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454 unstabilityTHunfoldingHandHaggregationHofHhumanHlysozymeHvariantsHunderlyingHamyloidH
fibrillogenesisVHNatureTH1997TH[daTHcdcUe[ 50.4 980

453 uonHmobilityUmassHspectrometryHanalysisHofHlargeHproteinHcomplexesVHNaturehProtocolsTH2008TH[THYY[eUaZ 18.8 843

452 mmyloidU˛†HproteinHoligomerizationHandHtheHimportanceHofHtetramersHandHdodecamersHinHtheH
aetiologyHofHmlzheimerOsHdiseaseVHNaturehChemistryTH2009THYTH[ZbU[Y 17.6 737

451 oollisionHcrossHsectionsHofHproteinsHandHtheirHcomplexesfHaHcalibrationHframeworkHandHdatabaseHforH
gasUphaseHstructuralHbiologyVHAnalyticalhChemistryTH2010THdZTHeaacUba 7.8 600

450 petectionHofHtransientHproteinHfoldingHpopulationsHbyHmassHspectrometryVHScienceTH1993THZbZTHdebUeXX 33.3 555

449 peterminingHtheHstoichiometryHandHinteractionsHofHmacromolecularHassembliesHfromHmassH
spectrometryVHNaturehProtocolsTH2007THZTHcYaUZb 18.8 538

448 TargetingHoUreactiveHproteinHforHtheHtreatmentHofHcardiovascularHdiseaseVHNatureTH2006TH]]XTHYZYcUZY 50.4 525

447 yembraneHproteinsHbindHlipidsHselectivelyHtoHmodulateHtheirHstructureHandHfunctionVHNatureTH2014TH
aYXTHYcZUYca 50.4 503

446 qvidenceHforHmacromolecularHproteinHringsHinHtheHabsenceHofHbulkHwaterVHScienceTH2005TH[YXTHYbadUbY 33.3 502

445 mHtandemHmassHspectrometerHforHimprovedHtransmissionHandHanalysisHofHlargeHmacromolecularH
assembliesVHAnalyticalhChemistryTH2002THc]THY]XZUc 7.8 448

444 TheHmolecularHsociologyHofHtheHcellVHNatureTH2007TH]aXTHec[UdZ 50.4 424

443 rormationHofHinsulinHamyloidHfibrilsHfollowedHbyHrTu—HsimultaneouslyHwithHopHandHelectronH
microscopyVHProteinhScienceTH2000THeTHYebXUc 6.3 408

442 nayesianHdeconvolutionHofHmassHandHionHmobilityHspectrafHfromHbinaryHinteractionsHtoHpolydisperseH
ensemblesVHAnalyticalhChemistryTH2015THdcTH][cXUb 7.8 373

441 ’roteinHcomplexesHinHtheHgasHphasefHtechnologyHforHstructuralHgenomicsHandHproteomicsVHChemicalh
ReviewsTH2007THYXcTH[a]]Ubc 68.1 342

440 TheHroleHofHmassHspectrometryHinHstructureHelucidationHofHdynamicHproteinHcomplexesVHAnnualh
ReviewhofhBiochemistryTH2007THcbTHYbcUe[ 29.1 320

439 mssemblyHreflectsHevolutionHofHproteinHcomplexesVHNatureTH2008TH]a[THYZbZUa 50.4 316

438 yolecularHrecyclingHwithinHamyloidHfibrilsVHNatureTH2005TH][bTHaa]Ud 50.4 312
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437 yicellesHprotectHmembraneHcomplexesHfromHsolutionHtoHvacuumVHScienceTH2008TH[ZYTHZ][Ub 33.3 291

436 ’robingHtheHzatureHofHzoncovalentHunteractionsHbyHyassH pectrometryVHmH tudyHofH’roteinâ��oomH
xigandHnindingHandHmssemblyVHJournalhofhthehAmericanhChemicalhSocietyTH1996THYYdTHdb]bUdba[ 16.4 285

435
 tructuralHcharacterizationHofHdrugUlikeHcompoundsHbyHionHmobilityHmassHspectrometryfHcomparisonH
ofHtheoreticalHandHexperimentallyHderivedHnitrogenHcollisionHcrossHsectionsVHAnalyticalhChemistryTH
2012THd]THYXZbU[[

7.8 283

434 TheHstructureHofHtheHdynactinHcomplexHandHitsHinteractionHwithHdyneinVHScienceTH2015TH[]cTHY]]YUY]]b 33.3 266

433 yassHspectrometryHofHintactHmembraneHproteinHcomplexesVHNaturehProtocolsTH2013THdTHb[eUaY 18.8 263

432 mnHoligomericHsignalingHplatformHformedHbyHtheHTollUlikeHreceptorHsignalHtransducersHyypddHandH
u—mwU]VHJournalhofhBiologicalhChemistryTH2009THZd]THZa]X]UYY 5.4 251

431 olassHuHtpmosHshareHaHcommonHmechanismHofHregulationHbyHinositolHphosphatesVHMolecularhCellTH
2013THaYTHacUbc 17.6 247

430 uonHmobilityHmassHspectrometryHofHpeptideHionsfHeffectsHofHdriftHgasHandHcalibrationHstrategiesVH
AnalyticalhChemistryTH2012THd]THcYZ]U[X 7.8 244

429 orystalHstructuresHofHtruncatedHalphamHandHalphanHcrystallinsHrevealHstructuralHmechanismsHofH
polydispersityHimportantHforHeyeHlensHfunctionVHProteinhScienceTH2010THYeTHYX[YU][ 6.3 244

428  tructuresHofH m UbHsuggestHitsHorganizationHinHcentriolesVHScienceTH2011TH[[YTHYYebUe 33.3 240

427 TheHroleHofHinterfacialHlipidsHinHstabilizingHmembraneHproteinHoligomersVHNatureTH2017THa]YTH]ZYU]Z] 50.4 238

426 oharacterizationHofHtheHoligomericHstatesHofHinsulinHinHselfUassemblyHandHamyloidHfibrilHformationHbyH
massHspectrometryVHBiophysicalhJournalTH2000THceTHYXa[Uba 2.9 228

425 yassHspectrometryHofHintactH−UtypeHmT’asesHrevealsHboundHlipidsHandHtheHeffectsHofHnucleotideH
bindingVHScienceTH2011TH[[]TH[dXU[da 33.3 224

424  tructureHofHaHdesignedHproteinHcageHthatHselfUassemblesHintoHaHhighlyHporousHcubeVHNatureh
ChemistryTH2014THbTHYXbaUcY 17.6 223

423 mHcamelidHantibodyHfragmentHinhibitsHtheHformationHofHamyloidHfibrilsHbyHhumanHlysozymeVHNatureTH
2003TH]Z]THcd[Ud 50.4 212

422
yassHspectrometryHrevealsHmodularityHandHaHcompleteHsubunitHinteractionHmapHofHtheHeukaryoticH
translationHfactorHeur[VHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaTH2008THYXaTHYdY[eU]]

11.5 210

421 TheHrasUrmppHdeathHdomainHcomplexHstructureHrevealsHtheHbasisHofHpu oHassemblyHandHdiseaseH
mutationsVHNaturehStructuralhandhMolecularhBiologyTH2010THYcTHY[Z]Ue 17.6 209

420
’olydispersityHofHaHmammalianHchaperonefHmassHspectrometryHrevealsHtheHpopulationHofHoligomersH
inHalphanUcrystallinVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH
2003THYXXTHYXbYYUb

11.5 206
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419 –uaternaryHdynamicsHandHplasticityHunderlieHsmallHheatHshockHproteinHchaperoneHfunctionVH
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2010THYXcTHZXXcUYZ 11.5 205

418 pzmHrepairVH’mββTHaHparalogHofHβ—oo]HandHβxrTHinteractsHwithHwuHtoHpromoteHpzmHdoubleUstrandH
breakHrepairVHScienceTH2015TH[]cTHYdaUYdd 33.3 202

417 uonHmobilityUmassHspectrometryHrevealsHlongUlivedTHunfoldedHintermediatesHinHtheHdissociationHofH
proteinHcomplexesVHAngewandtehChemiehvhInternationalhEditionTH2007TH]bTHdXXYU] 16.4 202

416 oonformationHofHsroqxUboundHalphaUlactalbuminHprobedHbyHmassHspectrometryVHNatureTH1994TH[cZTHb]bUaY50.4 202

415 mspectsHofHnativeHproteinsHareHretainedHinHvacuumVHCurrenthOpinionhinhChemicalhBiologyTH2006THYXTH]XZUd 9.7 199

414 petectionHandHselectiveHdissociationHofHintactHribosomesHinHaHmassHspectrometerVHProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2000THecTHaYdaUeX 11.5 195

413 ohargeUstateHdependentHcompactionHandHdissociationHofHproteinHcomplexesfHinsightsHfromHionH
mobilityHandHmolecularHdynamicsVHJournalhofhthehAmericanhChemicalhSocietyTH2012THY[]TH[]ZeU[d 16.4 193

412 TandemHmassHspectrometryHrevealsHtheHquaternaryHorganizationHofHmacromolecularHassembliesVH
ChemistryhandhBiologyTH2006THY[THaecUbXa 191

411 yassHspectrometryHofHmacromolecularHassembliesfHpreservationHandHdissociationVHCurrenthOpinionhinh
StructuralhBiologyTH2006THYbTHZ]aUaY 8.1 190

410 xocalHcooperativityHinHtheHunfoldingHofHanHamyloidogenicHvariantHofHhumanHlysozymeVHNatureh
StructuralhBiologyTH2002THeTH[XdUYa 190

409 qlectrosprayHTimeUofUrlightHyassH pectrometryHofHtheHuntactHy ZH−irusHoapsidVHJournalhofhtheh
AmericanhChemicalhSocietyTH2000THYZZTH[aaXU[aaY 16.4 187

408 unteractionHofHtheHmolecularHchaperoneHalphanUcrystallinHwithHalphaUsynucleinfHeffectsHonHamyloidH
fibrilHformationHandHchaperoneHactivityVHJournalhofhMolecularhBiologyTH2004TH[]XTHYYbcUd[ 6.5 179

407 ’rogrammableHpolyproteamsHbuiltHusingHtwinHpeptideHsupergluesVHProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2016THYY[THYZXZUc 11.5 175

406 ’roteinHcomplexesHofHtheHqscherichiaHcoliHcellHenvelopeVHJournalhofhBiologicalhChemistryTH2005THZdXTH[]]XeUYe5.4 171

405 oollisionHcrossHsectionsHforHstructuralHproteomicsVHStructureTH2015THZ[THceYUe 5.2 169

404 unvestigationHofHproteinHfoldingHbyHmassHspectrometryVHFASEBhJournalTH1996THYXTHe[UYXY 0.9 169

