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54 TheNsequenceNofNtheNhumanNgenomefNSciencedN2001dNjqidNikhlemi 33.3 10609

53 InitialNsequencingNandNcomparativeNanalysisNofNtheNmouseNgenomefNNaturedN2002dNljhdNmjhenj 50.4 5376

52 TheNgenomeNsequenceNofNDrosophilaNmelanogasterfNSciencedN2000dNjpodNjipmeqm 33.3 4857

51 IdentificationNandNanalysisNofNfunctionalNelementsNinNiTNofNtheNhumanNgenomeNbyNtheNENCODENpilotN
projectfNNaturedN2007dNllodNoqqepin 50.4 4121

50 SequenceNandNcomparativeNanalysisNofNtheNchickenNgenomeNprovideNuniqueNperspectivesNonN
vertebrateNevolutionfNNaturedN2004dNlkjdNnqmeoin 50.4 2143

49 GenomeNsequenceNofNtheNzrownNNorwayNratNyieldsNinsightsNintoNmammalianNevolutionfNNaturedN2004
dNljpdNlqkemji 50.4 1689

48 TheNgenomeNsequenceNofNtheNmalariaNmosquitoNynophelesNgambiaefNSciencedN2002dNjqpdNijqelq 33.3 1622

47 TheNdiploidNgenomeNsequenceNofNanNindividualNhumanfNPLoSlBiologydN2007dNmdNejml 9.7 1249

46 yssessmentNofNtranscriptNreconstructionNmethodsNforNRNyeseqfNNaturelMethodsdN2013dNihdNiiooepl 21.6 477

45 EGySPrNtheNhumanNENCODENGenomeNynnotationNyssessmentNProjectfNGenomelBiologydN2006dNoN
SupplNidNSjfieki 18.3 187

44 SequenceNandNanalysisNofNchromosomeNjNofNDictyosteliumNdiscoideumfNNaturedN2002dNlipdNoqepm 50.4 158

43 ComparativeNgeneNpredictionNinNhumanNandNmousefNGenomelResearchdN2003dNikdNihpeio 9.7 144
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41 GenomeNannotationNassessmentNinNDrosophilaNmelanogasterfNGenomelResearchdN2000dNihdNlpkemhi 9.7 139

40
ComparisonNofNmouseNandNhumanNgenomesNfollowedNbyNexperimentalNverificationNyieldsNanN
estimatedNidhiqNadditionalNgenesfNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericadN2003dNihhdNiilhem

11.5 95

39 PlanarianNregenerationrNachievementsNandNfutureNdirectionsNafterNjhNyearsNofNresearchfNInternationall
JournalloflDevelopmentallBiologydN2009dNmkdNikioejo 1.9 78

38 FusionNofNtheNhumanNgeneNforNtheNpolyubiquitinationNcoeffectorNUEViNwithNKuadNaNnewlyNidentifiedN
genefNGenomelResearchdN2000dNihdNiolkemn 9.7 73
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37 EvaluationNofNMethodsNforNtheNConcentrationNandNExtractionNofNVirusesNfromNSewageNinNtheNContextN
ofNMetagenomicNSequencingfNPLoSlONEdN2017dNijdNehiohiqq 3.7 73

36 MetagenomicsNforNtheNstudyNofNvirusesNinNurbanNsewageNasNaNtoolNforNpublicNhealthNsurveillancefN
ScienceloflthelTotallEnvironmentdN2018dNnipdNpohepph 10.2 70

35 ComparisonNofNspliceNsitesNinNmammalsNandNchickenfNGenomelResearchdN2005dNimdNiiieq 9.7 64

34 gffjpsrNvisualizingNgenomicNannotationsfNBioinformaticsdN2000dNindNolkel 7.2 51

33 EvidenceNofNviralNdisseminationNandNseasonalityNinNaNMediterraneanNriverNcatchmentrNImplicationsNforN
waterNpollutionNmanagementfNJournalloflEnvironmentallManagementdN2015dNimqdNmpeno 7.9 40

32 SmedlmlNdatasetrNunravellingNtheNtranscriptomeNofNSchmidteaNmediterraneafNBMClGenomicsdN2010dN
iidNoki 4.5 37

31 CharacterisationNofNtheNsewageNviromerNcomparisonNofNNGSNtoolsNandNoccurrenceNofNsignificantN
pathogensfNScienceloflthelTotallEnvironmentdN2020dNoikdNiknnhl 10.2 34

30 GGPSiNMutationNandNytypicalNFemoralNFracturesNwithNzisphosphonatesfNNewlEnglandlJournallofl
MedicinedN2017dNkondNioqleioqm 59.2 32

29 yNproteomicsNapproachNtoNdecipherNtheNmolecularNnatureNofNplanarianNstemNcellsfNBMClGenomicsdN
2011dNijdNikk 4.5 26

28 TheNnervousNsystemNofNXenacoelomorpharNaNgenomicNperspectivefNJournalloflExperimentallBiologydN
2015dNjipdNnipejp 3 25

27 PlanariansNasNaNmodelNtoNassessNinNvivoNtheNroleNofNmatrixNmetalloproteinaseNgenesNduringN
homeostasisNandNregenerationfNPLoSlONEdN2013dNpdNemmnlq 3.7 24

