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i Paper IF Citations

128 ypisodesMofMxiversificationMandMIsolationMinMIslandMSoutheastMusianMandMNearMOceanianMMaleM
LineagesbbMMolecularhBiologyhandhEvolutionZM2022ZMgmZM 8.3 1

127 MultidisciplinaryMinvestigationMrevealsManMindividualMofMWestMufricanMoriginMburiedMinMaMPortugueseM
MesolithicMshellMmiddenMfourMcenturiesMagobMJournalhofhArchaeologicalhScience:hReportsZM2022ZMhfZMedggkd 0.7 0

126 unMempiricalMevaluationMofMgenotypeMimputationMofMancientMxNubbMG3:hGenesvhGenomesvhGeneticsZM
2022ZM 3.2 1

125 womparisonMofMsequencingMdataMprocessingMpipelinesMandMapplicationMtoMunderrepresentedMufricanM
humanMpopulationsbMBMChBioinformaticsZM2021ZMffZMhll 3.6 2

124 MobilityMpatternsMinMinlandMsouthwesternMSwedenMduringMtheMNeolithicMandMyarlyMvronzeMugebM
ArchaeologicalhandhAnthropologicalhSciencesZM2021ZMegZMe 1.8 3

123 ystimatingMdivergenceMtimesMfromMxNuMsequencesbMGeneticsZM2021ZMfekZM 4 4

122 TheMşeneticMVariationMofMLactaseMPersistenceMullelesMinMSudanMandMSouthMSudanbMGenomehBiologyhandh
EvolutionZM2021ZMegZM 3.9 1

121 MultipleMmigrationsMtoMtheMPhilippinesMduringMtheMlastMidZdddMyearsbMProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaZM2021ZMeelZM 11.5 18

120 şenomicMinsightsMintoMpopulationMhistoryMandMbiologicalMadaptationMinMOceaniabMNatureZM2021ZMimfZMilgailm50.4 26

119 HumanMoriginsMinMSouthernMufricanMpalaeoawetlandssMStrongMclaimsMfromMweakMevidencebMJournalhofh
ArchaeologicalhScienceZM2021ZMegdZMedigkh 2.9 3

118 VariableMkinshipMpatternsMinMNeolithicMunatoliaMrevealedMbyMancientMgenomesbMCurrenthBiologyZM2021ZM
geZMfhiiafhjlbeel 6.3 9

117 şenomeMofMPe¯�teraMMuieriiMskullMshowsMhighMdiversityMandMlowMmutationalMloadMinMpreaglacialMyuropebM
CurrenthBiologyZM2021ZMgeZMfmkgafmlgbem 6.3 3

116 MaternalMgeneticMoriginMofMtheMlateMandMfinalMNeolithicMhumanMpopulationsMfromMpresentadayMPolandbM
AmericanhJournalhofhPhysicalhAnthropologyZM2021ZMekjZMffgafgj 2.5 0

115 TasteMperceptionMandMlifestylenMinsightsMfromMphenotypeMandMgenomeMdataMamongMufricansMandM
usiansbMEuropeanhJournalhofhHumanhGeneticsZM2021ZMfmZMgfiaggk 5.3 3

114 TheMdeepMpopulationMhistoryMinMufricabMHumanhMolecularhGeneticsZM2021ZMgdZMRfaRed 5.6 8

113 LaterMStoneMugeMhumanMhairMfromMVaalkransMShelterZMwapeMzloristicMRegionMofMSouthMufricaZMrevealsM
geneticMaffinityMtoMKhoeMgroupsbMAmericanhJournalhofhPhysicalhAnthropologyZM2021ZMekhZMkdeakeg 2.5 2

112 PhilippineMuytaMpossessMtheMhighestMlevelMofMxenisovanMancestryMinMtheMworldbMCurrenthBiologyZM2021ZM
geZMhfemahfgdbeed 6.3 11
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111 yvolutionMofMcytokineMproductionMcapacityMinMancientMandMmodernMyuropeanMpopulationsbMELifeZM2021
ZMedZM 8.9 7

