 tSTzXGandGtSTTXGgeneGdeletionsGandGtheGriskGforGnasopharyngealGcarcinomaGinGuanGphineseUG
CancerVEpidemiologyVBiomarkersVandVPreventionSG2008SGXdSGXdcWTZ 4 36

215 ñartialGstructureGofGtheGhumanGalphaGYOvVPGcollagenGchainGandGchromosomalGlocalizationGofGtheGgeneG
OpOyanYPUGHumanVGeneticsSG1987SGddSGZXeTYa 6.3 36

214 pontrastingGoriginGofGoGchromosomesGinGtwoGcervidsGOSiberianGroeGdeerGandGgreyGbrocketGdeerPG
unravelledGbyGchromosomeTspecificGq–nGsequencingUGBMCVGenomicsSG2016SGXdSGcXe 4.5 36

213 TissueGsamplingGmethodsGandGstandardsGforGvertebrateGgenomicsUGGigaScienceSG2012SGXSGe 7.6 35

212 vntentionalGgeneticGintrogressionGinfluencesGsurvivalGofGadultsGandGsubadultsGinGaGsmallSGinbredGfelidG
populationUGJournalVofVAnimalVEcologySG2011SGeWSGfbeTcd 4.7 35

211 teneticGvariantsGinGnuclearTencodedGmitochondrialGgenesGinfluenceGnvqSGprogressionUGPLoSVONESG
2010SGbSGeXYecY 3.7 35
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210 nnalysesGofGsweetGreceptorGgeneGOTasXrYPGandGpreferenceGforGsweetGstimuliGinGspeciesGofGparnivoraUG
JournalVofVHereditySG2009SGXWWGSupplGXSGSfWTXWW 2.4 35

209
nGtumorGnecrosisGfactorTalphaTinducibleGpromoterGvariantGofGinterferonTgammaGacceleratesGpqaRGTG
cellGdepletionGinGhumanGimmunodeficiencyGvirusTXTinfectedGindividualsUGJournalVofVInfectiousV
DiseasesSG2003SGXeeSGYYeTZX

7 35

208 TheGpheetahNsGponservationGpontroversyUGConservationVBiologySG1994SGeSGXXbZTXXbb 6 35

207 TheGfishesGofGtenomeGXWxUGMarineVGenomicsSG2012SGdSGZTc 1.9 34

206 qefiningGandGmappingGmammalianGcoatGpatternGgenesgGmultipleGgenomicGregionsGimplicatedGinG
domesticGcatGstripesGandGspotsUGGeneticsSG2010SGXeaSGYcdTdb 4 34

205 StewardshipGofGhumanGbiospecimensSGq–nSGgenotypeSGandGclinicalGdataGinGtheGtWnSGeraUGAnnualV
ReviewVofVGenomicsVandVHumanVGeneticsSG2009SGXWSGXfZTYWf 9.7 34

204 ploudedGleopardGphylogenyGrevisitedgGsupportGforGspeciesGrecognitionGandGpopulationGdivisionG
betweenGoorneoGandGSumatraUGFrontiersVinVZoologySG2007SGaSGXb 2.8 34

203 zolecularGgeneticsGinGtheGdomesticGcatGandGitsGrelativesUGTrendsVinVGeneticsSG1986SGYSGXZdTXaY 8.5 34

202 nnGautosomalGgeneticGlinkageGmapGofGtheGdomesticGcatSGselisGsilvestrisGcatusUGGenomicsSG2009SGfZSGZWbTXZ 4.3 33

201 teneticGvariationGwithinGandGamongGlionGtamarinsUGAmericanVJournalVofVPhysicalVAnthropologySG1986SG
dXSGXTXX 2.5 33

200 nGnewGgeneticGlocusSGoeviSGonGhumanGchromosomeGcGwhichGcontrolsGtheGreplicationGofGbaboonGtypeG
pGvirusGinGhumanGcellsUGCellSG1977SGXYSGYbXTcY 56.2 33

199 nGuighTResolutionGS–ñGnrrayToasedGyinkageGzapGnnchorsGaG–ewGqomesticGpatGqraftGtenomeG
nssemblyGandGñrovidesGqetailedGñatternsGofGRecombinationUGGqxVGenesiVGenomesiVGeneticsSG2016SGcSGXcWdTXc3.2 32

198
TheGfirstGwholeGgenomeGandGtranscriptomeGofGtheGcinereousGvultureGrevealsGadaptationGinGtheG
gastricGandGimmuneGdefenseGsystemsGandGpossibleGconvergentGevolutionGbetweenGtheGOldGandG–ewG
WorldGvulturesUGGenomeVBiologySG2015SGXcSGYXb

18.3 32

197 zUyTvñyrGñnTrR–vTYGn–qGRrñROqUpTvVrGTnpTvpSGOsGsRrrTRn–tv–tGnzrRvpn–Gzv–xSSG
zUSTrynGVvSO–UGJournalVofVMammalogySG2004SGebSGaZYTaZf 1.8 32

196 ñatternsGofGsizeGhomoplasyGatGXWGmicrosatelliteGlociGinGpumasGOñumaGconcolorPUGMolecularVBiologyV
andVEvolutionSG2001SGXeSGXXbXTc 8.3 32

195 ñatternsGofGdiversityGamongGSv–rGelementsGisolatedGfromGthreeGYTchromosomeGgenesGinGcarnivoresUG
MolecularVBiologyVandVEvolutionSG2000SGXdSGeYbTf 8.3 32

194 ñhenotypicGexpressionsGofGppRbTdeltaZYVdeltaZYGhomozygosityUGJournalVofVAcquiredVImmuneV
DeficiencyVSyndromesSG1999SGYYSGdbTeY 32

193 ploningGandGcomparativeGmappingGofGaGhumanGclassGvvvGOchiPGalcoholGdehydrogenaseGcq–nUG
BiochemicalVandVBiophysicalVResearchVCommunicationsSG1989SGXcaSGabZTcW 3.4 32

(1989-2009)
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192 zolecularGcharacterizationGandGgeneticGmappingGofGclassGvGandGclassGvvGzupGgenesGofGtheGdomesticG
catUGImmunogeneticsSG1988SGYdSGaXaTYb 3.2 32