26 yNmetagenomicNassessmentNofNviralNcontaminationNonNfreshNparsleyNplantsNirrigatedNwithNfecallyN
taintedNriverNwaterfNInternationallJournalloflFoodlMicrobiologydN2017dNjmodNpheqh 5.8 23

25 HighNtranscriptionalNcomplexityNofNtheNretinitisNpigmentosaNCERKLNgeneNinNhumanNandNmouseN2011dN
mjdNmjhjeil 21

24 ComputationalNgeneNannotationNinNnewNgenomeNassembliesNusingNGeneIDfNMethodslinlMolecularl
BiologydN2009dNmkodNjlkeni 1.4 21

23 ComplexNselectionNonNmVNspliceNsitesNinNintronerichNorganismsfNGenomelResearchdN2009dNiqdNjhjieo 9.7 18

22 yskiNandNyktNactNsynergisticallyNtoNpromoteNROSedependentNregenerationNinNDrosophilafNPLoSl
GeneticsdN2019dNimdNeihhoqjn 6 15

21 DigitalNgeneNexpressionNapproachNoverNmultipleNRNyeSeqNdataNsetsNtoNdetectNneoblastN
transcriptionalNchangesNinNSchmidteaNmediterraneafNBMClGenomicsdN2015dNindNkni 4.5 15

20 PlanNETrNhomologyebasedNpredictedNinteractomeNforNmultipleNplanarianNtranscriptomesfN
BioinformaticsdN2018dNkldNihineihjk 7.2 12
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19
FunctionalNCharacterizationNofNaNGGPPSNVariantNIdentifiedNinNytypicalNFemoralNFractureNPatientsNandN
DelineationNofNtheNRoleNofNGGPPSNinNzoneeRelevantNCellNTypesfNJournalloflBonelandlMinerallResearch
dN2018dNkkdNjhqiejhqp

6.3 12

18 IdentificationNofNsapovirusNGVfjdNastrovirusNVykNandNnovelNanellovirusesNinNserumNfromNpatientsNwithN
acuteNhepatitisNofNunknownNaetiologyfNPLoSlONEdN2017dNijdNehipmqii 3.7 9

17 MetagenomicNanalysisNofNvirusesdNbacteriaNandNprotozoaNinNirrigationNwaterfNInternationallJournallofl
HygienelandlEnvironmentallHealthdN2020dNjjldNiikllh 6.9 9

16 gffjaplotrNPlottingNsequenceNcomparisonsfNBioinformaticsdN2003dNiqdNjlooeq 7.2 7

15 TheNDeubiquitinatingNEnzymeNytaxinekNRegulatesNCiliogenesisNandNPhagocytosisNinNtheNRetinafNCelll
ReportsdN2020dNkkdNihpknh 10.6 7

14 TheNcoelomicNepitheliumNtranscriptomeNfromNaNclonalNseaNstardNCoscinasteriasNmuricatafNMarinel
GenomicsdN2015dNjlNPtNkdNjlmep 1.9 6

13 PlanExprNintuitiveNintegrationNofNcomplexNRNyeseqNdatasetsNwithNplanarianNomicsNresourcesfN
BioinformaticsdN2020dNkndNippqeipqm 7.2 5

12 HostedependentNeditingNofNSyRSeCoVejNinNCOVIDeiqNpatientsfNEmerginglMicrobeslandlInfectionsdN
2021dNihdNioooeiopq 18.9 4

11 ECCzgJzINjhhmfNBioinformaticsdN2005dNjidNiiieiij 7.2 3

10 DistillingNaNVisualNNetworkNofNRetinitisNPigmentosaNGeneeProteinNInteractionsNtoNUncoverNNewN
DiseaseNCandidatesfNPLoSlONEdN2015dNihdNehikmkho 3.7 3

9 ExploringNtheNdiversityNofNcoronavirusNinNsewageNduringNCOVIDeiqNpandemicrNDonVtNmissNtheNforestN
forNtheNtreesfNScienceloflthelTotallEnvironmentdN2021dNphhdNilqmnj 10.2 3

8 GenomeNynnotationN2019dNiqmejhq 2

7 RPGeNetNvjfhrNexpandingNtheNuniverseNofNretinalNdiseaseNgeneNinteractionsNnetworkfNDatabase:lthel
JournalloflBiologicallDatabaseslandlCurationdN2019dNjhiqdN 5 2

6 ViralNpopulationsNofNSyRSeCoVejNinNupperNrespiratoryNtractdNplacentadNamnioticNfluidNandNumbilicalN
cordNbloodNsupportNviralNreplicationNinNplacentafNClinicallMicrobiologylandlInfectiondN2021dNjodNimljeimll 9.5 2

5 SiNoPsisrNSingleNNucleotideNPolymorphismsNselectionNandNpromoterNprofilingfNBioinformaticsdN2018dN
kldNkhkekhm 7.2 1

4 SequenceNSimilarityNzasedNGeneNPredictionN2000dNqmeihn 1

3 GenomicNanalysesNrevealNFoxGNasNanNupstreamNregulatorNofNwntiNrequiredNforNposteriorNidentityN
specificationNinNplanarians 1

2 PPaxerNeasyNextractionNofNproteinNoccurrenceNandNinteractionsNfromNtheNscientificNliteraturefN
BioinformaticsdN2019dNkmdNjmjkejmjl 7.2 1
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