110 unalysisMofMPopulationMStructureM2021ZMhkajl

109 HumanMpopulationMdynamicsMandMinMancientMnortheastMusiabMSciencehAdvancesZM2021ZMkZM 14.3 11

108 IlluminatingMşeneticMMysteriesMofMtheMxeadMSeaMScrollsbMCellZM2020ZMeleZMefelaefgebefk 56.2 5

107 TheMNeolithicMPittedMWareMcultureMforagersMwereMculturallyMbutMnotMgeneticallyMinfluencedMbyMtheM
vattleMuxeMcultureMherdersbMAmericanhJournalhofhPhysicalhAnthropologyZM2020ZMekfZMjglajhm 2.5 8

106 YawhromosomeMVariationMinMSouthernMufricanMKhoeaSanMPopulationsMvasedMonMWholeaşenomeM
SequencesbMGenomehBiologyhandhEvolutionZM2020ZMefZMedgeaedgm 3.9 4

105 KhoeaSanMşenomesMRevealMUniqueMVariationMandMwonfirmMtheMxeepestMPopulationMxivergenceMinM
HomoMsapiensbMMolecularhBiologyhandhEvolutionZM2020ZMgkZMfmhhafmih 8.3 28

104 RobustMgenomeawideMancestryMinferenceMforMheterogeneousMdatasetsnMillustratedMusingMtheMeZdddM
genomeMprojectMwithMgxMfacialMimagesbMScientifichReportsZM2020ZMedZMeelid 4.9 2

103
MitochondrialMgenomesMfromMvronzeMugeMPolandMrevealMgeneticMcontinuityMfromMtheMLateMNeolithicM
andMadditionalMgeneticMaffinitiesMwithMtheMsteppeMpopulationsbMAmericanhJournalhofhPhysicalh
AnthropologyZM2020ZMekfZMekjaell

2.5 8

102 wopyMnumberMdeterminationMofMtheMgeneMforMtheMhumanMpancreaticMpolypeptideMreceptorMNPYhRM
usingMreadMdepthManalysisMandMdropletMdigitalMPwRbMBMChBiotechnologyZM2019ZMemZMge 3.5 1

101 MegalithicMtombsMinMwesternMandMnorthernMNeolithicMyuropeMwereMlinkedMtoMaMkindredMsocietybM
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaZM2019ZMeejZMmhjmamhkh 11.5 41

100 şeneticMuffinitiesMamongMSouthernMufricaMHunteraşatherersMandMtheMImpactMofMudmixingMzarmerMandM
HerderMPopulationsbMMolecularhBiologyhandhEvolutionZM2019ZMgjZMelhmaelje 8.3 15

99 TheMgenomicMancestryMofMtheMScandinavianMvattleMuxeMwultureMpeopleMandMtheirMrelationMtoMtheM
broaderMwordedMWareMhorizonbMProceedingshofhthehRoyalhSocietyhB:hBiologicalhSciencesZM2019ZMfljZMfdemeifl4.4 17

98 VikingMwarriorMwomensMReassessingMvirkaMchamberMgraveMvjbilebMAntiquityZM2019ZMmgZMeleaeml 1 23

97 McSwannMuMjointMsiteMfrequencyMspectrumMmethodMtoMdetectMandMdateMselectiveMsweepsMacrossM
multipleMpopulationMgenomesbMMolecularhEcologyhResourcesZM2019ZMemZMflgafmi 8.4 6

96 TalesMofMHumanMMigrationZMudmixtureZMandMSelectionMinMufricabMAnnualhReviewhofhGenomicshandh
HumanhGeneticsZM2018ZMemZMhdiahfl 9.7 51

95
zourMmillenniaMofMIberianMbiomolecularMprehistoryMillustrateMtheMimpactMofMprehistoricMmigrationsMatM
theMfarMendMofMyurasiabMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaZM2018ZMeeiZMghflaghgg

11.5 51

94 MitochondrialMgenomesMrevealManMeastMtoMwestMclineMofMsteppeMancestryMinMwordedMWareM
populationsbMScientifichReportsZM2018ZMlZMeejdg 4.9 17
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93 şenomicMandMStrontiumMIsotopeMVariationMRevealMImmigrationMPatternsMinMaMVikingMugeMTownbM
CurrenthBiologyZM2018ZMflZMfkgdafkglbeed 6.3 27