403 tighUresolutionHmassHspectrometryHofHsmallHmoleculesHboundHtoHmembraneHproteinsVHNatureh
MethodsTH2016THY[TH[[[Ub 21.6 164

402  ubunitHarchitectureHofHmultimericHcomplexesHisolatedHdirectlyHfromHcellsVHEMBOhReportsTH2006THcTHbXaUYX6.5 164
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401 TheHcoUchaperoneHpZ[HarrestsHtheHtspeXHmT’aseHcycleHtoHtrapHclientHproteinsVHJournalhofhMolecularh
BiologyTH2006TH[abTHc]bUad 6.5 162

400
 ubunitHexchangeHofHmultimericHproteinHcomplexesVH—ealUtimeHmonitoringHofHsubunitHexchangeH
betweenHsmallHheatHshockHproteinsHbyHusingHelectrosprayHmassHspectrometryVHJournalhofhBiologicalh
ChemistryTH2002THZccTH[deZYUe

5.4 161

399 yechanisticHstudiesHofHtheHfoldingHofHhumanHlysozymeHandHtheHoriginHofHamyloidogenicHbehaviorHinH
itsHdiseaseUrelatedHvariantsVHBiochemistryTH1999TH[dTHb]YeUZc 3.2 160

398  tructuralHorganizationHofHtheHYe HproteasomeHlidfHinsightsHfromHy HofHintactHcomplexesVHPLoSh
BiologyTH2006TH]THeZbc 9.7 159

397 ’roteinHsubunitHinteractionsHandHstructuralHintegrityHofHamyloidogenicHtransthyretinsfHevidenceH
fromHelectrosprayHmassHspectrometryVHJournalhofhMolecularhBiologyTH1998THZdYTHaa[Ub] 6.5 159

396 TheHstructuredHcoreHdomainHofH˛–nUcrystallinHcanHpreventHamyloidHfibrillationHandHassociatedHtoxicityVH
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2014THYYYTHqYabZUcX 11.5 154

395 ’roteinHcomplexesHareHunderHevolutionaryHselectionHtoHassembleHviaHorderedHpathwaysVHCellTH2013TH
Ya[TH]bYUcX 56.2 153

394 —ecognitionHofHaHsignalHpeptideHbyHtheHsignalHrecognitionHparticleVHNatureTH2010TH]baTHaXcUYX 50.4 149

393 yimickingHphosphorylationHofHalphanUcrystallinHaffectsHitsHchaperoneHactivityVHBiochemicalhJournalTH
2007TH]XYTHYZeU]Y 3.8 147

392 yassHmeasurementsHofHincreasedHaccuracyHresolveHheterogeneousHpopulationsHofHintactHribosomesVH
JournalhofhthehAmericanhChemicalhSocietyTH2006THYZdTHYY][[U]Z 16.4 147

391 oouplingHmicrodropletHmicroreactorsHwithHmassHspectrometryfHreadingHtheHcontentsHofHsingleH
dropletsHonlineVHAngewandtehChemiehvhInternationalhEditionTH2009TH]dTH[bbaUd 16.4 146

390 yassHspectrometryHofHmembraneHtransportersHrevealsHsubunitHstoichiometryHandHinteractionsVH
NaturehMethodsTH2009THbTHadaUc 21.6 146

389  tructureHofHtheHo—u ’—HinterferenceHcomplexHo yHrevealsHkeyHsimilaritiesHwithHcascadeVHMolecularh
CellTH2013THaZTHYZ]U[] 17.6 145

388 niomimeticHspinningHofHartificialHspiderHsilkHfromHaHchimericHminispidroinVHNaturehChemicalhBiologyTH
2017THY[THZbZUZb] 11.7 143

387 ’rinciplesHofHassemblyHrevealHaHperiodicHtableHofHproteinHcomplexesVHScienceTH2015TH[aXTHaaaZZ]a 33.3 142

386 ’tdunsP]TaQ’HstabilizesHactiveHstatesHofHs’o—sHandHenhancesHselectivityHofHsUproteinHcouplingVH
NatureTH2018THaaeTH]Z[U]Zc 50.4 141

385  tructuralHinsightsHintoHtheHactivityHofHenhancerUbindingHproteinsVHScienceTH2005TH[XcTHYecZUa 33.3 141

384 petectionHofHtheHuntactHsroqxHohaperoninHmssemblyHbyHyassH pectrometryVHJournalhofhthehAmericanh
ChemicalhSocietyTH1999THYZYTH]cYdU]cYe 16.4 140

(1999-2006)
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383 poHchargeHstateHsignaturesHguaranteeHproteinHconformationskVHJournalhofhthehAmericanhSocietyhforh
MasshSpectrometryTH2012THZ[THYYbYUd 3.5 136

382 ThermalHdissociationHofHmultimericHproteinHcomplexesHbyHusingHnanoelectrosprayHmassH
spectrometryVHAnalyticalhChemistryTH2003THcaTHZZXdUY] 7.8 135

381 yassHspectrometryHofHproteinHcomplexesfHfromHoriginsHtoHapplicationsVHAnnualhReviewhofhPhysicalh
ChemistryTH2015THbbTH]a[Uc] 15.7 132

380  tructuralHbasisHforHtheHsubunitHassemblyHofHtheHanaphaseUpromotingHcomplexVHNatureTH2011TH]cXTHZZcU[Z50.4 132

379 mHmassHspectrometryUbasedHhybridHmethodHforHstructuralHmodelingHofHproteinHcomplexesVHNatureh
MethodsTH2014THYYTH]X[U]Xb 21.6 131

378 petergentUfreeHmassHspectrometryHofHmembraneHproteinHcomplexesVHNaturehMethodsTH2013THYXTHYZXbUd 21.6 131

377  tudiesHofHtheH—zmHdegradosomeUorganizingHdomainHofHtheHqscherichiaHcoliHribonucleaseH—zaseHqVH
JournalhofhMolecularhBiologyTH2004TH[]XTHebaUce 6.5 131

376 mdvancesHinHtheHmassHspectrometryHofHmembraneHproteinsfHfromHindividualHproteinsHtoHintactH
complexesVHAnnualhReviewhofhBiochemistryTH2011THdXTHZ]cUcY 29.1 129

375 ’roteinHcomplexesHgainHmomentumVHCurrenthOpinionhinhStructuralhBiologyTH2002THYZTHcZeU[] 8.1 129

374
yassHspectrometryHrevealsHsynergisticHeffectsHofHnucleotidesTHlipidsTHandHdrugsHbindingHtoHaH
multidrugHresistanceHeffluxHpumpVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaTH2013THYYXTHecX]Ue

11.5 128

373 ’hosphorylationHofHalphanUcrystallinHaltersHchaperoneHfunctionHthroughHlossHofHdimericH
substructureVHJournalhofhBiologicalhChemistryTH2004THZceTHZdbcaUdX 5.4 128

372
teptamericHPxYZQbWxYXHratherHthanHcanonicalHpentamericHcomplexesHareHfoundHbyHtandemHy HofH
intactHribosomesHfromHthermophilicHbacteriaVHProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaTH2005THYXZTHdYeZUc

11.5 127

371 TwentyHyearsHofHgasHphaseHstructuralHbiologyVHStructureTH2013THZYTHYa]YUaX 5.2 126

370  tructureHofHtheHTatoHcoreHofHtheHtwinUarginineHproteinHtransportHsystemVHNatureTH2012TH]eZTHZYXU] 50.4 126

369 mlternateHdissociationHpathwaysHidentifiedHinHchargeUreducedHproteinHcomplexHionsVHAnalyticalh
ChemistryTH2010THdZTHa[b[UcZ 7.8 126

368 TravelingUwaveHionHmobilityHmassHspectrometryHofHproteinHcomplexesfHaccurateHcalibratedHcollisionH
crossUsectionsHofHhumanHinsulinHoligomersVHRapidhCommunicationshinhMasshSpectrometryTH2012THZbTHYYdYUe[2.2 124

367  ymmetricalHmodularityHofHtheHo‘’eHsignalosomeHcomplexHsuggestsHitsHmultifunctionalityVH
StructureTH2009THYcTH[YU]X 5.2 124

366 sasUphaseHunfoldingHandHdisassemblyHrevealsHstabilityHdifferencesHinHligandUboundHmultiproteinH
complexesVHChemistryhandhBiologyTH2009THYbTH[dZUeX 124
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365 pefiningHtheHmechanismHofHpolymerizationHinHtheHserpinopathiesVHProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2010THYXcTHYcY]bUaY 11.5 120

364  tructuralHbasisHforHnutrientHacquisitionHbyHdominantHmembersHofHtheHhumanHgutHmicrobiotaVHNature
TH2017THa]YTH]XcU]YY 50.4 119

363  ubunitHarchitectureHofHintactHproteinHcomplexesHfromHmassHspectrometryHandHhomologyHmodelingVH
AccountshofhChemicalhResearchTH2008TH]YTHbYcUZc 24.3 117

362 yassignfHanHassignmentHstrategyHforHmaximizingHinformationHfromHtheHmassHspectraHofH
heterogeneousHproteinHassembliesVHAnalyticalhChemistryTH2012THd]THZe[eU]d 7.8 115

361 TheHroleHofHlipidsHinHdefiningHmembraneHproteinHinteractionsfHinsightsHfromHmassHspectrometryVH
TrendshinhCellhBiologyTH2013THZ[THYUd 18.3 114

360 oomparativeHcrossUlinkingHandHmassHspectrometryHofHanHintactHrUtypeHmT’aseHsuggestHaHroleHforH
phosphorylationVHNaturehCommunicationsTH2013TH]THYeda 17.4 113

359 ‘xygenaseUcatalyzedHribosomeHhydroxylationHoccursHinHprokaryotesHandHhumansVHNaturehChemicalh
BiologyTH2012THdTHebXUebZ 11.7 112

358 untegratingHionHmobilityHmassHspectrometryHwithHmolecularHmodellingHtoHdetermineHtheH
architectureHofHmultiproteinHcomplexesVHPLoShONETH2010THaTHeYZXdX 3.7 112

357 –uantifyingHtheHstabilizingHeffectsHofHproteinUligandHinteractionsHinHtheHgasHphaseVHNatureh
CommunicationsTH2015THbTHdaaY 17.4 111

356 TheHroleHofHlipidsHinHmechanosensationVHNaturehStructuralhandhMolecularhBiologyTH2015THZZTHeeYUd 17.6 111

355  teroidUbasedHfacialHamphiphilesHforHstabilizationHandHcrystallizationHofHmembraneHproteinsVH
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2013THYYXTHqYZX[UYY 11.5 111