191 porrelativeGgeneticGvariationGinGnaturalGpopulationsGofGcatsSGmiceGandGmenUGNatureSG1980SGYeeSGbeWTZ 50.4 32

190 tenomeTWideGrvolutionaryGnnalysisGofG–aturalGuistoryGandGndaptationGinGtheGWorldNsGTigersUG
CurrentVBiologySG2018SGYeSGZeaWTZeafUec 6.3 32

189 TheGevolutionaryGhistoryGofGextinctGandGlivingGlionsUGProceedingsVofVtheVNationalVAcademyVofVSciencesV
ofVtheVUnitedVStatesVofVAmericaSG2020SGXXdSGXWfYdTXWfZa 11.5 31

188 teneticGvntrogressionGandGtheGSurvivalGofGsloridaGñantherGxittensUGBiologicalVConservationSG2010SG
XaZSGYdefTYdfc 6.2 31

187 SequencesSGannotationGandGsingleGnucleotideGpolymorphismGofGtheGmajorGhistocompatibilityG
complexGinGtheGdomesticGcatUGPLoSVONESG2008SGZSGeYcda 3.7 31

186 SeroprevalenceGofGToxoplasmaGgondiiGinGnmericanGfreeTrangingGorGcaptiveGpumasGOselisGconcolorPG
andGbobcatsGOyynxGrufusPUGVeterinaryVParasitologySG2004SGXYWSGXTf 2.8 31

185 vntegrationGofGtheGfelineGradiationGhybridGandGlinkageGmapsUGMammalianVGenomeSG2001SGXYSGaZcTaX 3.2 31

184 ResolutionGofGrecentGradiationsGwithinGthreeGevolutionaryGlineagesGofGfelidaeGusingGmitochondrialG
restrictionGfragmentGlengthGpolymorphismGvariationUGJournalVofVMammalianVEvolutionSG1996SGZSGfdTXYW 2.2 31

183 teneticGmonitorsGofGzooGpopulationsgGzorphologicalGandGelectrophoreticGassaysUGZooVBiologySG1986SG
bSGYXbTYZY 1.6 31

182 tenomicsUGOnGchoosingGmammalianGgenomesGforGsequencingUGScienceSG2001SGYfYSGYYcaTc 33.3 31

181 teneticGñolymorphismsGofGpYñYrXSGtSTñXSG–QOXGandGzñOGandGtheGRiskGofG–asopharyngealG
parcinomaGinGaGuanGphineseGñopulationGofGSouthernGphinaUGBMCVResearchVNotesSG2010SGZSGYXY 2.3 30

180 nGrhesusGmacaqueGradiationGhybridGmapGandGcomparativeGanalysisGwithGtheGhumanGgenomeUG
GenomicsSG2005SGecSGZeZTfb 4.3 30

179 qominantGeffectsGofGppRYTppRbGhaplotypesGinGuvVTXGdiseaseGprogressionUGJournalVofVAcquiredV
ImmuneVDeficiencyVSyndromesVeowwwfSG2004SGZdSGXbZaTe 3.1 30

178 pomparativeGanalysisGofGmalateGdehydrogenasesGofGqrosophilaGmelanogasterUGBiochemicalVGeneticsSG
1973SGXWSGXfXTYWb 2.4 30

177 ppRbGpromoterGallelesGandGspecificGq–nGbindingGfactorsUGScienceSG1999SGYeaSGYYZ 33.3 29

176 tenomeGnnnotationGResourceGsieldsTTtnRsvryqgGaGgenomeGbrowserGforGselisGcatusUGJournalVofV
HereditySG2007SGfeSGZecTf 2.4 28

175 pytoTnuclearGgenomicGdissociationGandGtheGnfricanGelephantGspeciesGquestionUGQuaternaryV
InternationalSG2007SGXcfTXdWSGaTXc 2 28
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174 tenomicGinferencesGfromGnfrotheriaGandGtheGevolutionGofGelephantsUGCurrentVOpinionVinVGeneticsVandV
DevelopmentSG2005SGXbSGcbYTf 4.9 28

173 vnsertionalGpolymorphismsGofGendogenousGfelineGleukemiaGvirusesUGJournalVofVVirologySG2005SGdfSGZfdfTec6.6 28

172 ñhylogeographyGandGpopulationGhistoryGofGyeopardusGguignaSGtheGsmallestGnmericanGfelidUG
ConservationVGeneticsSG2014SGXbSGcZXTcbZ 2.6 27

171 rffectGofGhostGgeneticsGonGtheGdevelopmentGofGcytomegalovirusGretinitisGinGpatientsGwithGnvqSUG
JournalVofVInfectiousVDiseasesSG2010SGYWYSGcWcTXZ 7 27

170 ponservationGgeneticsGofGtheGkoalaGOñhascolarctosGcinereusPgGlowGmitochondrialGq–nGvariationG
amongstGsouthernGnustralianGpopulationsUGGeneticalVResearchSG1997SGcfSGYbTZZ 1.1 27

169 pomparativeGfelineGgenomicsgGaGonpVñnpGcontigGmapGofGtheGmajorGhistocompatibilityGcomplexGclassG
vvGregionUGGenomicsSG2001SGdXSGYeYTfb 4.3 27

168 nnnotatedGfeaturesGofGdomesticGcatGTGselisGcatusGgenomeUGGigaScienceSG2014SGZSGXZ 7.6 26

167 uowGtheGleopardGhidesGitsGspotsgGnSvñGmutationsGandGmelanismGinGwildGcatsUGPLoSVONESG2012SGdSGebWZec 3.7 26

166 rxposureGtoGdiseaseGagentsGinGtheGendangeredGvberianGlynxGOPUGEuropeanVJournalVofVWildlifeVResearchSG
2008SGbaSGXdXTXde 2 26

165 ponsistentGeffectsGofGTStXWXGgeneticGvariabilityGonGmultipleGoutcomesGofGexposureGtoGhumanG
immunodeficiencyGvirusGtypeGXUGJournalVofVVirologySG2006SGeWSGcdbdTcZ 6.6 26

164 TheGfelineGmajorGhistocompatibilityGcomplexGisGrearrangedGbyGanGinversionGwithGaGbreakpointGinGtheG
distalGclassGvGregionUGImmunogeneticsSG2005SGbcSGdWYTf 3.2 26