92 ystimatingMgeneticMkinMrelationshipsMinMprehistoricMpopulationsbMPLoShONEZM2018ZMegZMedemihme 3.7 89

91 InvestigatingMHoloceneMhumanMpopulationMhistoryMinMNorthMusiaMusingMancientMmitogenomesbM
ScientifichReportsZM2018ZMlZMlmjm 4.9 10

90 PopulationMgenomicsMofMMesolithicMScandinavianMInvestigatingMearlyMpostglacialMmigrationMroutesMandM
highalatitudeMadaptationbMPLoShBiologyZM2018ZMejZMefddgkdg 9.7 107

89 NewMinsightsMonMculturalMdualismMandMpopulationMstructureMinMtheMMiddleMNeolithicMzunnelMveakerM
cultureMonMtheMislandMofMşotlandbMJournalhofhArchaeologicalhScience:hReportsZM2018ZMekZMgfiaggh 0.7 9

88 uncientMhumanMxNunMHowMsequencingMtheMgenomeMofMaMboyMfromMvallitoMvayMchangedMhumanM
historybMSouthhAfricanhJournalhofhScienceZM2018ZMeehZM 1.3 4

87 uncientMgenomesMsuggestMtheMeasternMPonticawaspianMsteppeMasMtheMsourceMofMwesternMIronMugeM
nomadsbMSciencehAdvancesZM2018ZMhZMeaathhik 14.3 37

86 PatternsMofMvariationMinMcisaregulatoryMregionsnMexaminingMevidenceMofMpurifyingMselectionbMBMCh
GenomicsZM2018ZMemZMmi 4.5 5

85
TheMstoneMcistMconundrumnMuMmultidisciplinaryMapproachMtoMinvestigateMLateMNeolithiccyarlyMvronzeM
ugeMpopulationMdemographyMonMtheMislandMofMşotlandbMJournalhofhArchaeologicalhScience:hReportsZM
2018ZMfdZMgfhaggk

0.7 3

84 TracingMtheMpeoplingMofMtheMworldMthroughMgenomicsbMNatureZM2017ZMiheZMgdfaged 50.4 338

83
uncientMXMchromosomesMrevealMcontrastingMsexMbiasMinMNeolithicMandMvronzeMugeMyurasianM
migrationsbMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaZM2017ZM
eehZMfjikafjjf

11.5 69

82 udaptationMtoMinfectiousMdiseaseMexposureMinMindigenousMSouthernMufricanMpopulationsbMProceedingsh
ofhthehRoyalhSocietyhB:hBiologicalhSciencesZM2017ZMflhZM 4.4 11

81 LateMxanubianMmitochondrialMgenomesMshedMlightMintoMtheMNeolithisationMofMwentralMyuropeMinMtheMiM
millenniumMvwbMBMChEvolutionaryhBiologyZM2017ZMekZMld 3 12

80 şenomicMunalysesMofMPreayuropeanMwonquestMHumanMRemainsMfromMtheMwanaryMIslandsMRevealMwloseM
uffinityMtoMModernMNorthMufricansbMCurrenthBiologyZM2017ZMfkZMggmjaghdfbei 6.3 32

79 SouthernMufricanMancientMgenomesMestimateMmodernMhumanMdivergenceMtoMgidZdddMtoMfjdZdddM
yearsMagobMScienceZM2017ZMgilZMjifajii 33.3 223

78 NortheastMufricanMgenomicMvariationMshapedMbyMtheMcontinuityMofMindigenousMgroupsMandMyurasianM
migrationsbMPLoShGeneticsZM2017ZMegZMeeddjmkj 6 32

77 uMfemaleMVikingMwarriorMconfirmedMbyMgenomicsbMAmericanhJournalhofhPhysicalhAnthropologyZM2017ZM
ejhZMligaljd 2.5 43

