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Multi-ancestry GWAS of the electrocardiographic PR interval identifies 202 loci underlying cardiac
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PR interval genome-wide association meta-analysis identifies 50 loci associated with atrial and
atrioventricular electrical activity. Nature Communications, 2018, 9, 2904.
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Non-selective cation channels, transient receptor potential channels and ischemic stroke. Biochimica

Et Biophysica Acta - Molecular Basis of Disease, 2007, 1772, 947-957. 3.8 68
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Newly expressed SUR1-regulated NCCa-ATP channel mediates cerebral edema after ischemic stroke.
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