163 rxposureGtoGsvVGandGsvñVGinGwildGandGcaptiveGcheetahsUGZooVBiologySG1993SGXYSGXZbTXaY 1.6 26

162 nssociationGofGYGchromosomeGhaplogroupGvGwithGuvVGprogressionSGandGunnRTGoutcomeUGHumanV
GeneticsSG2009SGXYbSGYeXTfa 6.3 25

161 tenomicGorganizationSGsequenceGdivergenceSGandGrecombinationGofGfelineGimmunodeficiencyGvirusG
fromGlionsGinGtheGwildUGBMCVGenomicsSG2008SGfSGcc 4.5 25

160 zolecularGgeneticGinsightsGonGcheetahGOncinonyxGjubatusPGecologyGandGconservationGinG–amibiaUG
JournalVofVHereditySG2008SGffSGYTXZ 2.4 25

159 qevelopmentGofGYGchromosomeGintraspecificGpolymorphicGmarkersGinGtheGselidaeUGJournalVofV
HereditySG2007SGfeSGaWWTXZ 2.4 25

158 teneGconversionGbetweenGmammalianGppRYGandGppRbGchemokineGreceptorGgenesgGaGpotentialG
mechanismGforGreceptorGdimerizationUGGenomicsSG2007SGfWSGYXZTYa 4.3 25

157 qesigningGandGoptimizingGcomparativeGanchorGprimersGforGcomparativeGgeneGmappingGandG
phylogeneticGinferenceUGNatureVProtocolsSG2007SGYSGZWYYTZW 18.8 25

(2007-2005)
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156 poronavirusGoutbreakGinGcheetahsgGlessonsGforGSnRSUGCurrentVBiologySG2004SGXaSGRYYdTe 6.3 25

155 nGcommonGproviralGintegrationGregionSGfitTXSGinGTTcellGtumorsGinducedGbyGmycTcontainingGfelineG
leukemiaGvirusesUGVirologySG1993SGXfcSGeabTe 3.6 25

154 RecurrentGevolutionGofGmelanismGinGSouthGnmericanGfelidsUGPLoSVGeneticsSG2015SGXXSGeXWWaefY 6 24

153 ñumaGgenomesGfromG–orthGandGSouthGnmericaGprovideGinsightsGintoGtheGgenomicGconsequencesGofG
inbreedingUGNatureVCommunicationsSG2019SGXWSGadcf 17.4 24

152 tenomeTwideGandGdifferentialGproteomicGanalysisGofGhepatitisGoGvirusGandGaflatoxinGoXGrelatedG
hepatocellularGcarcinomaGinGtuangxiSGphinaUGPLoSVONESG2013SGeSGeeZacb 3.7 24

151 svVGdiversitygGsvVGñleGsubtypeGcompositionGmayGinfluenceGdiseaseGoutcomeGinGnfricanGlionsUG
VeterinaryVImmunologyVandVImmunopathologySG2011SGXaZSGZZeTac 2 24

150 zitochondrialGintrogressionsGintoGtheGnuclearGgenomeGofGtheGdomesticGcatUGJournalVofVHereditySG
2007SGfeSGaXaTYW 2.4 24

149 tenomicsUGnGdogNsGbreakfastlUGScienceSG2003SGZWXSGXebaTb 33.3 24

148 vnheritedGmotorGneuronGdiseaseGinGdomesticGcatsgGaGmodelGofGspinalGmuscularGatrophyUGPediatricV
ResearchSG2005SGbdSGZYaTZW 3.2 24

147 rñatternsGofGmtq–nGandGmicrosatelliteGvariationGinGanGislandGandGmainlandGpopulationGofGguanacosG
inGsouthernGphileUGAnimalVConservationSG2001SGaSGfZTXWX 3.2 24

146 ReconstructingGtheGgenomicGarchitectureGofGmammalianGancestorsGusingGmultispeciesGcomparativeG
mapsUGHumanVGenomicsSG2003SGXSGZWTaW 6.8 23

145 StromalGcellTderivedGfactorTXGgenotypeSGcoreceptorGtropismSGandGuvVGtypeGXGdiseaseGprogressionUG
JournalVofVInfectiousVDiseasesSG2005SGXfYSGXbfdTcWb 7 23

144 rxchangesGofGshortGpolymorphicGq–nGsegmentsGpredatingGspeciationGinGfelineGmajorG
histocompatibilityGcomplexGclassGvGgenesUGJournalVofVMolecularVEvolutionSG1994SGZfSGYYTZZ 3.1 23

143 teneticGassociationsGofGvariantsGinGgenesGencodingGuvVTdependencyGfactorsGrequiredGforGuvVTXG
infectionUGJournalVofVInfectiousVDiseasesSG2010SGYWYSGXeZcTab 7 22

142 zitochondrialGhaplogroupsGareGassociatedGwithGriskGofGneuroretinalGdisorderGinGuvVTpositiveG
patientsUGJournalVofVAcquiredVImmuneVDeficiencyVSyndromesVeowwwfSG2010SGbZSGabXTb 3.1 22

141 ppRbTdeltaGZYGgeneGdeletionGinGuvVTXGinfectedGpatientsUGLancetiVTheSG1997SGZbWSGdaXhGauthorGreplyGdaY 40 22

140 uynToGowaGallelesGandGuvVTXGtransmissionGinGheterosexualGcouplesUGAidsSG2007SGYXSGYYbTf 3.5 22

139 teneticGfactorsGleadingGtoGchronicGrpsteinToarrGvirusGinfectionGandGnasopharyngealGcarcinomaGinG
SouthGrastGphinagGstudyGdesignSGmethodsGandGfeasibilityUGHumanVGenomicsSG2006SGYSGZcbTdb 6.8 22
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138 teneticGdiversityGinGleukemiaTproneGferalGhouseGmiceGinfectedGwithGmurineGleukemiaGvirusUG
BiochemicalVGeneticsSG1980SGXeSGfXbTYe 2.4 22

137 nGdomesticGcatGXGchromosomeGlinkageGmapGandGtheGsexTlinkedGorangeGlocusgGmappingGofGorangeSG
multipleGoriginsGandGepistasisGoverGnonagoutiUGGeneticsSG2009SGXeXSGXaXbTYb 4 21

