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of Agricultural, Biological, and Environmental Statistics, 2021, 26, 267-288. 0.7 3
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26 Yield variability trends of winter wheat and spring barley grown during 1932â€“2019 in the Askov
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27 Farmersâ€™ preferences for nature conservation compensation measures with a focus on eco-accounts
according to the German Nature Conservation Act. Land Use Policy, 2021, 104, 105378. 2.5 9
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Agroforestry Systems Using UAV-Borne Remote Sensing. Remote Sensing, 2021, 13, 2751. 1.8 17
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53 Novel strategies for genomic prediction of untested single-cross maize hybrids using unbalanced
historical data. Theoretical and Applied Genetics, 2020, 133, 443-455. 1.8 22
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Contrasting effects of cover crops on earthworms: Results from field monitoring and laboratory
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57 Nonproportional Hazards in Network Meta-Analysis: Efficient Strategies for Model Building and
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Guest Editorsâ€™ Introduction to the Special Issue on â€œRecent Advances in Design and Analysis of
Experiments and Observational Studies in Agricultureâ€•. Journal of Agricultural, Biological, and
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61 Influence of A Cooled, Solid Lying Area on the Pen Fouling and Lying Behavior of Fattening Pigs.
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62 Long-term analysis from a cropping system perspective: Yield stability, environmental adaptability, and
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64 Determination of litter derived C and N in litterbags and soil using stable isotopes prevents
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The effects of cropping sequence, fertilization and straw management on the yield stability of winter
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Science, 2020, 158, 65-79.

0.6 17
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169-189.

1.7 6
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