354 TheHstructuralHbasisHforHop[bHbindingHbyHtheHmalariaHparasiteVHNaturehCommunicationsTH2016THcTHYZd[c 17.4 106

353 TandemHdifferentialHmobilityHanalysisUmassHspectrometryHrevealsHpartialHgasUphaseHcollapseHofHtheH
sroqxHcomplexVHJournalhofhPhysicalhChemistryhBTH2011THYYaTH[bY]UZY 3.4 105

352  tructuralHevolutionHofHpa[THpb[THandHpc[fHimplicationHforHheterotetramerHformationVHProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2009THYXbTHYccXaUYX 11.5 105

351  tructuralHcharacterizationHofHtheHhumanHeukaryoticHinitiationHfactorH[HproteinHcomplexHbyHmassH
spectrometryVHMolecularhandhCellularhProteomicsTH2007THbTHYY[aU]b 7.6 105

350 mtomicHmodelHforHtheHmembraneUembeddedH−HmotorHofHaHeukaryoticH−UmT’aseVHNatureTH2016THa[eTHYYdUYZZ50.4 104

349 oorrelatingHsolutionHbindingHandHq uUy HstabilitiesHbyHincorporatingHsolvationHeffectsHinHaHconfinedH
cucurbitεd]urilHsystemVHJournalhofhPhysicalhChemistryhBTH2010THYY]THdbXbUYa 3.4 104

348 orystalHstructureHofHtheHopenHconformationHofHtheHmammalianHchaperoninHooTHinHcomplexHwithH
tubulinVHNaturehStructuralhandhMolecularhBiologyTH2011THYdTHY]Ue 17.6 103

(2011-2010)
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347  tructureHofHtheHcoreHofHtheHtypeHuuuHsecretionHsystemHexportHapparatusVHNaturehStructuralhandh
MolecularhBiologyTH2018THZaTHad[UaeX 17.6 103

346  tructuralHmodelingHofHheteromericHproteinHcomplexesHfromHdisassemblyHpathwaysHandHionH
mobilityUmassHspectrometryVHStructureTH2012THZXTHYaebUbXe 5.2 100

345
qxperimentalHcharacterizationHofHdisorderedHandHorderedHaggregatesHpopulatedHduringHtheHprocessH
ofHamyloidHfibrilHformationVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaTH2009THYXbTHcdZdU[[

11.5 99

344  creeningHtransthyretinHamyloidHfibrilHinhibitorsfHcharacterizationHofHnovelHmultiproteinTHmultiligandH
complexesHbyHmassHspectrometryVHStructureTH2002THYXTHdaYUb[ 5.2 99

343 ’roteinHassembliesHejectedHdirectlyHfromHnativeHmembranesHyieldHcomplexesHforHmassH
spectrometryVHScienceTH2018TH[bZTHdZeUd[] 33.3 99

342 TheHroleHofHtheHdetergentHmicelleHinHpreservingHtheHstructureHofHmembraneHproteinsHinHtheHgasH
phaseVHAngewandtehChemiehvhInternationalhEditionTH2015THa]TH]accUdY 16.4 97

341  ubunitHarchitectureHofHmultiproteinHassembliesHdeterminedHusingHrestraintsHfromHgasUphaseH
measurementsVHStructureTH2009THYcTHYZ[aU][ 5.2 97

340 untrinsicallyHdisorderedHproteinHthreadsHthroughHtheHbacterialHouterUmembraneHporinH‘mprVHScience
TH2013TH[]XTHYacXU] 33.3 96

339 ˛–nUcrystallinHpolydispersityHisHaHconsequenceHofHunbiasedHquaternaryHdynamicsVHJournalhofhMolecularh
BiologyTH2011TH]Y[THZecU[Xe 6.5 96

338
‘bservationHofHtheHnoncovalentHassemblyHandHdisassemblyHpathwaysHofHtheHchaperoneHcomplexH
ytsimoHbyHmassHspectrometryVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStatesh
ofhAmericaTH2000THecTHY]YaYUa

11.5 96

337 —educedHglobalHcooperativityHisHaHcommonHfeatureHunderlyingHtheHamyloidogenicityHofHpathogenicH
lysozymeHmutationsVHJournalhofhMolecularhBiologyTH2005TH[]bTHcc[Udd 6.5 95

336  ubunitHexchangeHofHpolydisperseHproteinsfHmassHspectrometryHrevealsHconsequencesHofH
alphamUcrystallinHtruncationVHJournalhofhBiologicalhChemistryTH2005THZdXTHY]]daUeY 5.4 94

335 ‘ptimalH yntheticHslycosylationHofHaHTherapeuticHmntibodyVHAngewandtehChemiehvhInternationalh
EditionTH2016THaaTHZ[bYUc 16.4 92

334 mHsubsetHofHannularHlipidsHisHlinkedHtoHtheHflippaseHactivityHofHanHmnoHtransporterVHNaturehChemistryTH
2015THcTHZaaUbZ 17.6 91

333 oharacterisingHelectrosprayedHbiomoleculesHusingHtandemUy â��theHnoncovalentHsroqxHchaperoninH
assemblyVHInternationalhJournalhofhMasshSpectrometryTH2004THZ[bTHZaU[Z 1.9 90

332 wineticHconsequencesHofHtheHremovalHofHaHdisulfideHbridgeHonHtheHfoldingHofHhenHlysozymeVH
BiochemistryTH1994TH[[THY[X[dU]d 3.2 89

331 tydrogenHexchangeHpropertiesHofHproteinsHinHnativeHandHdenaturedHstatesHmonitoredHbyHmassH
spectrometryHandHzy—VHProteinhScienceTH1997THbTHY[YbUZ] 6.3 87

330 mHcomparativeHcrossUlinkingHstrategyHtoHprobeHconformationalHchangesHinHproteinHcomplexesVH
NaturehProtocolsTH2014THeTHZZZ]U[b 18.8 86
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329  mallHheatHshockHproteinHactivityHisHregulatedHbyHvariableHoligomericHsubstructureVHJournalhofh
BiologicalhChemistryTH2008THZd[THZdaY[Uc 5.4 85

328 tspcXHformsHantiparallelHdimersHstabilizedHbyHpostUtranslationalHmodificationsHtoHpositionHclientsH
forHtransferHtoHtspeXVHCellhReportsTH2015THYYTHcaeUbe 10.6 83

327 pisassemblyHofHintactHmultiproteinHcomplexesHinHtheHgasHphaseVHCurrenthOpinionhinhStructuralhBiology
TH1999THeTHY[aU]Y 8.1 83

326 yembraneH’roteinUxipidHunteractionsH’robedHüsingHyassH pectrometryVHAnnualhReviewhofh
BiochemistryTH2019THddTHdaUYYY 29.1 82

325 podecamericHstructureHofHtheHsmallHheatHshockHproteinHmcrYHfromHyycobacteriumHtuberculosisVH
JournalhofhBiologicalhChemistryTH2005THZdXTH[[]YeUZa 5.4 82

324 mrchitectureHofHeukaryoticHm—zmH[OUendHprocessingHmachineryVHScienceTH2017TH[adTHYXabUYXae 33.3 81

323 mHnovelHmechanoUenzymaticHcleavageHmechanismHunderliesHtransthyretinHamyloidogenesisVHEMBOh
MolecularhMedicineTH2015THcTHY[[cU]e 12 81

322 teteronuclearHzy—HinvestigationsHofHdynamicHregionsHofHintactHqscherichiaHcoliHribosomesVH
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2004THYXYTHYXe]eUa] 11.5 80

321 m˛†]XHandHm˛†]ZHamyloidHfibrilsHexhibitHdistinctHmolecularHrecyclingHpropertiesVHJournalhofhtheh
AmericanhChemicalhSocietyTH2011THY[[THbaXaUd 16.4 79

320 yassHspectrometryHguidedHstructuralHbiologyVHCurrenthOpinionhinhStructuralhBiologyTH2016TH]XTHY[bUY]] 8.1 79

319  tructureHofHaHnlinkinUnün—YHoomplexH—evealsHanHunteractionHorucialHforHwinetochoreUyitoticH
oheckpointH—egulationHviaHanHünanticipatedHnindingH iteVHStructureTH2011THYeTHYdea 5.2 78

318 uonHmobilityUmassHspectrometryHofHaHrotaryHmT’aseHrevealsHmT’UinducedHreductionHinH
conformationalHflexibilityVHNaturehChemistryTH2014THbTHZXdUZYa 17.6 77

317 untrinsicallyHdisorderedHpa[HandHitsHcomplexesHpopulateHcompactHconformationsHinHtheHgasHphaseVH
AngewandtehChemiehvhInternationalhEditionTH2013THaZTH[bYUa 16.4 77

316 TandemHmassHspectrometryHofHintactHsroqxUsubstrateHcomplexesHrevealsHsubstrateUspecificH
conformationalHchangesHinHtheHtransHringVHJournalhofhthehAmericanhChemicalhSocietyTH2006THYZdTH]be]UcXZ 16.4 77

315 mnHelectronHtransferHpathHconnectsHsubunitsHofHaHmycobacterialHrespiratoryHsupercomplexVHScienceTH
2018TH[bZTH 33.3 76

314 yacnHmnoHtransporterHisHaHdimerHwhoseHmT’aseHactivityHandHmacrolideUbindingHcapacityHareH
regulatedHbyHtheHmembraneHfusionHproteinHyacmVHJournalhofhBiologicalhChemistryTH2009THZd]THYY]aUa] 5.4 75

313 TheHextracellularHchaperoneHclusterinHpotentlyHinhibitsHhumanHlysozymeHamyloidHformationHbyH
interactingHwithHprefibrillarHspeciesVHJournalhofhMolecularhBiologyTH2007TH[beTHYacUbc 6.5 74

312
mcetylationHofHlysineHYZXHofHpa[HendowsHpzmUbindingHspecificityHatHeffectiveHphysiologicalHsaltH
concentrationVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH
2011THYXdTHdZaYUb

11.5 73

(2011-2008)
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311 ’roteolyticHcleavageHofH eraZ’roHvariantHtransthyretinHtriggersHitsHamyloidHfibrillogenesisVH
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2014THYYYTHYa[eU]] 11.5 72

310  tructureHofH−UmT’aseHfromHtheHmammalianHbrainVHScienceTH2020TH[bcTHYZ]XUYZ]b 33.3 71

309 TheHroleHofHsaltHbridgesTHchargeHdensityTHandHsubunitHflexibilityHinHdeterminingHdisassemblyHroutesHofH
proteinHcomplexesVHStructureTH2013THZYTHY[ZaU[c 5.2 71

308
uonHmobilityHmassHspectrometryHofHtwoHtetramericHmembraneHproteinHcomplexesHrevealsHcompactH
structuresHandHdifferencesHinHstabilityHandHpackingVHJournalhofhthehAmericanhChemicalhSocietyTH2010TH
Y[ZTHYa]bdUcX