136 zulticohortGgenomewideGassociationGstudyGrevealsGaGnewGsignalGofGprotectionGagainstGuvVTXG
acquisitionUGJournalVofVInfectiousVDiseasesSG2012SGYWbSGXXbbTcY 7 21

135 selineGarylsulfataseGoGOnRSoPgGisolationGandGexpressionGofGtheGcq–nSGcomparisonGwithGhumanGnRSoSG
andGgeneGlocalizationGtoGfelineGchromosomeGnXUGGenomicsSG1992SGXaSGaWZTXX 4.3 21

134 TheGextentGandGcharacterGofGbiochemicalGgeneticGvariationGinGtheGdomesticGcatUGJournalVofVHereditySG
1980SGdXSGZTe 2.4 21

133 nldehydeGdehydrogenaseGXGOnyquXPGisoformGexpressionGandGpotentialGclinicalGimplicationsGinG
hepatocellularGcarcinomaUGPLoSVONESG2017SGXYSGeWXeYYWe 3.7 20

132 RobustGforensicGmatchingGofGconfiscatedGhornsGtoGindividualGpoachedGnfricanGrhinocerosUGCurrentV
BiologySG2018SGYeSGRXZTRXa 6.3 20

131 ñlaguesGandGadaptationgGyessonsGfromGtheGselidaeGmodelsGforGSnRSGandGnvqSUGBiologicalV
ConservationSG2006SGXZXSGYbbTYcd 6.2 20

130 ñrimateGT–sGpromotersGrevealGmarkersGofGphylogenyGandGevolutionGofGinnateGimmunityUGPLoSVONESG
2007SGYSGecYX 3.7 20

129 tenomeTWideGnssociationGStudyGofGzxvcdGrxpressionGandGitsGplinicalGvmplicationsGinGuoVTRelatedG
uepatocellularGparcinomaGinGSouthernGphinaUGCellularVPhysiologyVandVBiochemistrySG2017SGaYSGXZaYTXZbd 3.9 19

128 TheGeffectGofGRn–TrSGchemokineGgeneticGvariantsGonGearlyGuvVTXGplasmaGR–nGamongGnfricanG
nmericanGinjectionGdrugGusersUGJournalVofVAcquiredVImmuneVDeficiencyVSyndromesVeowwwfSG2005SGZeSGbeaTf 3.1 19

127 UsingGmutualGinformationGtoGmeasureGtheGimpactGofGmultipleGgeneticGfactorsGonGnvqSUGJournalVofV
AcquiredVImmuneVDeficiencyVSyndromesVeowwwfSG2006SGaYSGZadTba 3.1 19

126
rffectsGofGplasmaGuvVGR–nSGpqaRGTGlymphocytesSGandGtheGchemokineGreceptorsGppRbGandGppRYbGonG
uvVGdiseaseGprogressionGinGhemophiliacsUGuemophiliaGtrowthGandGqevelopmentGStudyUGJournalVofV
AcquiredVImmuneVDeficiencyVSyndromesVeowwwfSG1999SGYXSGZXdTYb

3.1 19

125 pomparativeGfeaturesGofGaGcoronavirusGisolatedGfromGaGcheetahGwithGfelineGinfectiousGperitonitisUG
VirusVResearchSG1989SGXZSGXbTYd 6.4 19

124
zarkerGofGproliferationGxiTcdGexpressionGisGassociatedGwithGtransformingGgrowthGfactorGbetaGXGandG
canGpredictGtheGprognosisGofGpatientsGwithGhepaticGoGvirusTrelatedGhepatocellularGcarcinomaUGCancerV
ManagementVandVResearchSG2018SGXWSGcdfTcfc

3.6 18

123 rvolutionaryGgenomicsGandGadaptiveGevolutionGofGtheGuedgehogGgeneGfamilyGOShhSGvhhGandGqhhPGinG
vertebratesUGPLoSVONESG2014SGfSGedaXZY 3.7 18

122 selineGimmunodeficiencyGvirusGOsvVPGinGwildGñallasNGcatsUGVeterinaryVImmunologyVandV
ImmunopathologySG2010SGXZaSGfWTb 2 18

121 ndaptiveGcyclesgGparasitesGselectivelyGreduceGinbreedingGinGSoayGsheepUGTrendsVinVEcologyVandV
EvolutionSG2000SGXbSGdTf 10.9 18

(2000-1980)
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120 zolecularGcloningGandGchromosomalGmappingGofGfelineGpbZGtumorGsuppressorGgeneUGJournalVofV
VeterinaryVMedicalVScienceSG1993SGbbSGeWXTb 1.1 18

119 SeroprevalenceGofGoartonellaGinfectionGinGnmericanGfreeTrangingGandGcaptiveGpumasGOselisGconcolorPG
andGbobcatsGOyynxGrufusPUGVeterinaryVResearchSG2004SGZbSGYZZTaX 3.8 18

118 tenomicGndaptationsGandGrvolutionaryGuistoryGofGtheGrxtinctGScimitarTToothedGpatSGuomotheriumG
latidensUGCurrentVBiologySG2020SGZWSGbWXeTbWYbUeb 6.3 18

117 vntegratedGanalysisGofGcompetingGendogenousGR–nGnetworkGrevealingGpotentialGprognosticG
biomarkersGofGhepatocellularGcarcinomaUGJournalVofVCancerSG2019SGXWSGZYcdTZYeZ 4.5 17

116 TheGtaxGgeneGsequencesGformGtwoGdivergentGmonophyleticGlineagesGcorrespondingGtoGtypesGvGandGvvG
ofGsimianGandGhumanGTTcellGleukemiaVlymphotropicGvirusesUGVirologySG1997SGYZXSGfcTXWa 3.6 17

115 pXpRaGpolymorphismsGandGuvVTXGpathogenesisUGJournalVofVAcquiredVImmuneVDeficiencyVSyndromesSG
1998SGXfSGaZW 17

114 TheGroleGofGgeneGduplicationGandGunconstrainedGselectiveGpressuresGinGtheGmelanopsinGgeneGfamilyG
evolutionGandGvertebrateGcircadianGrhythmGregulationUGPLoSVONESG2012SGdSGebYaXZ 3.7 17