76 InvestigatingMkinshipMofMNeolithicMpostaLvKMhumanMremainsMfromMKruszaMZamkowaZMPolandMusingM
ancientMxNubMForensichSciencehInternational:hGeneticsZM2017ZMfjZMgdagm 4.3 21
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75
ReplyMtoMLazaridisMandMReichnMRobustMmodelabasedMinferenceMofMmaleabiasedMadmixtureMduringM
vronzeMugeMmigrationMfromMtheMPonticawaspianMSteppebMProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaZM2017ZMeehZMyglkiayglkk

11.5 10

74 TheMdisappearingMSanMofMsoutheasternMufricaMandMtheirMgeneticMaffinitiesbMHumanhGeneticsZM2016ZMegiZMegjiaegkg6.3 17

73 TheMmitogenomeMofMaMgiZdddayearaoldMHomoMsapiensMfromMyuropeMsupportsMaMPalaeolithicM
backamigrationMtoMufricabMScientifichReportsZM2016ZMjZMfiide 4.9 16

72 InferringMPastMyffectiveMPopulationMSizeMfromMxistributionsMofMwoalescentMTimesbMGeneticsZM2016ZM
fdhZMeemeaefdj 4 19

71
LongatermMgeneticMstabilityMandMaMhighaaltitudeMyastMusianMoriginMforMtheMpeoplesMofMtheMhighMvalleysM
ofMtheMHimalayanMarcbMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaZM2016ZMeegZMkhliamd

11.5 97

70 şenomicMyvidenceMystablishesMunatoliaMasMtheMSourceMofMtheMyuropeanMNeolithicMşeneMPoolbMCurrenth
BiologyZM2016ZMfjZMfkdafki 6.3 89

69 şenesMmirrorMmigrationsMandMculturesMinMprehistoricMyuropeaaMpopulationMgenomicMperspectivebM
CurrenthOpinionhinhGeneticshandhDevelopmentZM2016ZMheZMeeiaefg 4.9 33

68 TheMxemographicMxevelopmentMofMtheMzirstMzarmersMinMunatoliabMCurrenthBiologyZM2016ZMfjZMfjimafjjj 6.3 112

67 wlumpaknMaMprogramMforMidentifyingMclusteringMmodesMandMpackagingMpopulationMstructureM
inferencesMacrossMKbMMolecularhEcologyhResourcesZM2015ZMeiZMeekmame 8.4 1526

66 POPULuTIONMşyNyTIwSbMşenomicMevidenceMforMtheMPleistoceneMandMrecentMpopulationMhistoryMofM
NativeMumericansbMScienceZM2015ZMghmZMaabgllh 33.3 317

65 HumanMadaptationMtoMarsenicarichMenvironmentsbMMolecularhBiologyhandhEvolutionZM2015ZMgfZMeihhaii 8.3 95

64 HaploPOPnMaMsoftwareMthatMimprovesMpopulationMassignmentMbyMcombiningMmarkersMintoMhaplotypesbM
BMChBioinformaticsZM2015ZMejZMfhf 3.6 5

63 uncientMgenomesMlinkMearlyMfarmersMfromMutapuercaMinMSpainMtoMmodernadayMvasquesbMProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaZM2015ZMeefZMeemekaff 11.5 171

62
uncientMmitochondrialMxNuMfromMtheMnorthernMfringeMofMtheMNeolithicMfarmingMexpansionMinMyuropeM
shedsMlightMonMtheMdispersionMprocessbMPhilosophicalhTransactionshofhthehRoyalhSocietyhB:hBiologicalh
SciencesZM2015ZMgkdZMfdegdgkg

5.8 48

61 TheMoriginMandMevolutionMofMmaizeMinMtheMSouthwesternMUnitedMStatesbMNaturehPlantsZM2015ZMeZMehddg 11.5 99

60 unthropologicalMxescriptionMofMSkeletalMMaterialMfromMtheMxniesterMvarrowcemeteryMwomplexZM
YampilMRegionZMVinnitsaMOblastMVUkraineWbMBalticwPontichStudiesZM2015ZMfdZMfmgaggj 0 1