16.4 70

307 ’olypyrimidineHtractHbindingHproteinHstabilizesHtheHencephalomyocarditisHvirusHu—q HstructureHviaH
bindingHmultipleHsitesHinHaHuniqueHorientationVHMolecularhCellTH2009TH[]THaabUbd 17.6 70

306 ’robingHmolecularHinteractionsHinHintactHantibodyfHantigenHcomplexesTHanHelectrosprayHtimeUofUflightH
massHspectrometryHapproachVHBiophysicalhJournalTH2001THdYTH[aX[Ue 2.9 70

305 ’robingHtheHxipidHmnnularHneltHbyHsasU’haseHpissociationHofHyembraneH’roteinsHinHzanodiscsVH
AngewandtehChemiehvhInternationalhEditionTH2016THaaTHaaXU] 16.4 68

304  ignificantHhydrogenHexchangeHprotectionHinHsroqxUboundHptr—HisHmaintainedHduringHiterativeH
roundsHofHsubstrateHcyclingVHProteinhScienceTH1996THaTHZaXbUY[ 6.3 66

303 mrchitectureHandHdynamicsHofHanHmUkinaseHanchoringHproteinHceHPmwm’ceQHsignalingHcomplexVH
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2011THYXdTHb]ZbU[Y 11.5 65

302 –uaternaryHstructureHandHcatalyticHactivityHofHtheHqscherichiaHcoliHribonucleaseHqHaminoUterminalH
catalyticHdomainVHBiochemistryTH2003TH]ZTHY[d]dUaa 3.2 65

301 —ealUtimeHmonitoringHofHproteinHcomplexesHrevealsHtheirHquaternaryHorganizationHandHdynamicsVH
ChemistryhandhBiologyTH2008THYaTHZ]bUa[ 64

300 zUglycanHmicroheterogeneityHregulatesHinteractionsHofHplasmaHproteinsVHProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2018THYYaTHdcb[Udcbd 11.5 62

299 uonHmobilityUmassHspectrometryHrevealsHtheHinfluenceHofHsubunitHpackingHandHchargeHonHtheH
dissociationHofHmultiproteinHcomplexesVHAnalyticalhChemistryTH2010THdZTHecXZUYX 7.8 62

298 TheHflightHofHmacromolecularHcomplexesHinHaHmassHspectrometerVHPhilosophicalhTransactionshSeriesh
AuhMathematicaluhPhysicaluhandhEngineeringhSciencesTH2005TH[b[TH[ceUdegHdiscussionH[deUeY 3 62

297 TheHcatalyticHactivityHofHübpbHenhancesHmaturationHofHtheHproteasomalHregulatoryHparticleVH
MolecularhCellTH2011TH]ZTHb[cU]e 17.6 60

296 αhenHproteomicsHmeetsHstructuralHbiologyVHTrendshinhBiochemicalhSciencesTH2010TH[aTHaZZUe 10.3 60

295 prugHbindingHrevealedHbyHtandemHmassHspectrometryHofHaHproteinUmicelleHcomplexVHJournalhofhtheh
AmericanhChemicalhSocietyTH2004THYZbTHY][bZU[ 16.4 60

294 tspcXHoligomerizationHisHmediatedHbyHanHinteractionHbetweenHtheHinterdomainHlinkerHandHtheH
substrateUbindingHdomainVHPLoShONETH2013THdTHebcebY 3.7 60

Carol V Robinson

10



293 zonUhomologousHendUjoiningHpartnersHinHaHhelicalHdancefHstructuralHstudiesHofHβxrUβ—oo]H
interactionsVHBiochemicalhSocietyhTransactionsTH2011TH[eTHY[dcUeZTHsupplHZHpHfollowingHY[eZ 5.1 59

292
TandemHmassHspectrometryHdefinesHtheHstoichiometryHandHquaternaryHstructuralHarrangementHofH
tryptophanHmoleculesHinHtheHmultiproteinHcomplexHT—m’VHJournalhofhthehAmericanhChemicalhSocietyTH
2004THYZbTHaeaXUY

16.4 59

291  tructureHofHaHnlinkinUnün—YHcomplexHrevealsHanHinteractionHcrucialHforHkinetochoreUmitoticH
checkpointHregulationHviaHanHunanticipatedHbindingH iteVHStructureTH2011THYeTHYbeYUcXX 5.2 58

290 ’olypyrimidineHtractUbindingHproteinHstimulatesHtheHpoliovirusHu—q HbyHmodulatingHeur]sHbindingVH
EMBOhJournalTH2010THZeTH[cYXUZZ 13 58

289 piscreteTHmultiUcomponentHcomplexesHwithHcucurbitεd]urilHinHtheHgasUphaseVHChemicalh
CommunicationsTH2009THb]]Ub 5.8 58

288 qngineeringHaHcamelidHantibodyHfragmentHthatHbindsHtoHtheHactiveHsiteHofHhumanHlysozymeHandH
inhibitsHitsHconversionHintoHamyloidHfibrilsVHBiochemistryTH2008TH]cTHYYX]YUa] 3.2 58

287 oytoplasmicHTmrZUTmrdUTmrYXHcomplexHprovidesHevidenceHforHnuclearHholoUTruupHassemblyHfromH
preformedHsubmodulesVHNaturehCommunicationsTH2015THbTHbXYY 17.4 57

286 voiningHforcesfHintegratingHproteomicsHandHcrossUlinkingHwithHtheHmassHspectrometryHofHintactH
complexesVHMolecularhandhCellularhProteomicsTH2012THYYTH—YYYVXY]XZc 7.6 57

285 —esidualHcounterHionsHcanHstabiliseHaHlargeHproteinHcomplexHinHtheHgasHphaseVHInternationalhJournalhofh
MasshSpectrometryTH2010THZedTHeYUed 1.9 57

284 ohargeHreductionHstabilizesHintactHmembraneHproteinHcomplexesHforHmassHspectrometryVHJournalhofh
thehAmericanhChemicalhSocietyTH2014THY[bTHYcXYXUZ 16.4 56

283 yultimericHassemblyHandHbiochemicalHcharacterizationHofHtheHTraxUtranslinHendonucleaseHcomplexVH
NaturehStructuralhandhMolecularhBiologyTH2011THYdTHbadUb] 17.6 56

282 tumanHmntibodiesHthatH lowHqrythrocyteHunvasionH’otentiateHyalariaUzeutralizingHmntibodiesVHCellTH
2019THYcdTHZYbUZZdVeZY 56.2 55

281 udentifyingHkeyHmembraneHproteinHlipidHinteractionsHusingHmassHspectrometryVHNaturehProtocolsTH
2018THY[THYYXbUYYZX 18.8 55

280
yolecularHdissectionHofHmlzheimerOsHdiseaseHneuropathologyHbyHdepletionHofHserumHamyloidH’H
componentVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2009TH
YXbTHcbYeUZ[

11.5 55

279 teterogeneityHandHdynamicsHinHtheHassemblyHofHtheHheatHshockHproteinHeXHchaperoneHcomplexesVH
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2011THYXdTHYce[eU]] 11.5 55

278 orystalHstructureHofHanHinvertebrateHcytolysinHporeHrevealsHuniqueHpropertiesHandHmechanismHofH
assemblyVHNaturehCommunicationsTH2016THcTHYYaed 17.4 54

277 unteractionHofHtheHpa[HpzmUbindingHdomainHwithHitsHnUterminalHextensionHmodulatesHtheHstabilityHofH
theHpa[HtetramerVHJournalhofhMolecularhBiologyTH2011TH]XeTH[adUbd 6.5 54

276 TheHregulatoryHproteinH—ramHmodulatesH—zmUbindingHandHhelicaseHactivitiesHofHtheHqVHcoliH—zmH
degradosomeVHRnaTH2010THYbTHaa[UbZ 5.8 54

(2010-2011)

11



275  eparatingHandHvisualisingHproteinHassembliesHbyHmeansHofHpreparativeHmassHspectrometryHandH
microscopyVHJournalhofhStructuralhBiologyTH2010THYcZTHYbYUd 3.4 54

274 xaa’HtransthyretinHacceleratesHsubunitHexchangeHandHleadsHtoHrapidHformationHofHhybridHtetramersVH
JournalhofhBiologicalhChemistryTH2005THZdXTH]YbbcUc] 5.4 54

273 sroqxHacceleratesHtheHrefoldingHofHhenHlysozymeHwithoutHchangingHitsHfoldingHmechanismVHNatureh
StructuralhBiologyTH1999THbTHbd[UeX 54

272 ympx[HisHaHlipidHtransporterHthatHbindsHtrehaloseHmonomycolateHandHphosphatidylethanolamineVH
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2019THYYbTHYYZ]YUYYZ]b11.5 53

271  tructureHandHintermolecularHdynamicsHofHaggregatesHpopulatedHduringHamyloidHfibrilHformationH
studiedHbyHhydrogenWdeuteriumHexchangeVHAccountshofhChemicalhResearchTH2010TH][THYXcZUe 24.3 53

270  tructureHandHfunctionHofHaHnovelHtypeHofHmT’UdependentHolpHproteaseVHJournalhofhBiologicalh
ChemistryTH2009THZd]THY[aYeUY[a[Z 5.4 53

269 towHtoHswitchHoffHaHhistidineHkinasefHcrystalHstructureHofHseobacillusHstearothermophilusHwinnHwithH
theHinhibitorH daVHJournalhofhMolecularhBiologyTH2009TH[dbTHYb[Ucc 6.5 53

268 sasUphaseHdissociationHpathwaysHofHaHtetramericHproteinHcomplexVHInternationalhJournalhofhMassh
SpectrometryTH2003THZ[XTHYe[UZXX 1.9 53

267  tructuralHandHrunctionalHoharacterizationHofHtheHnacterialHTypeHuuuH ecretionHqxportHmpparatusVH
PLoShPathogensTH2016THYZTHeYXXbXcY 7.6 53

266  uperUcomplexesHofHadhesionHs’o—sHandHneuralHguidanceHreceptorsVHNaturehCommunicationsTH2016TH
cTHYYYd] 17.4 53

265  tructuralHbasisHforHhijackingHsiderophoreHreceptorsHbyHantimicrobialHlassoHpeptidesVHNatureh
ChemicalhBiologyTH2014THYXTH[]XUZ 11.7 52

264 eurZnHisHaHdecamericHguanineHnucleotideHexchangeHfactorHwithHaH˛‡Z˛µZHtetramericHcoreVHNatureh
CommunicationsTH2014THaTH[eXZ 17.4 52