113 tnqzngGteneticGalgorithmGforGinferringGdemographicGhistoryGofGmultipleGpopulationsGfromGalleleG
frequencyGspectrumGdataUGGigaScienceSG2020SGfSG 7.6 16

112 uostGgenomicGinfluencesGonGuvVVnvqSUGGenomeVBiologySG2013SGXaSGYWX 18.3 16

111 XGphromosomeGrvolutionGinGpetartiodactylaUGGenesSG2017SGeSG 4.2 16

110 RoleGofGexonicGvariationGinGchemokineGreceptorGgenesGonGnvqSgGppRyYGsXcdYGassociationGwithG
pneumocystisGpneumoniaUGPLoSVGeneticsSG2011SGdSGeXWWYZYe 6 16

109 nGnuclearGq–nGphylogenyGofGtheGwoollyGmammothGOzammuthusGprimigeniusPUGMolecularV
PhylogeneticsVandVEvolutionSG2006SGaWSGcYWTd 4.1 16

108 qevelopmentGandGcharacterizationGofGmicrosatelliteGlociGinGtheGendangeredGoysterGmusselG
rpioblasmaGcapsaeformisGOoivalviagGUnionidaePUGMolecularVEcologyVNotesSG2004SGaSGcafTcbY 16

107
ñhylogeographyGandGsubspeciesGassessmentGofGvicuˆ–asGinGphileGandGooliviaGutilizingGmtq–nGandG
microsatelliteGmarkersgGimplicationsGforGvicuˆ–aGconservationGandGmanagementUGConservationV
GeneticsSG2004SGbSGefTXWY

2.6 16

106 WholeTtenomeGvdentificationSGñhylogenySGandGrvolutionGofGtheGpytochromeGñabWGsamilyGYGOpYñYPG
SubfamiliesGinGoirdsUGGenomeVBiologyVandVEvolutionSG2016SGeSGXXXbTZX 3.9 15

105 ponservationGteneticsGofGtheGpheetahgGyessonsGyearnedGandG–ewGOpportunitiesUGJournalVofVHeredity
SG2017SGXWeSGcdXTcdd 2.4 15

104 ndaptiveGevolutionGofGtheGmatrixGextracellularGphosphoglycoproteinGinGmammalsUGBMCVEvolutionaryV
BiologySG2011SGXXSGZaY 3 15

103 qynamicGandGnonspecificGdispersalGofGhumanGTTcellGleukemiaVlymphomaGvirusGtypeTvGintegrationGinG
culturedGlymphomaGcellsUGVirologySG1986SGXbaSGcdTdb 3.6 15
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102 rvolutionGofGgeneGregulationGinGruminantsGdiffersGbetweenGevolutionaryGbreakpointGregionsGandG
homologousGsyntenyGblocksUGGenomeVResearchSG2019SGYfSGbdcTbef 9.7 15

101 WholeGtenomeGSequencingGandGReTsequencingGofGtheGSableGnntelopeGOPgGnGResourceGforGzonitoringG
qiversityGinGandGñopulationsUGGqxVGenesiVGenomesiVGeneticsSG2019SGfSGXdebTXdfZ 3.2 14

100 pontinuedGdeclineGinGgeneticGdiversityGamongGwildGcheetahsGOncinonyxGjubatusPGwithoutGfurtherGlossG
ofGsemenGqualityUGBiologicalVConservationSG2016SGYWWSGXfYTXff 6.2 14

99 TheGñopulationGOriginsGandGrxpansionGofGseralGpatsGinGnustraliaUGJournalVofVHereditySG2016SGXWdSGXWaTXa 2.4 14

98 rffectGofGhostGgeneticsGonGincidenceGofGuvVGneuroretinalGdisorderGinGpatientsGwithGnvqSUGJournalVofV
AcquiredVImmuneVDeficiencyVSyndromesVeowwwfSG2010SGbaSGZaZTbX 3.1 14

97 uaplotypeGdiversityGinGtheGinterleukinTaGgeneGisGnotGassociatedGwithGuvVTXGtransmissionGandGnvqSG
progressionUGImmunogeneticsSG2003SGbbSGXbdTXca 3.2 14

96 –onpathogenicGyionGandGñumaGyentivirusesGvmpartGResistanceGtoGSuperinfectionGbyGVirulentGselineG
vmmunodeficiencyGVirusUGJournalVofVAcquiredVImmuneVDeficiencyVSyndromesVeowwwfSG2002SGYfSGXTXW 3.1 14

95 nvqSgGaGroleGforGhostGgenesUGHospitalVPracticeVeowwsfSG1998SGZZSGbZTcSGbfTcWSGccTdGpassim 2.2 14

94 nGzutationGinGyToñYGpausesGpongenitalGtlaucomaGinGqomesticGpatsGOselisGcatusPUGPLoSVONESG2016SG
XXSGeWXbaaXY 3.7 14

93 TheGtenomeGRussiaGprojectgGclosingGtheGlargestGremainingGomissionGonGtheGworldGtenomeGmapUG
GigaScienceSG2015SGaSGbZ 7.6 13

92 nssociationGofGhostGgeneticGriskGfactorsGwithGtheGcourseGofGcytomegalovirusGretinitisGinGpatientsG
infectedGwithGhumanGimmunodeficiencyGvirusUGAmericanVJournalVofVOphthalmologySG2011SGXbXSGfffTXWWcUea4.9 13

91 nGsuiteGofGgeneticGmarkersGusefulGinGassessingGwildcatGOselisGsilvestrisGsspUPTdomesticGcatGOselisG
silvestrisGcatusPGadmixtureUGJournalVofVHereditySG2011SGXWYGSupplGXSGSedTfW 2.4 13

90
RiskGfactorsGforGsymptomaticGhyperlactatemiaGandGlacticGacidosisGamongGcombinationGantiretroviralG
therapyTtreatedGadultsGinGootswanagGresultsGfromGaGclinicalGtrialUGAIDSVResearchVandVHumanV
RetrovirusesSG2012SGYeSGdbfTcb

1.6 13

89 ploningGandGmappingGofGcatGOselisGcatusPGimmunoglobulinGandGTTcellGreceptorGgenesUG
ImmunogeneticsSG1998SGadSGYYcTZZ 3.2 13