59 TheMgenomeMofMaMLateMPleistoceneMhumanMfromMaMwlovisMburialMsiteMinMwesternMMontanabMNatureZM
2014ZMidjZMffiam 50.4 357

58 şenomicMdiversityMandMadmixtureMdiffersMforMStoneaugeMScandinavianMforagersMandMfarmersbMScienceZM
2014ZMghhZMkhkaid 33.3 232

(2014-2017)
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57 LactaseMpersistenceMallelesMrevealMpartialMyastMufricanMancestryMofMsouthernMufricanMKhoeM
pastoralistsbMCurrenthBiologyZM2014ZMfhZMlifal 6.3 83

56 SeparatingMendogenousMancientMxNuMfromMmodernMdayMcontaminationMinMaMSiberianMNeandertalbM
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaZM2014ZMeeeZMfffmagh 11.5 244

55 UpperMPalaeolithicMSiberianMgenomeMrevealsMdualMancestryMofMNativeMumericansbMNatureZM2014ZMidiZMlkame50.4 581

54 InvestigatingMpopulationMhistoryMusingMtemporalMgeneticMdifferentiationbMMolecularhBiologyhandh
EvolutionZM2014ZMgeZMfiejafk 8.3 34

53 ussessingMtheMmaximumMcontributionMfromMancientMpopulationsbMMolecularhBiologyhandhEvolutionZM
2014ZMgeZMefhlajd 8.3 11

52 TheMgeneticMprehistoryMofMtheMNewMWorldMurcticbMScienceZM2014ZMghiZMefiilgf 33.3 204

51 PrivateMhaplotypesMcanMrevealMlocalMadaptationbMBMChGeneticsZM2014ZMeiZMje 2.6 20

50 şeneticMvariationMrevealsMlargeascaleMpopulationMexpansionMandMmigrationMduringMtheMexpansionMofM
vantuaspeakingMpeoplesbMProceedingshofhthehRoyalhSocietyhB:hBiologicalhSciencesZM2014ZMfleZM 4.4 66

49 uccurateMsexMidentificationMofMancientMhumanMremainsMusingMxNuMshotgunMsequencingbMJournalhofh
ArchaeologicalhScienceZM2013ZMhdZMhhkkahhlf 2.9 212

48 InferringMpopulationMsizeMchangesMwithMsequenceMandMSNPMdatanMlessonsMfromMhumanMbottlenecksbM
HeredityZM2013ZMeedZMhdmaem 3.6 56

47 StrongerMsignalMofMrecentMselectionMforMlactaseMpersistenceMinMMaasaiMthanMinMyuropeansbMEuropeanh
JournalhofhHumanhGeneticsZM2013ZMfeZMiidag 5.3 27

46 unisotropicMisolationMbyMdistancenMtheMmainMorientationsMofMhumanMgeneticMdifferentiationbMMolecularh
BiologyhandhEvolutionZM2013ZMgdZMiegafi 8.3 27

45 TheMrelationshipMbetweenMzVSTWMandMtheMfrequencyMofMtheMmostMfrequentMallelebMGeneticsZM2013ZMemgZMieiafl4 145

44 PossibleMpositiveMselectionMforManMarsenicaprotectiveMhaplotypeMinMhumansbMEnvironmentalhHealthh
PerspectivesZM2013ZMefeZMigal 8.4 40

43 MicrosatelliteMgenotypingMrevealsMendaPleistoceneMdeclineMinMmammothMautosomalMgeneticM
variationbMMolecularhEcologyZM2012ZMfeZMggmeahdf 5.7 34

42 şeneticMvariationMofMeiMautosomalMSTRMlociMinMvariousMpopulationsMfromMsouthernMufricabMForensich
SciencehInternational:hGeneticsZM2012ZMjZMefdae 4.3 5

41 şenomicMvariationMinMsevenMKhoeaSanMgroupsMrevealsMadaptationMandMcomplexMufricanMhistorybM
ScienceZM2012ZMgglZMgkham 33.3 286