263 mdvancingHcellHbiologyHthroughHproteomicsHinHspaceHandHtimeHP’—‘ ’qoT QVHMolecularhandhCellularh
ProteomicsTH2012THYYTH‘YYZVXYcc[Y 7.6 52

262 pefiningHtheHstructuralHbasisHofHhumanHplasminogenHbindingHbyHstreptococcalHsurfaceHenolaseVH
JournalhofhBiologicalhChemistryTH2009THZd]THYcYZeUYcY[c 5.4 52

261 pynamicHproteinHcomplexesfHinsightsHfromHmassHspectrometryVHJournalhofhBiologicalhChemistryTH2001
THZcbTH]bbdaUd 5.4 52

260 mllostericHunhibitionHofHtheH m— Uoo−UZHyainH’roteasefHunsightsHfromHyassH pectrometryHnasedH
mssaysRVHAngewandtehChemiehvhInternationalhEditionTH2020THaeTHZ[a]]UZ[a]d 16.4 52

259  tructureHofHnativeHlensHconnexinH]bWaXHintercellularHchannelsHbyHcryoUqyVHNatureTH2018THab]TH[cZU[cc 50.4 52

258 pifferentHmodesHofHlipidHbindingHtoHmembraneHproteinsHprobedHbyHmassHspectrometryVHJournalhofh
thehAmericanhChemicalhSocietyTH2015THY[cTHaZ]XUc 16.4 51

Carol V Robinson
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257 unterfacingHyembraneHyimeticsHwithHyassH pectrometryVHAccountshofhChemicalhResearchTH2016TH]eTHZ]aeUZ]bc24.3 51

256 TheHstructureHofHorgmHfromHzeisseriaHmeningitidisHrevealsHaHnewHoctamericHassemblyHstateHforHxys—H
transcriptionalHregulatorsVHNucleichAcidshResearchTH2009TH[cTH]a]aUad 20.1 51

255  toichiometryHandHlocalizationHofHtheHstatorHsubunitsHqHandHsHinHThermusHthermophilusH
tSUmT’aseWsynthaseVHJournalhofhBiologicalhChemistryTH2008THZd[THZaeaUbX[ 5.4 51

254 untegratingHmassHspectrometryHwithHypHsimulationsHrevealsHtheHroleHofHlipidsHinHzaWtHantiportersVH
NaturehCommunicationsTH2017THdTHY[ee[ 17.4 50

253 TheHqffectHofHpetergentTHTemperatureTHandHxipidHonHtheH‘ligomericH tateHofHyscxHoonstructsfH
unsightsHfromHyassH pectrometryVHChemistryhandhBiologyTH2015THZZTHae[UbX[ 50

252 pynamicHproteinHligandHinteractionsUUinsightsHfromHy VHFEBShJournalTH2014THZdYTHYeaXUb] 5.7 50

251 TrappingHofHpalindromicHligandsHwithinHnativeHtransthyretinHpreventsHamyloidHformationVH
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2010THYXcTHZX]d[Ud 11.5 50

250
yethodologyHforHmeasuringHconformationHofHsolventUdisruptedHproteinHsubunitsHusingHTUαm−qHionH
mobilityHy fHanHinvestigationHintoHeukaryoticHinitiationHfactorsVHJournalhofhthehAmericanhSocietyhforh
MasshSpectrometryTH2009THZXTHYbeeUcXb

3.5 50

249 mcetylationHofHxYZHincreasesHinteractionsHinHtheHqscherichiaHcoliHribosomalHstalkHcomplexVHJournalhofh
MolecularhBiologyTH2008TH[dXTH]X]UY] 6.5 50

248 qvidenceHforHmicellarHstructureHinHtheHgasHphaseVHJournalhofhthehAmericanhChemicalhSocietyTH2007TH
YZeTHdc]XUb 16.4 50

247 yassHspectrometryHcapturesHoffUtargetHdrugHbindingHandHprovidesHmechanisticHinsightsHintoHtheH
humanHmetalloproteaseHδy’ TqZ]VHNaturehChemistryTH2016THdTHYYaZUYYad 17.6 49

246 qfficientHproteinHproductionHinspiredHbyHhowHspidersHmakeHsilkVHNaturehCommunicationsTH2017THdTHYaaX] 17.4 48

245  tructureHofHn—omYUn—oTWmbraxasHoomplexH—evealsH’hosphorylationUpependentHn—oTH
pimerizationHatHpzmHpamageH itesVHMolecularhCellTH2016THbYTH][]U]]d 17.6 48

244 petergentHreleaseHprolongsHtheHlifetimeHofHnativeUlikeHmembraneHproteinHconformationsHinHtheH
gasUphaseVHJournalhofhthehAmericanhChemicalhSocietyTH2013THY[aTHbXcdUd[ 16.4 48

243 oharacterisationHofH higellaH pa[[HandHThermotogaHrliyWzHrevealsHaHnewHmodelHforHoUringHassemblyH
inHT[  VHMolecularhMicrobiologyTH2016THeeTHc]eUbb 4.1 48

242  tructuralHbasisHforHpzmHrecognitionHandHloadingHintoHaHviralHpackagingHmotorVHProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2012THYXeTHdYYUb 11.5 47

241 pissectionHofHmultiUproteinHcomplexesHusingHmassHspectrometryfH ubunitHinteractionsHinH
transthyretinHandHretinolUbindingHproteinHcomplexesH1998TH[[TH[UYY 47

240 yassHspectrometryHdefinesHtheHoUterminalHdimerizationHdomainHandHenablesHmodelingHofHtheH
structureHofHfullUlengthH‘mpmVHStructureTH2014THZZTHcdYUeX 5.2 46

(2014-2016)
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239 –uadrupoleUtimeUofUflightHmassHspectrometerHmodifiedHforHhigherUenergyHdissociationHreducesH
proteinHassembliesHtoHpeptideHfragmentsVHAnalyticalhChemistryTH2009THdYTHYZcXU] 7.8 46

238  olutionHzy—HinvestigationHofHtheHopeaWrmppHhomotypicHdeathHdomainHcomplexHsuggestsHlackHofH
engagementHofHtheHopeaHoHterminusVHStructureTH2010THYdTHY[cdUeX 5.2 46

237  tructureHofHtheHranconiHanaemiaHmonoubiquitinHligaseHcomplexVHNatureTH2019THacaTHZ[]UZ[c 50.4 46

236 yassHspectrometryHquantifiesHproteinHinteractionsUUfromHmolecularHchaperonesHtoHmembraneH
porinsVHAngewandtehChemiehvhInternationalhEditionTH2014THa[THY]XXZUYa 16.4 45

235 üseHofHaHmicrochipHdeviceHcoupledHwithHmassHspectrometryHforHligandHscreeningHofHaHmultiUproteinH
targetVHAnalyticalhChemistryTH2003THcaTH]e[cU]Y 7.8 45

234 pirectHobservationHofHtheHinfluenceHofHcardiolipinHandHantibioticsHonHlipidHuuHbindingHtoHyurvVHNatureh
ChemistryTH2018THYXTH[b[U[cY 17.6 44

233 mnalysisHofHtheHsubunitHorganizationHofHtheHeurZnHcomplexHrevealsHnewHinsightsHintoHitsHstructureH
andHregulationVHFASEBhJournalTH2014THZdTHZZZaU[c 0.9 44

232
untegrativeHmodellingHcoupledHwithHionHmobilityHmassHspectrometryHrevealsHstructuralHfeaturesHofH
theHclampHloaderHinHcomplexHwithHsingleUstrandedHpzmHbindingHproteinVHJournalhofhMolecularhBiology
TH2013TH]ZaTH]ceXUdXY

6.5 44

231 yassHspectrometryHrevealsHstableHmodulesHinHholoHandHapoH—zmHpolymerasesHuHandHuuuVHStructureTH
2011THYeTHeXUYXX 5.2 44

230 ültraslowHoligomerizationHequilibriaHofHpa[HandHitsHimplicationsVHProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2009THYXbTHY][ZcU[Z 11.5 44

229 yassHspectrometryHrevealsHtheHmissingHlinksHinHtheHassemblyHpathwayHofHtheHbacterialHZXH H
proteasomeVHJournalhofhBiologicalhChemistryTH2007THZdZTHYd]]dUYd]ac 5.4 44

228 yultimersHofHtheHfibroblastHgrowthHfactorHPrsrQUrsrHreceptorUsaccharideHcomplexHareHformedHonH
longHoligomersHofHheparinVHBiochemicalhJournalTH2006TH[e[THc]YUd 3.8 44

227 TheHstructureHandHbiochemicalHpropertiesHofHtheHhumanHspliceosomalHproteinHüYoVHJournalhofh
MolecularhBiologyTH2004TH[]YTHYdaUed 6.5 44

226 oombiningHnativeHandHOomicsOHmassHspectrometryHtoHidentifyHendogenousHligandsHboundHtoH
membraneHproteinsVHNaturehMethodsTH2020THYcTHaXaUaXd 21.6 43

225  pymvidinHhubsHenableHpreciseHandHultrastableHorthogonalHnanoassemblyVHJournalhofhthehAmericanh
ChemicalhSocietyTH2014THY[bTHYZ[aaUb[ 16.4 43

224 ohemicalHcrossUlinkingHofHtheHchloroplastHlocalizedHsmallHheatUshockHproteinTHtspZYTHandHtheHmodelH
substrateHcitrateHsynthaseVHProteinhScienceTH2007THYbTHY]b]Ucd 6.3 43

223 umpactHofHtheHnativeUstateHstabilityHofHhumanHlysozymeHvariantsHonHproteinHsecretionHbyH’ichiaH
pastorisVHFEBShJournalTH2006THZc[THcYYUZX 5.7 43

222 yassUselectiveHsoftUlandingHofHproteinHassembliesHwithHcontrolledHlandingHenergiesVHAnalyticalh
ChemistryTH2014THdbTHd[ZYUd 7.8 42
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221 TwoUphaseHdynamicHcombinatorialHdiscoveryHofHaHspermineHtransporterVHChemicalhCommunicationsTH
2009TH[cXdUYX 5.8 42

220 yassHspectrometryHofHintactHribosomesVHFEBShLettersTH2005THaceTHe][Uc 3.8 42

219 —egionalHandHsegmentalHflexibilityHofHantibodiesHinHinteractionHwithHantigensHofHdifferentHsizeVHFEBSh
JournalTH2006THZc[THY]cbUdc 5.7 42

218  tructuralHevidenceHforHzapYUdependentHtZmUtZnHdepositionHandHnucleosomeHassemblyVHEMBOh
JournalTH2016TH[aTHY]baUdZ 13 42

217  tateUdependentHxipidHunteractionsHwithHtheHmZaH—eceptorH—evealedHbyHypH imulationsHüsingH
un´ −ivoUyimeticHyembranesVHStructureTH2019THZcTH[eZU]X[Ve[ 5.2 42