88 TheGancestralGcarnivoreGkaryotypeGOYnGjGZePGlivesGtodayGinGringtailsUGJournalVofVHereditySG2008SGffSGYaXTbZ 2.4 13

87 tenomicsUGzmuGXcTTcomparativeGgenomicGhighlightsUGScienceSG2002SGYfcSGXcXdTe 33.3 13

86 ñolymorphismsGinGtheGZNGuntranslatedGregionGofGtheGvGkappaGoVznqTZGO–sxovPGgeneGlocatedGonG
chromosomeGXaUGHumanVGeneticsSG1994SGfZSGcfaTc 6.3 13

85 teneticGancestryGofGtheGextinctGwavanGandGoaliGtigersUGJournalVofVHereditySG2015SGXWcSGYadTbd 2.4 12

(2015-2019)
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84 zolecularGevidenceGforGaGrecentGdemographicGexpansionGinGtheGpumaGOñumaGconcolorPGOzammaliaSG
selidaePUGGeneticsVandVMolecularVBiologySG2013SGZcSGbecTfd 2 12

83 nGmutationGinGxvRZqSXGthatGresultsGinGtruncationGandGlackGofGcellGsurfaceGexpressionUG
ImmunogeneticsSG2007SGbfSGeYZTf 3.2 12

82 qetectingGtheGvanishingGpopulationsGofGtheGhighlyGendangeredGqarwinNsGfoxSGñseudalopexGfulvipesUG
AnimalVConservationSG2004SGdSGXadTXbZ 3.2 12

81 uypervariableGgenomicGvariationGtoGreconstructGtheGnaturalGhistoryGofGpopulationsgGlessonsGfromGtheG
bigGcatsUGElectrophoresisSG1995SGXcSGXddXTa 3.6 12

80 TransientGlinkageGdisequilibriumGinGqrosophilaUGNatureSG1971SGYZWSGZZbTc 50.4 12

79 nGpopulationGgeneticGdatabaseGofGcatGbreedsGdevelopedGinGcoordinationGwithGaGdomesticGcatGSTRG
multiplexUGJournalVofVForensicVSciencesSG2012SGbdSGbfcTcWX 1.8 11

78 phromosomalGmappingGofGlysosomalGenzymeGstructuralGgenesGinGtheGdomesticGcatUGGenomicsSG1988SG
YSGZYfTZc 4.3 11

77 RegionalGlocalizationGofGrq–nGgeneGonGpigGchromosomeGXWGbyGinGsituGhybridizationUGNihonVJuigakuV
ZasshiSG1988SGbWSGZaXTb 11

76 TheGtenomeTWideGnnalysisGofGparcinoembryonicGnntigenGSignalingGbyGpolorectalGpancerGpellsGUsingG
R–nGSequencingUGPLoSVONESG2016SGXXSGeWXcXYbc 3.7 11

75 ndaptiveGgenomicGevolutionGofGopsinsGrevealsGthatGearlyGmammalsGflourishedGinGnocturnalG
environmentsUGBMCVGenomicsSG2018SGXfSGXYX 4.5 11

74
vnnovativeGassemblyGstrategyGcontributesGtoGunderstandingGtheGevolutionGandGconservationG
geneticsGofGtheGendangeredGSolenodonGparadoxusGfromGtheGislandGofGuispaniolaUGGigaScienceSG2018SG
dSG

7.6 10

73 qoesGgeneticGintrogressionGimproveGfemaleGreproductiveGperformancelGnGtestGonGtheGendangeredG
sloridaGpantherUGOecologiaSG2012SGXceSGYefTZWW 2.9 10

72 sishGlateralGlineGinnovationgGinsightsGintoGtheGevolutionaryGgenomicGdynamicsGofGaGuniqueG
mechanosensoryGorganUGMolecularVBiologyVandVEvolutionSG2012SGYfSGZeedTfe 8.3 10

71 rquineGsyntenyGmappingGofGcomparativeGanchorGtaggedGsequencesGOpnTSPGfromGhumanG
phromosomeGbUGMammalianVGenomeSG1999SGXWSGXWeYTa 3.2 10

70 tenomicGprospectingUGNatureVMedicineSG1995SGXSGdaYTa 50.5 10

69 ñrecisionGnomenclatureGforGtheGnewGgenomicsUGGigaScienceSG2019SGeSG 7.6 9

68 qeGnovoGsequencingSGassemblyGandGanalysisGofGeightGdifferentGtranscriptomesGfromGtheGzalayanG
pangolinUGScientificVReportsSG2016SGcSGYeXff 4.9 9

67 TheGVertebrateGTyRGSupergeneGsamilyGrvolvedGqynamicallyGbyGteneGtainVyossGandGñositiveG
SelectionGRevealingGaGuostâ��ñathogenGnrmsGRaceGinGoirdsUGDiversitySG2019SGXXSGXZX 2.5 9
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66 teneticGvariationsGaffectingGserumGcarcinoembryonicGantigenGlevelsGandGstatusGofGregionalGlymphG
nodesGinGpatientsGwithGsporadicGcolorectalGcancerGfromGSouthernGphinaUGPLoSVONESG2014SGfSGefdfYZ 3.7 9

65 rvaluationGandGintegrationGofGgeneticGsignatureGforGpredictionGriskGofGnasopharyngealGcarcinomaGinG
SouthernGphinaUGBioMedVResearchVInternationalSG2014SGYWXaSGaZaWdY 3 9

64 zappingGofGtheGdomesticGcatGISvyVrRIGcoatGcolorGlocusGidentifiesGaGuniqueGgenomicGlocationGforG
silverGinGmammalsUGJournalVofVHereditySG2009SGXWWGSupplGXSGSeTXZ 2.4 9

63 npplyingGmolecularGgeneticGtoolsGtoGtigerGconservationUGIntegrativeVZoologySG2010SGbSGZbXTZcY 1.9 9

62 TheGplatypusGgenomeGunraveledUGCellSG2008SGXZZSGfbZTb 56.2 9

61 vsolationGandGcharacterizationGofGmicrosatelliteGmarkersGinGpangolinsGOzammaliaSGñholidotaSGzanisG
sppUPUGMolecularVEcologyVNotesSG2007SGdSGYcfTYdY 9

