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Sexual Dimorphism in Metabolic Responses to Western Diet in Drosophila melanogaster.
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Ensemble Learning Based Gene Regulatory Network Inference. , 2021, , . 4

The genome sequence of the grape phylloxera provides insights into the evolution, adaptation, and
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Drosophila-associated bacteria differentially shape the nutritional requirements of their host during
juvenile growth. PLoS Biology, 2020, 18, e3000681.

Draft Genome Sequences of Two Cultivable Strains of the Bacterial Symbiont Serratia symbiotica.
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Sawfly Genomes Reveal Evolutionary Acquisitions That Fostered the Mega-Radiation of Parasitoid and
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Assessment of a 16S <scp>rRNA</[scp> amplicon lllumina sequencing procedure for studying the
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A Genomic Reappraisal of Symbiotic Function in the Aphid/Buchnera Symbiosis: Reduced Transporter
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Multimodal dynamic response of the <i>Buchnera aphidicola</i> pLeu plasmid to variations in leucine
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