216 mHnewHclassHofHhybridHsecretionHsystemHisHemployedHinH’seudomonasHamyloidHbiogenesisVHNatureh
CommunicationsTH2017THdTHZb[ 17.4 41

215 qvidenceHforHtheHassemblyHofHaHbacterialHtripartiteHmultidrugHpumpHwithHaHstoichiometryHofH[fbf[VH
JournalhofhBiologicalhChemistryTH2011THZdbTHZbeXXUYZ 5.4 41

214 TheHquaternaryHorganizationHandHdynamicsHofHtheHmolecularHchaperoneHt ’ZbHareHthermallyH
regulatedVHChemistryhandhBiologyTH2010THYcTHYXXdUYc 41

213 mHslidingHselectivityHscaleHforHlipidHbindingHtoHmembraneHproteinsVHCurrenthOpinionhinhStructuralh
BiologyTH2016TH[eTHa]UbX 8.1 41

212 senerationHofHaHsyntheticHslczmcylatedHnucleosomeHrevealsHregulationHofHstabilityHbyHtZmUThrYXYH
slczmcylationVHNaturehCommunicationsTH2015THbTHcecd 17.4 40

211 qlucidationHofHprugHyetaboliteH tructuralHusomersHüsingHyolecularHyodelingHooupledHwithHuonH
yobilityHyassH pectrometryVHAnalyticalhChemistryTH2016THddTHZZc[UdX 7.8 40

210 TheHsmallHheatUshockHproteinsHt ’nZHandHt ’n[HformHwellUdefinedHheterooligomersHinHaHuniqueH[H
toHYHsubunitHratioVHJournalhofhMolecularhBiologyTH2009TH[e[THYXZZU[Z 6.5 40

209 xigandHbindingHtoHaHsHproteinUcoupledHreceptorHcapturedHinHaHmassHspectrometerVHSciencehAdvancesTH
2017TH[THeYcXYXYb 14.3 39

208  tructuresHofHopbHandHutsHxigandHopYbbHsiveHunsightHintoHTheirHunteractionVHStructureTH2015THZ[THY]ZbUY][b5.2 39

207 sasUphaseHproteinHassembliesfHünfoldingHlandscapesHandHpreservingHnativeUlikeHstructuresHusingH
noncovalentHadductsVHChemicalhPhysicshLettersTH2012THaZ]THYUe 2.5 39

206 usoformsHofHüYUcXkHcontrolHsubunitHdynamicsHinHtheHhumanHspliceosomalHüYHsn—z’VHPLoShONETH2009
TH]THecZXZ 3.7 39

205 —ationalisingHlysozymeHamyloidosisfHinsightsHfromHtheHstructureHandHsolutionHdynamicsHofHTcXzH
lysozymeVHJournalhofhMolecularhBiologyTH2005TH[aZTHdZ[U[b 6.5 39

204
pissociationHofHintactHqscherichiaHcoliHribosomesHinHaHmassHspectrometerVHqvidenceHforH
conformationalHchangeHinHaHribosomeHelongationHfactorHsHcomplexVHJournalhofhBiologicalhChemistryTH
2003THZcdTHYZaeUbc

5.4 39
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203  tructuralHbasisHforH’an[HbindingHtoH’anZHandHitsHfunctionHinHm—zmHrecruitmentHandHdeadenylationVH
EMBOhJournalTH2014TH[[THYaY]UZb 13 38

202 mHcombinedHcomputationalHandHstructuralHmodelHofHtheHfullUlengthHhumanHprolactinHreceptorVH
NaturehCommunicationsTH2016THcTHYYacd 17.4 38

201 yassHspectrometryHofHribosomesHfromH accharomycesHcerevisiaefHimplicationsHforHassemblyHofHtheH
stalkHcomplexVHJournalhofhBiologicalhChemistryTH2004THZceTH]ZcaXUc 5.4 37

200 unH ituH tructureHofHanHuntactHxipopolysaccharideUnoundHnacterialH urfaceHxayerVHCellTH2020THYdXTH[]dU[adVeYa56.2 37

199  tructuralHcomparisonHofHtheHvacuolarHandHsolgiH−UmT’asesHfromVHProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2019THYYbTHcZcZUcZcc 11.5 36

198 TheHcrystalHstructureHofHtheHzUterminalHregionHofHnünYHprovidesHinsightHintoHtheHmechanismHofH
nünYHrecruitmentHtoHkinetochoresVHStructureTH2009THYcTHYXaUYb 5.2 36

197 ’hospholipidHcomplexationHandHassociationHwithHapolipoproteinHoUuufHinsightsHfromHmassH
spectrometryVHBiophysicalhJournalTH2003THdaTH[dXZUYZ 2.9 36

196 yodularHdetergentsHtailorHtheHpurificationHandHstructuralHanalysisHofHmembraneHproteinsHincludingH
sUproteinHcoupledHreceptorsVHNaturehCommunicationsTH2020THYYTHab] 17.4 36

195 ToolsHforHünderstandingHzanoscaleHxipidH—egulationHofHuonHohannelsVHTrendshinhBiochemicalhSciencesTH
2019TH]]THceaUdXb 10.3 35

194 TheHhumanHzaPSQWtPSQHexchangerHYHisHaHmembraneHscaffoldHproteinHforHextracellularH
signalUregulatedHkinaseHZVHBMChBiologyTH2016THY]TH[Y 7.3 35

193 —etinolHandHretinolUbindingHproteinHstabilizeHtransthyretinHviaHformationHofHretinolHtransportH
complexVHACShChemicalhBiologyTH2010THaTHYY[cU]b 4.9 35

192 ’robingHUglycoproteinHmicroheterogeneityHbyHlectinHaffinityHpurificationUmassHspectrometryH
analysisVHChemicalhScienceTH2019THYXTHaY]bUaYaa 9.4 34

191 TopologicalHmodelsHofHheteromericHproteinHassembliesHfromHmassHspectrometryfHapplicationHtoHtheH
yeastHeur[feuraHcomplexVHChemistryhandhBiologyTH2015THZZTHYYcUZd 34

190 mHbipartiteHstructuralHorganizationHdefinesHtheH q—uzoHfamilyHofHtu−UYHrestrictionHfactorsVHNatureh
StructuralhandhMolecularhBiologyTH2020THZcTHcdUd[ 17.6 34

189 weyHfeaturesHofHanHtspcXHchaperoneHallostericHlandscapeHrevealedHbyHionUmobilityHnativeHmassH
spectrometryHandHdoubleHelectronUelectronHresonanceVHJournalhofhBiologicalhChemistryTH2017THZeZTHdcc[Udcda5.4 33

188 oryoUqyHstructuresHprovideHinsightHintoHhowHqVHcoliHrrHmT’HsynthaseHaccommodatesHsymmetryH
mismatchVHNaturehCommunicationsTH2020THYYTHZbYa 17.4 33

187 mHnanobodyHbindingHtoHnonUamyloidogenicHregionsHofHtheHproteinHhumanHlysozymeHenhancesHpartialH
unfoldingHbutHinhibitsHamyloidHfibrilHformationVHJournalhofhPhysicalhChemistryhBTH2013THYYcTHY[Z]aUY[Zad 3.4 33

186 qffectsHofHantibodyHaffinityHandHantigenHvalenceHonHmolecularHformsHofHimmuneHcomplexesVH
MolecularhImmunologyTH2009TH]cTH[acUb] 4.3 33
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185 TheHOstickyHbusinessOHofHcleaningHgasUphaseHmembraneHproteinsfHaHdetergentHorientedHperspectiveVH
PhysicalhChemistryhChemicalhPhysicsTH2012THY]THY]][eU]e 3.6 32

184 mHnearUnativeHstateHonHtheHslowHrefoldingHpathwayHofHhenHlysozymeVHProteinhScienceTH1999THdTH[aU]] 6.3 32

183 ’robingHtheHnatureHofHinteractionsHinH tZHbindingHinterfacesUUevidenceHfromHelectrosprayHionizationH
massHspectrometryVHProteinhScienceTH1999THdTHYebZUcX 6.3 32

182  tructuralHinsightsHintoHtheHlipidHandHligandHregulationHofHserotoninHreceptorsVHNatureTH2021THaeZTH]beU]c[50.4 32

181 qlongationWTerminationHractorHqxchangeHyediatedHbyH’’YH’hosphataseH‘rchestratesHTranscriptionH
TerminationVHCellhReportsTH2018THZaTHZaeUZbeVea 10.6 32

180 mHOnuildHandH—etrieveOHmethodologyHtoHsimultaneouslyHsolveHcryoUqyHstructuresHofHmembraneH
proteinsVHNaturehMethodsTH2021THYdTHbeUca 21.6 31

179 zativeHpesorptionHqlectrosprayHuonizationHxiberatesH olubleHandHyembraneH’roteinHoomplexesH
fromH urfacesVHAngewandtehChemiehvhInternationalhEditionTH2017THabTHY]]b[UY]]bd 16.4 30

178 rormationHandHdissociationHprocessesHofHgasUphaseHdetergentHmicellesVHLangmuirTH2012THZdTHcYbXUc 4 30

177 mHmultidrugHmnoHtransporterHwithHaHtasteHforHsaltVHPLoShONETH2009TH]THebY[c 3.7 30

176 TheHoaenorhabditisHelegansHproteinH m UaHformsHlargeHoligomericHassembliesHcriticalHforHcentrioleH
formationVHELifeTH2015TH]THeXc]YX 8.9 30

175
pimerHinterfaceHofHbovineHcytochromeHcHoxidaseHisHinfluencedHbyHlocalHposttranslationalH
modificationsHandHlipidHbindingVHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStatesh
ofhAmericaTH2016THYY[THdZ[XUa

11.5 30

174 yassHspectrometryfHrromHplasmaHproteinsHtoHmitochondrialHmembranesVHProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2019THYYbTHZdY]UZdZX 11.5 29

173 mHnewHwindowHintoHtheHmolecularHphysiologyHofHmembraneHproteinsVHJournalhofhPhysiologyTH2015TH
ae[TH[aaUbZ 3.9 29

172 TheHinterchangeHofHimmunophilinsHleadsHtoHparallelHpathwaysHandHdifferentHintermediatesHinHtheH
assemblyHofHtspeXHglucocorticoidHreceptorHcomplexesVHCellhDiscoveryTH2016THZTHYbXXZ 22.3 29

171 ThreeHbindingHsitesHforHstalkHproteinHdimersHareHgenerallyHpresentHinHribosomesHfromHarchaealH
organismVHJournalhofhBiologicalhChemistryTH2007THZdZTH[ZdZcU[[ 5.4 29