60 zitogenomicGsequencesGsupportGaGnorthTsouthGsubspeciesGsubdivisionGwithinGSolenodonG
paradoxusUGMitochondrialVDNAVPartVAxVDNAVMappingiVSequencingiVandVAnalysisSG2017SGYeSGccYTcdW 1.3 8

59 npplyingGmolecularGgeneticGtoolsGtoGtheGconservationGandGactionGplanGforGtheGcriticallyGendangeredG
sarGrasternGleopardGOñantheraGpardusGorientalisPUGComptesVRendusVkVBiologiesSG2003SGZYcGSupplGXSGSfZTd 1.4 8

58 nreGpangolinsGscapegoatsGofGtheGpOVvqTXfGoutbreakTpoVGtransmissionGandGpathologyGevidencelUG
ConservationVLettersSG2020SGXZSGeXYdba 6.9 8

57 tenomeTwideGsequenceGanalysesGofGethnicGpopulationsGacrossGRussiaUGGenomicsSG2020SGXXYSGaaYTabe 4.3 8

56 tenomeTWideGnnalysesGRevealGteneGvnfluenceGonGuvVGqiseaseGñrogressionGandGuvVTXpGncquisitionG
inGSouthernGnfricaUGAIDSVResearchVandVHumanVRetrovirusesSG2017SGZZSGbfdTcWf 1.6 7

55 ñuttingGRussiaGonGtheGgenomeGmapUGScienceSG2015SGZbWSGdad 33.3 7

54 TheGdynamicGproliferationGofGpanSv–rsGmirrorsGtheGcomplexGevolutionGofGseliformsUGBMCV
EvolutionaryVBiologySG2014SGXaSGXZd 3 7

53 qevelopmentGofGzupTyinkedGzicrosatelliteGzarkersGinGtheGqomesticGpatGandGTheirGUseGtoGrvaluateG
zupGqiversityGinGqomesticGpatsSGpheetahsSGandGtirGyionsUGJournalVofVHereditySG2014SGXWbSGafZTbWb 2.4 7

52 zolecularGgeneticGevidenceGforGsocialGgroupGdisruptionGofGwildGvicuˆ–asGVicugnaGvicugnaGcapturedGforG
woolGharvestGinGphileUGSmallVRuminantVResearchSG2009SGeaSGYeTZa 1.7 7

51 tenomesGandGevolutiongGtheGpowerGofGcomparativeGgenomicsUGCurrentVOpinionVinVGeneticsVandV
DevelopmentSG2005SGXbSGbcfTdX 4.9 7

50 StatusGofGtheGworldNsGsmallestGmammalSGtheGbumbleTbeeGbatGpraseonycterisGthonglongyaiSGinG
zyanmarUGOryxSG2006SGaWSGabcTacZ 1.5 7

49 TheGgenomicsGgenerationUGCurrentVBiologySG1993SGZSGZfbTZfd 6.3 7

(1993-2014)
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48 ñositiveGSelectionGyinkedGwithGtenerationGofG–ovelGzammalianGqentitionGñatternsUGGenomeVBiologyV
andVEvolutionSG2016SGeSGYdaeTbf 3.9 6

47 nvianGoinocularityGandGndaptationGtoG–octurnalGrnvironmentsgGtenomicGvnsightsGfromGaGuighlyG
qerivedGVisualGñhenotypeUGGenomeVBiologyVandVEvolutionSG2019SGXXSGYYaaTYYbb 3.9 6

46 yackGofGassociationsGbetweenGuynGclassGvvGallelesGandGresistanceGtoGuvVTXGinfectionGamongGwhiteSG
nonTuispanicGhomosexualGmenUGJournalVofVAcquiredVImmuneVDeficiencyVSyndromesVeowwwfSG2004SGZdSGXZXZTd3.1 6

45 SerumGantibodyGtoGRiftGValleyGfeverGvirusGinGnfricanGcarnivoresUGAnnalsVofVtheVNewVYorkVAcademyVofV
SciencesSG1996SGdfXSGZabTf 6.5 6

44 yinkageGmappingGofGhumanGpolymorphicGproteinsGidentifiedGbyGtwoTdimensionalGelectrophoresisUG
GenomicsSG1991SGXXSGedbTea 4.3 6

43 –ewGhighGcopyGtandemGrepeatGinGtheGcontentGofGtheGchickenGWGchromosomeUGChromosomaSG2018SG
XYdSGdZTeZ 2.8 5

42 ñtqgGaGpangolinGgenomeGhubGforGtheGresearchGcommunityUGDatabasexVtheVJournalVofVBiologicalV
DatabasesVandVCurationSG2016SGYWXcSG 5 5

41 RestoringGtigersGtoGtheGpaspianGregionUGScienceSG2011SGZZZSGeYYTZ 33.3 5

40 nnalysisGofGdemographicGandGgeneticGtrendsGforGdevelopingGaGcaptiveGbreedingGmasterplanGforGtheG
giantGpandaafbTbXf 5

39 patsUGCurrentVBiologySG2004SGXaSGRfeeTf 6.3 5

38 zolecularGcloningSGchromosomalGassignmentSGandGnucleotideGsequenceGofGtheGfelineGhomeoboxG
uOXZnUGGenomicsSG1991SGXXSGXWWdTXZ 4.3 5

37 ooneTassociatedGgeneGevolutionGandGtheGoriginGofGflightGinGbirdsUGBMCVGenomicsSG2016SGXdSGZdX 4.5 5

36 teneticGrvidenceGforGpontrastingGWetlandGandGSavannahGuabitatGSpecializationsGinGqifferentG
ñopulationsGofGyionsGOñantheraGleoPUGJournalVofVHereditySG2016SGXWdSGXWXTZ 2.4 4

35 WholeTtenomeGnnalysisGofGzycobacteriumGtuberculosisGfromGñatientsGwithGTuberculousG
SpondylitisSGRussiaUGEmergingVInfectiousVDiseasesSG2018SGYaSGbdfTbeZ 10.2 4

34 nnalyticalGIbakeToffIGofGwholeGgenomeGsequencingGqualityGforGtheGtenomeGRussiaGprojectGusingGaG
smallGcohortGforGautoimmuneGhepatitisUGPLoSVONESG2018SGXZSGeWYWWaYZ 3.7 4