40 ystimatingMdemographicMparametersMfromMlargeascaleMpopulationMgenomicMdataMusingMupproximateM
vayesianMwomputationbMBMChGeneticsZM2012ZMegZMff 2.6 32
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39 OriginsMandMgeneticMlegacyMofMNeolithicMfarmersMandMhunteragatherersMinMyuropebMScienceZM2012ZMggjZMhjjam33.3 410

38 PopulationMgeneticMnatureMofMcopyMnumberMvariationbMMethodshinhMolecularhBiologyZM2012ZMlglZMfdmafg 1.4 17

37 JointManalysisMofMdemographyMandMselectionMinMpopulationMgeneticsnMwhereMdoMweMstandMandMwhereM
couldMweMgosbMMolecularhEcologyZM2012ZMfeZMflahh 5.7 100

36 ResequencingMdataMprovideMnoMevidenceMforMaMhumanMbottleneckMinMufricaMduringMtheMpenultimateM
glacialMperiodbMMolecularhBiologyhandhEvolutionZM2012ZMfmZMelieajd 8.3 33

35 wombiningMmarkersMintoMhaplotypesMcanMimproveMpopulationMstructureMinferencebMGeneticsZM2012ZM
emdZMeimakh 4 31

34 şeneticMvariationMandMpopulationMstructureMofMSudaneseMpopulationsMasMindicatedMbyMeiMIdentifilerM
sequenceataggedMrepeatMVSTRWMlocibMInvestigativehGeneticsZM2011ZMfZMef 22

33 HaplotypeMvariationMandMgenotypeMimputationMinMufricanMpopulationsbMGenetichEpidemiologyZM2011ZM
giZMkjjald 2.6 31

32 xeepMdivergencesMofMhumanMgeneMtreesMandMmodelsMofMhumanMoriginsbMMolecularhBiologyhandh
EvolutionZM2011ZMflZMllmaml 8.3 53

31 urchaicMhumanMancestryMinMyastMusiabMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaZM2011ZMedlZMelgdeaj 11.5 113

30 ystimationMofMpopulationMdivergenceMtimesMfromMnonaoverlappingMgenomicMsequencesnMexamplesM
fromMdogsMandMwolvesbMMolecularhBiologyhandhEvolutionZM2011ZMflZMeidiaek 8.3 50

29 womparingMspatialMmapsMofMhumanMpopulationageneticMvariationMusingMProcrustesManalysisbMStatisticalh
ApplicationshinhGeneticshandhMolecularhBiologyZM2010ZMmZMurticleMeg 1.2 84

28 HighMfrequencyMofMlactoseMintoleranceMinMaMprehistoricMhunteragathererMpopulationMinMnorthernM
yuropebMBMChEvolutionaryhBiologyZM2010ZMedZMlm 3 60

27 NonlinearMdynamicsMofMnonsynonymousMVdNWMandMsynonymousMVdSWMsubstitutionMratesMaffectsM
inferenceMofMselectionbMGenomehBiologyhandhEvolutionZM2009ZMeZMgdlaem 3.9 75

26 wOMPuSSnMaMprogramMforMgeneratingMserialMsamplesMunderManMinfiniteMsitesMmodelbMBioinformaticsZM
2009ZMfiZMflhiak 7.2 9

25
OutMofMufricanMmodernMhumanMoriginsMspecialMfeaturenMexplainingMworldwideMpatternsMofMhumanM
geneticMvariationMusingMaMcoalescentabasedMserialMfounderMmodelMofMmigrationMoutwardMfromMufricabM
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaZM2009ZMedjZMejdikajf

11.5 124

24 SequenceMdeterminantsMofMhumanMmicrosatelliteMvariabilitybMBMChGenomicsZM2009ZMedZMjef 4.5 36

23 HaplotypicMbackgroundMofMaMprivateMalleleMatMhighMfrequencyMinMtheMumericasbMMolecularhBiologyhandh
EvolutionZM2009ZMfjZMmmiaedej 8.3 48

22 şenotypeZMhaplotypeMandMcopyanumberMvariationMinMworldwideMhumanMpopulationsbMNatureZM2008ZM
hieZMmmlaeddg 50.4 662