170 TheHTetramericH’lantHxectinHnanxecHzeutralizesHtu−HthroughHnidentateHnindingHtoH pecificH−iralH
slycansVHStructureTH2017THZaTHcc[UcdZVea 5.2 28

169 oharacterisationHofHserpinHpolymersHinHvitroHandHinHvivoVHMethodsTH2011THa[THZaaUbb 4.6 28

168 ‘peningHofHtheHouterHmembraneHproteinHchannelHinHtripartiteHeffluxHpumpsHisHinducedHbyH
interactionHwithHtheHmembraneHfusionHpartnerVHJournalhofhBiologicalhChemistryTH2011THZdbTHa]d]Ue[ 5.4 28
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167  tructuralHnasisHofHTailUmnchoredHyembraneH’roteinHniogenesisHbyHtheHsqTHunsertaseHoomplexVH
MolecularhCellTH2020THdXTHcZUdbVec 17.6 28

166 xowHohargeHandH—educedHyobilityHofHyembraneH’roteinHoomplexesHtasHumplicationsHforH
oalibrationHofHoollisionHorossH ectionHyeasurementsVHAnalyticalhChemistryTH2016THddTHadceUadd] 7.8 28

165 mHhydrodynamicHcomparisonHofHsolutionHandHgasHphaseHproteinsHandHtheirHcomplexesVHJournalhofh
PhysicalhChemistryhBTH2014THYYdTHd]deUea 3.4 27

164 yassHspectrometryHdefinesHtheHstoichiometryHofHribosomalHstalkHcomplexesHacrossHtheHphylogeneticH
treeVHMolecularhandhCellularhProteomicsTH2010THeTHYcc]Ud[ 7.6 27

163 TheHpolypyrimidineHtractHbindingHproteinHisHaHmonomerVHRnaTH2005THYYTHYdX[Ud 5.8 27

162 ünravelingHtheHoompositionHandHnehaviorHofHteterogeneousHxipidHzanodiscsHbyHyassH
 pectrometryVHAnalyticalhChemistryTH2016THddTHbYeeUZX] 7.8 27

161 niophysicalHpropertiesHofHtheHeukaryoticHribosomalHstalkVHBiochemistryTH2010TH]eTHeZ]U[[ 3.2 26

160 mllostericHactivationHofHtheHmT’aseHactivityHofHtheHqscherichiaHcoliH—hlnH—zmHhelicaseVHJournalhofh
BiologicalhChemistryTH2008THZd[THaabcUcb 5.4 26

159  olventHeffectsHonHtheHconformationHofHtheHtransmembraneHpeptideHgramicidinHmfHinsightsHfromH
electrosprayHionizationHmassHspectrometryVHBiophysicalhJournalTH2000THcdTHYXYXUc 2.9 26

158 teterogeneityHofHslycanH’rocessingHonHTrimericH m— Uoo−UZH pikeH’roteinH—evealedHbyHohargeH
petectionHyassH pectrometryVHJournalhofhthehAmericanhChemicalhSocietyTH2021THY][TH[eaeU[ebb 16.4 26

157 oarbeneHrootprintingH—evealsHnindingHunterfacesHofHaHyultimericHyembraneU panningH’roteinVH
AngewandtehChemiehvhInternationalhEditionTH2017THabTHY]dc[UY]dcc 16.4 25

156 mHfiveUlevelHclassificationHsystemHforHproteoformHidentificationsVHNaturehMethodsTH2019THYbTHe[eUe]X 21.6 25

155 mHyonteHoarloHapproachHforHassessingHtheHspecificityHofHproteinHoligomersHobservedHinH
nanoUelectrosprayHmassHspectraVHInternationalhJournalhofhMasshSpectrometryTH2009THZd[THYbeUYcc 1.9 25

154 TheHantibioticHdarobactinHmimicsHaH˛†UstrandHtoHinhibitHouterHmembraneHinsertaseVHNatureTH2021THae[THYZaUYZe50.4 25

153 pirectHbindingHofHoq’daHtoH TuxHensuresHrobustH’xw]HactivationHandHefficientHcentrioleHassemblyVH
NaturehCommunicationsTH2018THeTHYc[Y 17.4 24

152 —elatingHglycoproteinHstructuralHheterogeneityHtoHfunctionHUHinsightsHfromHnativeHmassH
spectrometryVHCurrenthOpinionhinhStructuralhBiologyTH2019THadTHZ]YUZ]d 8.1 24

151 qvidenceHthatHtheHcatenaneHformHofHo ZHhydrolaseHisHnotHanHartefactVHChemicalhCommunicationsTH
2013TH]eTHcccXUZ 5.8 24

150 yassHspectrometryUUfromHperipheralHproteinsHtoHmembraneHmotorsVHJournalhofhMolecularhBiologyTH
2012TH]Z[THYUY[ 6.5 23
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149  tructuralHpropertiesHofHtheHhumanHacidicHribosomalH’HproteinsHformingHtheH’YU’ZHheterocomplexVH
JournalhofhBiochemistryTH2008THY][THYbeUcc 3.1 23

148  electiveHassociationHofHproteinHmoleculesHfollowedHbyHmassHspectrometryVHProteinhScienceTH1999THdTHY[bdUcX6.3 23

147
pissectionHofHmultiUproteinHcomplexesHusingHmassHspectrometryfHsubunitHinteractionsHinH
transthyretinHandHretinolUbindingHproteinHcomplexesVHProteins:hStructureuhFunctionhandh
BioinformaticsTH1998TH upplHZTH[UYY

4.2 23

146 yolecularHbasisHforHinnerHkinetochoreHconfigurationHthroughH—αpHdomainUpeptideHinteractionsVH
EMBOhJournalTH2017TH[bTH[]adU[]dZ 13 22

145  tructuralHandHrunctionalHnasisHforHxipidH ynergyHonHtheHmctivityHofHtheHmntibacterialH’eptideHmnoH
TransporterHycjpVHJournalhofhBiologicalhChemistryTH2016THZeYTHZYbabUZYbbd 5.4 22

144 unfraredHxaserHmctivationHofH olubleHandHyembraneH’roteinHmssembliesHinHtheHsasH’haseVHAnalyticalh
ChemistryTH2016THddTHcXbXUc 7.8 22

143  tructuresHofHaHoompleteHtumanH−UmT’aseH—evealHyechanismsHofHutsHmssemblyVHMolecularhCellTH
2020THdXTHaXYUaYYVe[ 17.6 22

142 mssemblyHandHregulationHofHtheHchlorhexidineUspecificHeffluxHpumpHmceuVHProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2020THYYcTHYcXYYUYcXYd 11.5 21

141 xipidHbindingHattenuatesHchannelHclosureHofHtheHouterHmembraneHproteinH‘mprVHProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaTH2018THYYaTHbbeYUbbeb 11.5 21

140  elfUassemblyHofHtoroidalHproteinsHexploredHusingHnativeHmassHspectrometryVHChemicalhScienceTH2018
THeTHbXeeUbYXb 9.4 21

139 TheHpecUrmrYHproteinHcomplexHrevealsHaHcommonHmodeHofHpecHadaptorHbindingVHJournalhofh
BiologicalhChemistryTH2014THZdeTHYZXccUYZXd] 5.4 21

138 TheHunusualHmycobacterialHchaperoninsfHevidenceHforHinHvivoHoligomerizationHandHspecializationHofH
functionVHMolecularhMicrobiologyTH2012THdaTHe[]U]] 4.1 21

137  tructuralHnasisHforHzaturalH’roductH electionHandHqxportHbyHnacterialHmnoHTransportersVHACSh
ChemicalhBiologyTH2018THY[THYaedUYbXe 4.9 21

136 qffectsHofHpetergentHyicellesHonHxipidHnindingHtoH’roteinsHinHqlectrosprayHuonizationHyassH
 pectrometryVHAnalyticalhChemistryTH2017THdeTHc]ZaUc][X 7.8 20

135 TheHuseHofHsonicatedHlipidHvesiclesHforHmassHspectrometryHofHmembraneHproteinHcomplexesVHNatureh
ProtocolsTH2020THYaTHYbeXUYcXb 18.8 20

134  mallHmoleculeHinhibitorsHofHdisulfideHbondHformationHbyHtheHbacterialHpsbmUpsbnHdualHenzymeH
systemVHACShChemicalhBiologyTH2015THYXTHeacUb] 4.9 20

133 ootranslationalHproteinHassemblyHimposesHevolutionaryHconstraintsHonHhomomericHproteinsVHNatureh
StructuralhandhMolecularhBiologyTH2018THZaTHZceUZdd 17.6 19

132 podecylHmaltosideHprotectsHmembraneHproteinsHinHvacuoVHBiophysicalhJournalTH2013THYXaTHb]dUab 2.9 19
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131 yechanismHandHratesHofHexchangeHofHxcWxYZHbetweenHribosomesHandHtheHeffectsHofHbindingHqrUsVH
ACShChemicalhBiologyTH2012THcTHYYZXUc 4.9 19

130 yolecularHrecognitionHbetweenHqscherichiaHcoliHenolaseHandHribonucleaseHqVHActahCrystallographicah
SectionhD:hBiologicalhCrystallographyTH2010THbbTHYX[bU]X 19

129 yacromolecularHorganizationHofHtheHγersiniaHpestisHcapsularHrYHantigenfHinsightsHfromHtimeUofUflightH
massHspectrometryVHProteinhScienceTH2001THYXTHZ]XdUY[ 6.3 19

128 mrchitectureHofHTmrYYWTmrY[WTn’HcomplexHsuggestsHnovelHregulationHpropertiesHofHgeneralH
transcriptionHfactorHTruupVHELifeTH2017THbTH 8.9 19

127  tructuralHdeterminantsHofHlipidHspecificityHwithinHüpsW’—qxuHlipidHtransferHproteinsVHNatureh
CommunicationsTH2019THYXTHYY[X 17.4 18

126 ’yocinH aHumportHintoH’seudomonasHaeruginosaH—evealsHaHsenericHyodeHofHnacteriocinHTransportVH
MBioTH2020THYYTH 7.8 18

125 rlexibleHmembraneHproteinsfHfunctionalHdynamicsHcapturedHbyHmassHspectrometryVHCurrenthOpinionh
inhStructuralhBiologyTH2014THZdTHYZZU[X 8.1 18

124
TheHstructuresHofHcytosolicHandHplastidUlocatedHglutamineHsynthetasesHfromHyedicagoHtruncatulaH
revealHaHcommonHandHdynamicHarchitectureVHActahCrystallographicahSectionhD:hBiologicalh
CrystallographyTH2014THcXTHedYUe[

18

123 xinkingHstructuralHchangeHwithHfunctionalHregulationUinsightsHfromHmassHspectrometryVHCurrenth
OpinionhinhStructuralhBiologyTH2012THZZTH]]UaY 8.1 18