33 nrtifactsGofGtheGXUfxGfelineGgenomeGassemblyGderivedGfromGtheGfelineTspecificGsatelliteGsequenceUG
JournalVofVHereditySG2009SGXWWGSupplGXSGSXaTe 2.4 4

32 ploningGandGchromosomeGmappingGofGtheGfelineGgenesGpYXWnsXGandGpYdxipXUGGeneSG1997SGXfeSGXaXTd 3.8 4

31
teneticGcharacterizationGofGparentalGcellGlinesGandGbiochemicalGanalysisGofGsomaticGcellGhybridsG
betweenGmouseGORntPGcellsGandGfibroblastsGofGntelesGpaniscusGchamekGOprimatesSGplatyrrhiniPUG
AmericanVJournalVofVPrimatologySG1993SGZWSGXeXTXfa

2.5 4
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30 ponservationGteneticsGofGtheGpheetahgGteneticGuistoryGandGvmplicationsGforGponservationG2018SGdXTfY 4

29 ñrimaryGculturesGofGhumanGcolonGcancerGasGaGmodelGtoGstudyGcancerGstemGcellsUGTumorVBiologySG2016SG
ZdSGXYeZZTXYeaY 2.9 3

28 WhatGvsGaGTigerlGteneticsGandGñhylogeographyG2010SGZbTbX 3

27 rxaminationGofGdiseaseTbasedGselectionSGdemographicGhistoryGandGpopulationGstructureGinGruropeanG
YTchromosomeGhaplogroupGvUGJournalVofVHumanVGeneticsSG2010SGbbSGcXZTYW 4.3 3

26 ndaptiveGchaosGandGnvqSUGCurrentVBiologySG1992SGYSGYWZTb 6.3 3

25 TheGqomesticGpatSGselisGcatusSGasGaGzodelGofGuereditaryGandGvnfectiousGqiseaseG2008SGYYXTYZY 3

24 nGoeautifulGyifegGuighGRiskTuighGñayoffGinGteneticGScienceUGAnnualVReviewVofVAnimalVBiosciencesSG
2020SGeSGXTYa 13.7 3

23 xoalasGOñhascolarctosGcinereusPGsromGQueenslandGnreGteneticallyGqistinctGsromGYGñopulationsGinG
VictoriaUGJournalVofVHereditySG2016SGXWdSGbdZTbeW 2.4 3

22 pomparativeGphromosomeGzappingGofGzuskGOxGandGtheGXGphromosomeGamongGSomeGoovidaeG
SpeciesUGGenesSG2019SGXWSG 4.2 3

21 –ewGteneGVariantsGnssociatedGwithGtheGRiskGofGphronicGuoVGvnfectionUGVirologicaVSinicaSG2020SGZbSGZdeTZed6.4 3

20 tWnTpugGaGwebGplatformGforGautomatedGgeneGassociationGdiscoveryGanalysisUGGigaScienceSG2014SGZSGXe 7.6 2

19 pomparativeGgenomicsGinGvertebratesgGaGroleGforGtheGplatypusUGvntroductionUGReproductioniVFertilityV
andVDevelopmentSG2009SGYXSGviiTix 1.8 2

18 ñarentageGassessmentGamongGcaptiveGgiantGpandasGinGphinaYabTYdZ 2

17 teneticGaspectsGofGcarcinogenesisGandGcarcinogenGtestingUGJournalVofVToxicologyVandVEnvironmentalV
HealthVkVPartVAxVCurrentVIssuesSG1979SGbSGcfTeX 3.2 2

16 ResponseGtoGpommentGbyGsaurbySGWerdelinGandGSvenningUGGenomeVBiologySG2016SGXdSGfW 18.3 2

15 nGdecadeGofGtigaSciencegGnGperspectiveGonGconservationGgeneticsUGGigaScienceSG2022SGXXSG 7.6 2

14 teneticGsutureGforGsloridaGñanthersTTResponseUGScienceSG2010SGZZWSGXdaaTXdaa 33.3 1

13 TwoTdimensionalGproteinGelectrophoresisGinGphylogeneticGstudiesUGMethodsVinVEnzymologySG1993SG
YYaSGXXZTYX 1.7 1

(1993-2018)

25



12 nssignmentGofGtheGfelineGalphaTyTiduronidaseGgeneGtoGchromosomeGqaUGGenomicsSG1989SGaSGaaYTa 4.3 1

11 ñarallelsGofGgenomicGorganizationGandGofGendogenousGretrovirusGorganizationGinGcatGandGmanUG
GenesisSG1983SGaSGZaXTZba 1

10 qraftGgenomeGofGougulaGneritinaSGaGcolonialGanimalGpackingGpowerfulGsymbiontsGandGpotentialG
medicinesUGScientificVDataSG2020SGdSGZbc 8.2 1

9 yifeGtableGestimatorGrevisitedUGCommunicationsVinVStatisticsVkVTheoryVandVMethodsSG2018SGadSGYXYcTYXZZ 0.5 1

8 SignalGlocalizationgGaGnewGapproachGinGsignalGdiscoveryUGBiometricalVJournalSG2017SGbfSGXYcTXaa 1.5 0

7 ReplyGfromGsUvUGONorienUGTrendsVinVEcologyVandVEvolutionSG1989SGaSGXde 10.9 0

6 rvolutiongGaGnewGcatGspeciesGemergesUGCurrentVBiologySG2013SGYZSGRXXWZTb 6.3

5 ReplygUGHepatologySG2011SGbaSGZdbTZdc 11.2

4 ñalaeontologicalGandGmolecularGviewsGofGpandaGphylogenyUGNatureSG1986SGZXfSGaYeTaYe 50.4

3 TheGpairedGlabelGassayGforGcellGsurfaceGantigensUGTissueVCultureVAssociationVManualSG1976SGYSGaYZTaYd

2 ñreoperativeGtranscatheterGarterialGchemotherapyGmayGsuppressGoxidativeGstressGinGhepatocellularG
carcinomaGcellsGandGreduceGtheGriskGofGshortTtermGrelapseUGOncotargetSG2017SGeSGbaaWYTbaaXb 3.3

1 teneticGnnalysisGinGzammalsgGñastSGñresentSGandGsutureG1986SGXZfTXaf
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