(2008-2012)
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21 UsingMpopulationMmixturesMtoMoptimizeMtheMutilityMofMgenomicMdatabasesnMlinkageMdisequilibriumMandM
associationMstudyMdesignMinMIndiabMAnnalshofhHumanhGeneticsZM2008ZMkfZMigiahj 2.2 27

20 xemographicMhistoryMofMeuropeanMpopulationsMofMurabidopsisMthalianabMPLoShGeneticsZM2008ZMhZMeeddddki6 150

19 uxZynMaMrarefactionMapproachMforMcountingMallelesMprivateMtoMcombinationsMofMpopulationsbM
BioinformaticsZM2008ZMfhZMfhmlaidh 7.2 505

18 TheMrelationshipMbetweenMhomozygosityMandMtheMfrequencyMofMtheMmostMfrequentMallelebMGeneticsZM
2008ZMekmZMfdfkagj 4 16

17 wLUMPPnMaMclusterMmatchingMandMpermutationMprogramMforMdealingMwithMlabelMswitchingMandM
multimodalityMinManalysisMofMpopulationMstructurebMBioinformaticsZM2007ZMfgZMeldeaj 7.2 4312

16 TheMprobabilityMdistributionMunderMaMpopulationMdivergenceMmodelMofMtheMnumberMofMgeneticM
foundingMlineagesMofMaMpopulationMorMspeciesbMTheoreticalhPopulationhBiologyZM2007ZMkeZMidfafg 1.2 5

15 TheMevolutionaryMhistoryMofMtheMcommonMchloroplastMgenomeMofMurabidopsisMthalianaMandMubMsuecicabM
JournalhofhEvolutionaryhBiologyZM2007ZMfdZMedhafe 2.3 18

14 yvolutionMofMchloroplastMmononucleotideMmicrosatellitesMinMurabidopsisMthalianabMTheoreticalhandh
AppliedhGeneticsZM2007ZMeehZMffgagi 6 37

13 şeneticMvariationMandMpopulationMstructureMinMnativeMumericansbMPLoShGeneticsZM2007ZMgZMeeli 6 392

12 uMuniqueMrecentMoriginMofMtheMallotetraploidMspeciesMurabidopsisMsuecicanMyvidenceMfromMnuclearM
xNuMmarkersbMMolecularhBiologyhandhEvolutionZM2006ZMfgZMefekage 8.3 109

11 uMworldwideMsurveyMofMhaplotypeMvariationMandMlinkageMdisequilibriumMinMtheMhumanMgenomebMNatureh
GeneticsZM2006ZMglZMefieajd 36.3 406

10 TheMpatternMofMpolymorphismMinMurabidopsisMthalianabMPLoShBiologyZM2005ZMgZMeemj 9.7 764

9 ModeMofMreproductionMinMurabidopsisMsuecicabMHereditasZM2004ZMeheZMgegak 2.4 17

8 uncientMxNuMofMRickettsiaMfelisMandMToxoplasmaMgondiiMimplicatedMinMtheMdeathMofMaMhunteragathererM
boyMfromMSouthMufricaZMfZdddMyearsMago 2

7 zamilialMmigrationMofMtheMNeolithicMcontrastsMmassiveMmaleMmigrationMduringMvronzeMugeMinMyuropeM
inferredMfromMancientMXMchromosomes 3

6 ystimatingMşeneticMKinMRelationshipsMinMPrehistoricMPopulations 5

5 uncientMgenomesMfromMsouthernMufricaMpushesMmodernMhumanMdivergenceMbeyondMfjdZdddMyearsMago 13

4 şenomicsMofMMesolithicMScandinaviaMrevealMcolonizationMroutesMandMhighalatitudeMadaptation 2
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3 TheMgeneticMvariationMofMlactaseMpersistenceMallelesMinMnortheastMufrica 1

2 vioarchaeologicalManalysisMofMoneMofMtheMearliestMIslamicMburialsMinMtheMLevant 2

1 RobustMşenomeaWideMuncestryMInferenceMforMHeterogeneousMxatasetsMandMuncestryMzacialMImagingM
basedMonMtheMedddMşenomesMProject 5
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