122 eurZHinteractionsHwithHinitiatorHt—zmHandHeurZnHareHregulatedHbyHpostUtranslationalHmodificationsH
andHconformationalHdynamicsVHCellhDiscoveryTH2015THYTHYaXZX 22.3 18

121 mHyassU pectrometryUnasedHmpproachHtoHpistinguishHmnnularHandH pecificHxipidHnindingHtoH
yembraneH’roteinsVHAngewandtehChemiehvhInternationalhEditionTH2020THaeTH[aZ[U[aZd 16.4 18

120 pynamicsHofHanHx’ HtransloconHinducedHbyHsubstrateHandHanHantimicrobialHpeptideVHNaturehChemicalh
BiologyTH2021THYcTHYdcUYea 11.7 18

119 mssemblyHstatesHofHtheHnucleosomeHassemblyHproteinHYHPzm’UYQHrevealedHbyHsedimentationHvelocityH
andHnonUdenaturingHy VHBiochemicalhJournalTH2011TH][bTHYXYUYZ 3.8 17

118
mHnonUnaturalHvariantHofHhumanHlysozymeHPuaeTQHmimicsHtheHinHvitroHbehaviourHofHtheHuabTHvariantH
thatHisHresponsibleHforHaHformHofHfamilialHamyloidosisVHProteinhEngineeringuhDesignhandhSelectionTH2010
THZ[TH]eeUaXb

1.9 17

117 mHsingleHsubunitHdirectsHtheHassemblyHofHtheHqscherichiaHcoliHpzmHslidingHclampHloaderVHStructureTH
2010THYdTHZdaUeZ 5.2 17

116 TheHemergingHroleHofHy HinHstructureHelucidationHofHproteinUnucleicHacidHcomplexesVHBiochemicalh
SocietyhTransactionsTH2008TH[bTHcZ[U[Y 5.1 17

115 ’roteinHcomplexesHtakeHflightVHNaturehStructuralhBiologyTH2002THeTHaXaUb 17

114  tructureHandHfunctionHofHtheHqscherichiaHcoliHTolU’alHstatorHproteinHTol—VHJournalhofhBiologicalh
ChemistryTH2015THZeXTHZbbcaUdc 5.4 16
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113 pynamicHarchitectureHofHtheHqscherichiaHcoliHstructuralHmaintenanceHofHchromosomesHP yoQH
complexTHyuknqrVHNucleichAcidshResearchTH2019TH]cTHebebUecXc 20.1 16

112  tructuralHmodelHofHlymphocyteHreceptorHzw—U’YoHrevealedHbyHmassHspectrometryHandHmolecularH
modelingVHAnalyticalhChemistryTH2013THdaTHYaecUbX] 7.8 16

111 αeighingHtheHevidenceHforHstructurefHelectrosprayHionizationHmassHspectrometryHofHproteinsVH
StructureTH1995TH[THdbYUa 5.2 16

110 TheHqffectsHofH odiumHuonsHonHxigandHnindingHandHoonformationalH tatesHofHsH’roteinUooupledH
—eceptorsUunsightsHfromHyassH pectrometryVHJournalhofhthehAmericanhChemicalhSocietyTH2021THY][TH]XdaU]Xde16.4 16

109 TheHantiUsigmaHfactorH—srmHrespondsHtoHoxidativeHstressHbyHreburyingHitsHhydrophobicHcoreVHNatureh
CommunicationsTH2016THcTHYZYe] 17.4 16

108 ThreeUpimensionalHmrchitectureHofHtheHtumanHn—omYUmHtistoneHpeubiquitinaseHooreHoomplexVHCellh
ReportsTH2016THYcTH[XeeU[YXb 10.6 16

107 rromHmolecularHchaperonesHtoHmembraneHmotorsfHthroughHtheHlensHofHaHmassHspectrometristVH
BiochemicalhSocietyhTransactionsTH2017TH]aTHZaYUZbX 5.1 15

106 zegativeHuonsHqnhanceH urvivalHofHyembraneH’roteinHoomplexesVHJournalhofhthehAmericanhSocietyh
forhMasshSpectrometryTH2016THZcTHYXeeUYX] 3.5 15

105 unsightsHintoH usopUmediatedHglycanHimportHbyHaHprominentHgutHsymbiontVHNaturehCommunicationsTH
2021THYZTH]] 17.4 15

104 mcetylationHandHphosphorylationHcontrolHbothHlocalHandHglobalHstabilityHofHtheHchloroplastHrHmT’H
synthaseVHScientifichReportsTH2017THcTH]]Xbd 4.9 14

103 oontrollingHreleaseTHunfoldingHandHdissociationHofHmembraneHproteinHcomplexesHinHtheHgasHphaseH
throughHcollisionalHcoolingVHChemicalhCommunicationsTH2015THaYTHYaadZU] 5.8 14

102
 tructureHofHouPuQUboundHpvUYHrevealsHaHbiscysteinateHmetalHbindingHsiteHatHtheHhomodimerH
interfacefHinsightsHintoHmutationalHinactivationHofHpvUYHinH’arkinsonismVHJournalhofhthehAmericanh
ChemicalhSocietyTH2013THY[aTHYaec]Uc

16.4 14

101 TheHzUterminalHregionHofHtheHhumanHautophagyHproteinHmTsYbxYHcontainsHaHdomainHthatHfoldsHintoH
aHhelicalHstructureHconsistentHwithHformationHofHaHcoiledUcoilVHPLoShONETH2013THdTHecbZ[c 3.7 14

100 yutatingHtheHtightUdimerHinterfaceHofHdihydrodipicolinateHsynthaseHdisruptsHtheHenzymeHquaternaryH
structurefHtowardHaHmonomericHenzymeVHBiochemistryTH2008TH]cTHYZYXdUYc 3.2 14

99 TheHpifferentHqffectsHofH ubstratesHandHzucleotidesHonHtheHoomplexHrormationHofHmnoH
TransportersVHStructureTH2019THZcTHbaYUbaeVe[ 5.2 13

98 TheHstructureHofHserumHresistanceUassociatedHproteinHandHitsHimplicationsHforHhumanHmfricanH
trypanosomiasisVHNaturehMicrobiologyTH2018TH[THZeaU[XY 26.6 13

97 unsightsHintoHqukaryoticHTranslationHunitiationHfromHyassH pectrometryHofHyacromolecularH’roteinH
mssembliesVHJournalhofhMolecularhBiologyTH2016TH]ZdTH[]]U[ab 6.5 13

96  tructureHandHlocationHofHtheHregulatoryH˛†HsubunitsHinHtheHP˛–˛†˛‡ ˛·Q]HphosphorylaseHkinaseHcomplexVH
JournalhofhBiologicalhChemistryTH2012THZdcTH[bbaYUbY 5.4 13

(2012-2019)

21



95 yassHspectrometryHcapturesHstructuralHintermediatesHinHproteinHfiberHselfUassemblyVHChemicalh
CommunicationsTH2017THa[TH[[YeU[[ZZ 5.8 12

94 mHspecificHnanobodyHpreventsHamyloidogenesisHofHpcbzH˛†UmicroglobulinHinHvitroHandHmodifiesHitsH
tissueHdistributionHinHvivoVHScientifichReportsTH2017THcTH]bcYY 4.9 12

93 rlexibleHstoichiometryHandHasymmetryHofHtheH’upposomeHcoreHcomplexHbyHheteronuclearHzy—H
spectroscopyHandHmassHspectrometryVHJournalhofhMolecularhBiologyTH2015TH]ZcTHc[cUcaZ 6.5 12

92 mH–uantitativeH’erspectiveHonHtydrophobicHunteractionsHinHtheHsasU’haseVHCurrenthProteomicsTH2011TH
dTH]cUad 0.7 12

91 αomenHinHsciencefHunHpursuitHofHfemaleHchemistsVHNatureTH2011TH]cbTHZc[Ua 50.4 12

90 ’otassiumHisHcriticalHforHtheHziPuuQUresponsiveHpzmUbindingHactivityHofHqscherichiaHcoliHzik—VHJournalh
ofhthehAmericanhChemicalhSocietyTH2010THY[ZTHYaXbUc 16.4 12

89 ’roteinUnucleicHacidHcomplexesHandHtheHroleHofHmassHspectrometryHinHtheirHstructureHdeterminationVH
CriticalhReviewshinhBiochemistryhandhMolecularhBiologyTH2011TH]bTHYaZUb] 8.7 12

88 TheH ignificanceHofHtheHxocationHofHyutationsHforHtheHzativeU tateHpynamicsHofHtumanHxysozymeVH
BiophysicalhJournalTH2016THYYYTHZ[adUZ[bc 2.9 12

87  ubunitHdynamicsHandHnucleotideUdependentHasymmetryHofHanHmmmPSQHtranscriptionHcomplexVH
JournalhofhMolecularhBiologyTH2014TH]ZbTHcYUd[ 6.5 11

86 TheHinteractionHofHtheHantitoxinHpy][HwithHaHsnakeHvenomHmetalloproteinaseHanalyzedHbyHmassH
spectrometryHandHsurfaceHplasmonHresonanceVHJournalhofhMasshSpectrometryTH2012TH]cTHabcUc[ 2.2 11

85
yassHspectrometryHrevealsHdifferencesHinHstabilityHandHsubunitHinteractionsHbetweenHactivatedHandH
nonactivatedHconformersHofHtheHP˛–˛†˛‡ ˛·Q]HphosphorylaseHkinaseHcomplexVHMolecularhandhCellularh
ProteomicsTH2012THYYTHYcbdUcb

7.6 11

84 qlevatedHcopyHnumberHofHxUmHvirusHinHyeastHmutantHstrainsHdefectiveHinHribosomalHstalkVHBiochemicalh
andhBiophysicalhResearchhCommunicationsTH2007TH[aaTHacaUdX 3.4 11

83
Tsp[bTHaHtapewormHsmallHheatUshockHproteinHwithHaHduplicatedHalphaUcrystallinHdomainTHformsH
dimersHandHtetramersHwithHgoodHchaperoneUlikeHactivityVHProteins:hStructureuhFunctionhandh
BioinformaticsTH2004THacTHYXeUYc

4.2 11

82
oompetitiveHbindingHtoHtheHoligopeptideHbindingHproteinTH‘ppmfHinUtrapHcleanupHinHanHrourierH
transformHionHcyclotronHresonanceHmassHspectrometerVHJournalhofhthehAmericanhSocietyhforhMassh
SpectrometryTH2000THYYTHYXZ[Ub

3.5 11

81  tructureHandHelevatorHmechanismHofHtheHmammalianHsodiumWprotonHexchangerHztqeVHEMBOh
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